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56 SalmonPprovidesPfastPandPbiasfawarePquantificationPofPtranscriptPexpressiongPNaturesMethodseP2017eP
knePnkqfnks 21.6 3249

55 APfastePlockffreePapproachPforPefficientPparallelPcountingPofPoccurrencesPofPkfmersgPBioinformaticseP
2011ePlqePqpnfqi 7.2 1727

54 SailfishPenablesPalignmentffreePisoformPquantificationPfromPRNAfseqPreadsPusingPlightweightP
algorithmsgPNaturesBiotechnologyeP2014ePmlePnplfn 44.5 422

53 ThePpowerPofPproteinPinteractionPnetworksPforPassociatingPgenesPwithPdiseasesgPBioinformaticseP
2010ePlpePkioqfpm 7.2 253

52 WhatParePdecisionPtreesygPNaturesBiotechnologyeP2008ePlpePkikkfm 44.5 207

51 GenomePanalysisPlinkingPrecentPEuropeanPandPAfricanPinfluenzaPaHoNkbPvirusesgPEmergingsInfectiouss
DiseaseseP2007ePkmePqkmfr 10.2 164

50 AssemblyPcomplexityPofPprokaryoticPgenomesPusingPshortPreadsgPBMCsBioinformaticseP2010ePkkePlk 3.6 92

49 FastPsearchPofPthousandsPofPshortfreadPsequencingPexperimentsgPNaturesBiotechnologyeP2016ePmnePmiifl 44.5 80

48 SalmonPprovidesPaccurateePfastePandPbiasfawarePtranscriptPexpressionPestimatesPusingPdualfphasePinference 78

47 AccuratePassemblyPofPtranscriptsPthroughPphasefpreservingPgraphPdecompositiongPNatures
BiotechnologyeP2017ePmoePkkpqfkkps 44.5 75

46 APSemidefinitePProgrammingPApproachPtoPSidePChainPPositioningPwithPNewPRoundingPStrategiesgP
INFORMSsJournalsonsComputingeP2004ePkpePmrifmsl 2.4 66

45 NetworkParchaeologytPuncoveringPancientPnetworksPfromPpresentfdayPinteractionsgPPLoSs
ComputationalsBiologyeP2011ePqePekiikkks 5 50

44 GiRaFtProbustePcomputationalPidentificationPofPinfluenzaPreassortmentsPviaPgraphPmininggPNucleics
AcidssResearcheP2011ePmsePemn 20.1 44

43 RevealingPbiologicalPmodulesPviaPgraphPsummarizationgPJournalsofsComputationalsBiologyeP2009ePkpePlomfpn1.7 40

42 ReferencefbasedPcompressionPofPshortfreadPsequencesPusingPpathPencodinggPBioinformaticseP2015eP
mkePkslifr 7.2 32

41 AlignmentPandPmappingPmethodologyPinfluencePtranscriptPabundancePestimationgPGenomesBiologyeP
2020ePlkePlms 18.3 31

40 liisPSwineforiginPinfluenzaPAPaHkNkbPresemblesPpreviousPinfluenzaPisolatesgPPLoSsONEeP2009ePnePepnil 3.7 28
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39 IsoformflevelPribosomePoccupancyPestimationPguidedPbyPtranscriptPabundancePwithPRibomapgP
BioinformaticseP2016ePmlePkrrifl 7.2 26

38 DatafdependentPbucketingPimprovesPreferenceffreePcompressionPofPsequencingPreadsgP
BioinformaticseP2015ePmkePlqqifq 7.2 22

37 FindingPbiologicallyPaccuratePclusteringsPinPhierarchicalPtreePdecompositionsPusingPthePvariationPofP
informationgPJournalsofsComputationalsBiologyeP2010ePkqePoimfkp 1.7 22

36 DesigningPsmallPuniversalPkfmerPhittingPsetsPforPimprovedPanalysisPofPhighfthroughputPsequencinggP
PLoSsComputationalsBiologyeP2017ePkmePekiioqqq 5 22

35 SketchingPandPSublinearPDataPStructuresPinPGenomicsgPAnnualsReviewsofsBiomedicalsDatasScienceeP
2019ePlePsmfkkr 5.6 21

34 ImprovedPSearchPofPLargePTranscriptomicPSequencingPDatabasesPUsingPSplitPSequencePBloomPTreesgP
JournalsofsComputationalsBiologyeP2018ePloePqoofqpo 1.7 21

33 CompactPUniversalPkfmerPHittingPSetsgPLecturesNotessinsComputersScienceeP2016ePloqflpr 0.9 17

32 PredictingPproteinPinteractionsPviaPparsimoniousPnetworkPhistoryPinferencegPBioinformaticseP2013eP
lsePilmqfnp 7.2 15

31 ImprovingPBloomPFilterPPerformancePonPSequencePDataPUsingPkfmerPBloomPFiltersgPJournalsofs
ComputationalsBiologyeP2017ePlnePonqfooq 1.7 14

30 ChromosomalPdynamicsPpredictedPbyPanPelasticPnetworkPmodelPexplainsPgenomefwidePaccessibilityP
andPlongfrangePcouplingsgPNucleicsAcidssResearcheP2017ePnoePmppmfmpqm 20.1 13

29 ImprovedPSearchPofPLargePTranscriptomicPSequencingPDatabasesPUsingPSplitPSequencePBloomPTreesgP
LecturesNotessinsComputersScienceeP2017ePloqflqk 0.9 13

28 UncoveringPGenomicPReassortmentsPamongPInfluenzaPStrainsPbyPEnumeratingPMaximalPBicliquesP
2008eP 12

27 ParsimoniousPreconstructionPofPnetworkPevolutiongPAlgorithmssforsMolecularsBiologyeP2012ePqePlo 1.8 11

26 APunifiedPmodelPexplainingPthePoffsetsPofPoverlappingPandPnearfoverlappingPprokaryoticPgenesgP
MolecularsBiologysandsEvolutioneP2007ePlnePliskfr 8.3 9

25 FindingPBiologicallyPAccuratePClusteringsPinPHierarchicalPTreePDecompositionsPUsingPthePVariationP
ofPInformationgPLecturesNotessinsComputersScienceeP2009ePniifnkq 0.9 8

24 ExploringPbiologicalPnetworkPdynamicsPwithPensemblesPofPgraphPpartitionsgPPacificsSymposiumsons
BiocomputingsPacificsSymposiumsonsBiocomputingeP2010ePkppfqq 1.3 7

23 AlignmentPandPmappingPmethodologyPinfluencePtranscriptPabundancePestimation 7

22 ExploringPRibosomePPositioningPonPTranslatingPTranscriptsPwithPRibosomePProfilinggPMethodssins
MolecularsBiologyeP2016ePkmorePqkfsq 1.4 6
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21 QuantifyingPthePbenefitPofferedPbyPtranscriptPassemblyPwithPScallopfLRPonPsinglefmoleculePlongP
readsgPGenomesBiologyeP2019ePliePlrq 18.3 6

20 APcooperativePcombinatorialPParticlePSwarmPOptimizationPalgorithmPforPsidefchainPpackingP2009eP 4

19 DerivingPRangesPofPOptimalPEstimatedPTranscriptPExpressionPDuePtoPNonfidentifiability 4

18 APCompactPMathematicalPProgrammingPFormulationPforPDNAPMotifPFindinggPLecturesNotessins
ComputersScienceeP2006ePlmmflno 0.9 4

17 ExtractingPbetweenfpathwayPmodelsPfromPEfMAPPinteractionsPusingPexpectedPgraphPcompressiongP
JournalsofsComputationalsBiologyeP2011ePkrePmqsfsi 1.7 3

16 ParsimoniousPReconstructionPofPNetworkPEvolutiongPLecturesNotessinsComputersScienceeP2011ePlmqflns 0.9 3

15 DetectingPanomaliesPinPRNAfseqPquantification 2

14 ExactPtranscriptPquantificationPoverPsplicePgraphsgPAlgorithmssforsMolecularsBiologyeP2021ePkpePo 1.8 2

13 ImprovingPBloomPFilterPPerformancePonPSequencePDataPUsingPakbfmerPBloomPFiltersgPLecturesNotess
insComputersScienceeP2016ePkmqfkok 0.9 2

12 MorePAccuratePTranscriptPAssemblyPviaPParameterPAdvisinggPJournalsofsComputationalsBiologyeP2020eP
lqePkkrkfkkrs 1.7 2

11 AccountingPforPfragmentsPofPunexpectedPoriginPimprovesPtranscriptPquantificationPinPRNAfseqP
simulationsPfocusedPonPincreasedPrealism 2

10 APcostfaggregatingPintegerPlinearPprogramPforPmotifPfindinggPJournalsofsDiscretesAlgorithmseP2011ePsePmlpfmmn 1

9 ParticlePSwarmPOptimizationPforPmultimodalPcombinatorialPproblemsPandPitsPapplicationPtoPproteinP
designP2010eP 1

8 DerivingPRangesPofPOptimalPEstimatedPTranscriptPExpressionPduePtoPNonidentifiabilityggPJournalsofs
ComputationalsBiologyeP2022eP 1.7 1

7 TowardsPbuildingPanPautomatedPbioinformaticiantPmorePaccuratePtranscriptPassemblyPviaPparameterPadvising 1

6 ScallopPenablesPaccuratePassemblyPofPtranscriptsPthroughPphasingfpreservingPgraphPdecomposition 1

5 IdentificationPofPMicrobiotafInducedPGenePExpressionPChangesPinPthePDrosophilaPmelanogasterPHead 1

4 QuantifyingPthePBenefitPOfferedPbyPTranscriptPAssemblyPonPSinglefMoleculePLongPReads 1
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3 ExtractingPBetweenfPathwayPModelsPfromPEfMAPPInteractionsPUsingPExpectedPGraphPCompressiongP
LecturesNotessinsComputersScienceeP2010ePlnrflpl 0.9 1

2 DetectingePCategorizingePandPCorrectingPCoveragePAnomaliesPofPRNAfSeqPQuantificationgPCells
SystemseP2019ePsePorsfossgeq 10.6 1

1 MaximumPlikelihoodPreconstructionPofPancestralPnetworksPbyPintegerPlinearPprogramminggP
BioinformaticseP2021ePmqePkirmfkisl 7.2 0
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