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Tumor Suppressor microRNAs Contribute to the Regulation of PD-L1 Expression in Malignant
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Combined Genetic and Genealogic Studies Uncover a Large BAP1 Cancer Syndrome Kindred Tracing Back
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miR-193a-3p is a potential tumor suppressor in malignant pleural mesothelioma. Oncotarget, 2015, 6, 0.8 76
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Fibulin-3 levels in malignant pleural mesothelioma are associated with prognosis but not diagnosis.
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MiRa€8core: A novel 6&€microRNA signature that predicts survival outcomes in patients with malignant

pleural mesothelioma. Molecular Oncology, 2015, 9, 715-726. 21 67
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A data-driven, knowledge-based approach to biomarker discovery: application to circulating microRNA
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KCal.l, a calcium-activated potassium channel subunit alpha 1, is targeted by miR-17-5p and modulates
cell migration in malignant pleural mesothelioma. Molecular Cancer, 2016, 15, 44.

An RNAi-based screen reveals PLK1, CDK1 and NDC80 as potential therapeutic targets in malignant
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Loss of miR-223 and JNK Signaling Contribute to Elevated Stathmin in Malignant Pleural Mesothelioma.
Molecular Cancer Research, 2015, 13, 1106-1118.

DKsregulated Expression of the MicroRNA miR-137 and Its Target YBX1 Contribute to the Invasive 0.5 40
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aracteristics of Malignant Pleural Mesothelioma. Journal of Thoracic Oncology, 2018, 13, 258-272.

Long Non Coding RNAs (IncRNAs) Are Dysregulated in Malignant Pleural Mesothelioma (MPM). PLoS
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FGF2 and EGF induce epitheliala€“mesenchymal transition in malignant pleural mesothelioma cells via a

MAPKinase/MMP1 signal. Carcinogenesis, 2018, 39, 534-545. L3 32
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ZIC1 Is Silenced and Has Tumor Suppressor Function in Malignant Pleural Mesothelioma. Journal of
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Tumor Immune Microenvironment and Genetic Alterations in Mesothelioma. Frontiers in Oncology, 13 28
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Alterations in <i>BAP1<[i> Are Associated with Cisplatin Resistance through Inhibition of Apoptosis in
Malignant Pleural Mesothelioma. Clinical Cancer Research, 2021, 27, 2277-2291.
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Transcriptional suppression of the miR-15/16 family by c-Myc in malignant pleural mesothelioma.
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Posttranscriptional Regulation Controls Calretinin Expression in Malignant Pleural Mesothelioma.
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MicroRNA gene expression signatures in long-surviving malignant pleural mesothelioma patients.
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Importance of Cullin4 Ubiquitin Ligase in Malignant Pleural Mesothelioma. Cancers, 2020, 12, 3460. 1.7 5

Primary Lung Cancer Organoids for Personalized Medicined€”Are They Ready for Clinical Use?. Cancers,
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