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ARTICLE

Introducing d€cebest single templated€-models as reference baseline for the Continuous Automated Model
Evaluation (CAMEO). Proteins: Structure, Function and Bioinformatics, 2019, 87, 1378-1387.

Continuous Automated Model EvaluatiOn (CAMEO) complementing the critical assessment of
structure prediction in CASP12. Proteins: Structure, Function and Bioinformatics, 2018, 86, 387-398.

IDDT: a local superposition-free score for comparing protein structures and models using distance

difference tests. Bioinformatics, 2013, 29, 2722-2728.
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