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37 ComparativeScellularSanalysisSofSmotorScortexSinShumankSmarmosetSandSmousemSNaturekS2021kStxwkSppplppx50.4 31

36 ConsistentScrosslmodalSidentificationSofScorticalSneuronsSwithScoupledSautoencodersmmSNaturet
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NeurobiologykS2020kSurkSpvulpww 7.6 7
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NaturetNeurosciencekS2020kSqrkSpstulpsuw 25.5 76

32 ConservedScellStypesSwithSdivergentSfeaturesSinShumanSversusSmouseScortexmSNaturekS2019kStvrkSupluw 50.4 569

31 IdentificationSofSgeneticSmarkersSforScorticalSareasSusingSaSRandomSForestSclassificationSroutineSandS
theSAllenSMouseSBrainSAtlasmSPLoStONEkS2019kSpskSeoqpqwxw 3.7 6

30 SinglelcellStranscriptomicSevidenceSforSdenseSintracorticalSneuropeptideSnetworksmSELifekS2019kSwkS 8.9 36

29 GeneralizedSleakySintegratelandlfireSmodelsSclassifySmultipleSneuronStypesmSNaturetCommunicationskS
2018kSxkSvox 17.4 83
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AnnualtReviewtoftNeurosciencekS2017kSsokSuqxlutq 17 61

26 AdultSmouseScorticalScellStaxonomySrevealedSbySsingleScellStranscriptomicsmSNaturetNeurosciencekS
2016kSpxkSrrtlsu 25.5 1007

25 InferringScorticalSfunctionSinStheSmouseSvisualSsystemSthroughSlargelscaleSsystemsSneurosciencemS
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24 CellltypelspecificSneuroanatomySofScliquesSofSautismlrelatedSgenesSinStheSmouseSbrainmSFrontierstint
ComputationaltNeurosciencekS2015kSxkStt 3.5 3

23 CanonicalSgeneticSsignaturesSofStheSadultShumanSbrainmSNaturetNeurosciencekS2015kSpwkSpwrqlss 25.5 301

22 ExplorationSandSvisualizationSofSconnectivitySinStheSadultSmouseSbrainmSMethodskS2015kSvrkSxolv 4.6 10

21 CellltypelbasedSmodelSexplainingScoexpressionSpatternsSofSgenesSinStheSbrainmSProceedingstoftthet
NationaltAcademytoftSciencestoftthetUnitedtStatestoftAmericakS2014kSpppkStrxvlsoq 11.5 51
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20 ComputationalSneuroanatomySandScolexpressionSofSgenesSinStheSadultSmouseSbrainkSanalysisStoolsS
forStheSAllenSBrainSAtlasmSQuantitativetBiologykS2013kSpkSxplpoo 3.9 9

19 AllenSBrainSAtlasySanSintegratedSspatioltemporalSportalSforSexploringStheScentralSnervousSsystemmS
NucleictAcidstResearchkS2013kSspkSDxxulDpoow 20.1 365

18 DigitalSatlasingSandSstandardizationSinStheSmouseSbrainmSPLoStComputationaltBiologykS2011kSvkSepoopout 5 77

17 MolecularSandSanatomicalSsignaturesSofSsleepSdeprivationSinStheSmouseSbrainmSFrontierstint
NeurosciencekS2010kSskSput 5.1 70

16 ClusteringSofSspatialSgeneSexpressionSpatternsSinStheSmouseSbrainSandScomparisonSwithSclassicalS
neuroanatomymSMethodskS2010kStokSpotlpq 4.6 57

15 SurfacelbasedSmappingSofSgeneSexpressionSandSprobabilisticSexpressionSmapsSinStheSmouseScortexmS
MethodskS2010kStokSttluq 4.6 16

14 ASproposalSforSaScoordinatedSeffortSforStheSdeterminationSofSbrainwideSneuroanatomicalS
connectivitySinSmodelSorganismsSatSaSmesoscopicSscalemSPLoStComputationaltBiologykS2009kStkSepooorrs 5 206

13 AnSanatomicSgeneSexpressionSatlasSofStheSadultSmouseSbrainmSNaturetNeurosciencekS2009kSpqkSrtuluq 25.5 207

12 IdentificationSandSanalysisSofSfunctionalSelementsSinSpdSofStheShumanSgenomeSbyStheSENCODESpilotS
projectmSNaturekS2007kSssvkSvxxlwpu 50.4 4121

11 GenomelscaleSmappingSofSDNaseSISsensitivitySinSvivoSusingStilingSDNASmicroarraysmSNaturetMethodskS
2006kSrkStpplw 21.6 270

10 DiscoverySofSfunctionalSnoncodingSelementsSbySdigitalSanalysisSofSchromatinSstructuremSProceedingst
oftthetNationaltAcademytoftSciencestoftthetUnitedtStatestoftAmericakS2004kSpopkSpuwrvlsq 11.5 118

9 GenomelwideSidentificationSofSDNaseIShypersensitiveSsitesSusingSactiveSchromatinSsequenceS
librariesmSProceedingstoftthetNationaltAcademytoftSciencestoftthetUnitedtStatestoftAmericakS2004kSpopkSstrvlsq11.5 121

8 HighlthroughputSlocalizationSofSfunctionalSelementsSbySquantitativeSchromatinSprofilingmSNaturet
MethodskS2004kSpkSqpxlqt 21.6 108

7 EvolutionSofScellularSdiversitySinSprimarySmotorScortexSofShumankSmarmosetSmonkeykSandSmouse 33

6 ConsistentScrosslmodalSidentificationSofScorticalSneuronsSwithScoupledSautoencoders 2

5 CellularSAnatomySofStheSMouseSPrimarySMotorSCortex 8

4 SinglelcellSRNAlseqSuncoversSsharedSandSdistinctSaxesSofSvariationSinSdorsalSLGNSneuronsSinSmicekS
nonlhumanSprimatesSandShumans 2

3 SharedSandSdistinctStranscriptomicScellStypesSacrossSneocorticalSareas 13
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2 ConservedScellStypesSwithSdivergentSfeaturesSbetweenShumanSandSmouseScortex 14

1 SinglelCellSTranscriptomicSEvidenceSforSDenseSIntracorticalSNeuropeptideSNetworks 1
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