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Conserved Two-component Hik2&€“Rrel Signaling Is Activated Under Temperature Upshift and
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of General and Applied Microbiology, 2022, 68, 95-108.

Evolution of Ribosomal Protein S14 Demonstrated by the Reconstruction of Chimeric Ribosomes in
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Acclimation process of the chlorophyll &lt;i&gt;d&lt;/i&gt;-bearing cyanobacterium

&lt;i&gt;Acaryochloris marina&lt;/i&gt; to an orange light environment revealed by transcriptomic
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0

Proteomic analysis of haem-binding protein from <i>Arabidopsis thaliana</i> and <i>Cyanidioschyzon
merolae<[i>. Philosophical Transactions of the Royal Society B: Biological Sciences, 2020, 375,
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The CRPa€family transcriptional regulator DevH regulates expression of heterocysta€specific genes at the
later sta%e of differentiation in the cyanobacterium <i>Anabaena</i> sp. strain PCC 7120. Molecular
Microbiology, 2020, 114, 553-562.

Cyanobacterial multi-copy chromosomes and their replication. Bioscience, Biotechnology and
Biochemistry, 2020, 84, 1309-1321.
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Regulation of the <i>groESL1<[i> transcription by the HrcA repressor and a novel transcription
factor Orf7.5 in the cyanobacterium <i>Synechococcus elongatus</i> PCC7942. Journal of General and
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Constitutive expression of phosphoketolase, a key enzyme for metabolic shift from homo- to
heterolactic fermentation in <i>Enterococcus mundtii</i> QU 25. Bioscience of Microbiota, Food and
Health, 2019, 38, 111-114.

Complete Genome Sequence of Enterococcus faecium QUS50, a Thermophilic Lactic Acid Bacterium
Capable of Metabolizing Xylose. Microbiology Resource Announcements, 2019, 8, .

Cytosine N4-Methylation via M.Ssp6803ll Is Involved in the Re%lulation of Transcription, Fine- Tuning of
DNA Replication and DNA Repair in the Cyanobacterium Synechocystis sp. PCC 6803. Frontiers in

Microbiology, 2019, 10, 1233.

Stable mutants of restriction-deficient/modification-proficient Bacillus subtilis 168: hub strains for
giant DNA engineering. Journal of Biochemistry, 2019, 166, 231-236.
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