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114 GeneticPvariationPinfluencingPαNxPmethylationPprovidesPinsightsPintoPmolecularPmechanismsP
regulatingPgenomicPfunctioneePNatureiGeneticscP2022cP 36.3 6

113 ThePUtilityPofPTwinsPforPEpigeneticPxnalysisP2022cPihjdijj 0

112 αNxPmethylationPsignaturePofPchronicPlowdgradePinflammationPandPitsProlePinPcardiodrespiratoryP
diseaseseePNatureiCommunicationscP2022cPhjcPikgo 17.4 1

111 αNxPmethylationPsignaturesPofPincidentPcoronaryPheartPdiseaseqPfindingsPfromPepigenomedwideP
associationPstudiesePClinicaliEpigeneticscP2021cPhjcPhom 7.7 2

110 GeneticPimpactsPonPαNxPmethylationqPresearchPfindingsPandPfuturePperspectivesePGenomeiBiologycP
2021cPiicPhin 18.3 16

109 EpigenomedwidePassociationPmetadanalysisPofPαNxPmethylationPwithPcoffeePandPteaPconsumptioneP
NatureiCommunicationscP2021cPhicPiojg 17.4 9

108 GenomedwidePassociationPstudiesPidentifyPhjnPgeneticPlociPforPαNxPmethylationPbiomarkersPofP
agingePGenomeiBiologycP2021cPiicPhpk 18.3 14

107 xPmultidethnicPepigenomedwidePassociationPstudyPofPleukocytePαNxPmethylationPandPbloodPlipidseP
NatureiCommunicationscP2021cPhicPjpon 17.4 3

106 MetadanalysisPofPepigenomedwidePassociationPstudiesPofPcarotidPintimadmediaPthicknessePEuropeani
JournaliofiEpidemiologycP2021cPjmcPhhkjdhhll 12.1 4

105 EpigenomedwidePassociationPstudyPofPdietPqualityPinPthePWomenWsPHealthPInitiativePandPTwinsUKP
cohortePInternationaliJournaliofiEpidemiologycP2021cPlgcPmnldmok 7.8 8

104 TwinPandPfamilyPepigeneticPstudiesPofPtypePiPdiabetesP2021cPhgldhho

103 EquivalentPαNxPmethylationPvariationPbetweenPmonozygoticPcodtwinsPandPunrelatedPindividualsP
revealsPuniversalPepigeneticPinterdindividualPdissimilarityePGenomeiBiologycP2021cPiicPho 18.3 5

102 LargedscalePassociationPanalysesPidentifyPhostPfactorsPinfluencingPhumanPgutPmicrobiomeP
compositionePNatureiGeneticscP2021cPljcPhlmdhml 36.3 80

101 EpigenomedWidePxssociationPStudyPofPThyroidPFunctionPTraitsPIdentifiesPNovelPxssociationsPofPfTjP
WithPKLFpPandPαOThLePJournaliofiClinicaliEndocrinologyiandiMetabolismcP2021cPhgmcPeihphdeiigi 5.6 2

100 zhildhoodPgrowthPandPdevelopmentPandPαNxPmethylationPagePinPmiddlifeePClinicaliEpigeneticscP2021cP
hjcPhll 7.7 1

99 IdenticalPtwinsPcarryPaPpersistentPepigeneticPsignaturePofPearlyPgenomePprogrammingePNaturei
CommunicationscP2021cPhicPlmho 17.4 6

98 EstrogenPandPzOVIαdhpPsymptomsqPxssociationsPinPwomenPfromPthePzOVIαPSymptomPStudyePPLoSi
ONEcP2021cPhmcPegilnglh 3.7 14
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97 GenomicPandPphenotypicPinsightsPfromPanPatlasPofPgeneticPeffectsPonPαNxPmethylationePNaturei
GeneticscP2021cPljcPhjhhdhjih 36.3 27

96 yayesianPreassessmentPofPthePepigeneticParchitecturePofPcomplexPtraitsePNatureiCommunicationscP
2020cPhhcPioml 17.4 18

95 SerumPmetabolitesPreflectingPgutPmicrobiomePalphaPdiversityPpredictPtypePiPdiabetesePGutiMicrobescP
2020cPhhcPhmjidhmki 8.8 22

94 xrrhythmicPGutPMicrobiomePSignaturesPPredictPRiskPofPTypePiPαiabetesePCelliHostiandiMicrobecP2020cP
iocPilodinieem 23.4 68

93 αNxPMethylationPxgePandPPhysicalPandPzognitivePxgingePJournalsiofiGerontologyiyiSeriesiAiBiologicali
SciencesiandiMedicaliSciencescP2020cPnlcPlgkdlhh 6.4 8

92 yloodPαNxPmethylationPsitesPpredictPdeathPriskPinPaPlongitudinalPstudyPofPhicPjggPindividualsePAgingcP
2020cPhicPhkgpidhkhik 5.6 6

91 xzEiPexpressionPinPadiposePtissuePisPassociatedPwithPzOVIαdhpPcardiodmetabolicPriskPfactorsPandP
cellPtypePcompositionP2020cP 4

90 RedPWinePzonsumptionPxssociatedPWithPIncreasedPGutPMicrobiotaP˛–dαiversityPinPjPIndependentP
zohortsePGastroenterologycP2020cPhlocPingdinieei 13.3 31

89 InterplayPbetweenPthePhumanPgutPmicrobiomePandPhostPmetabolismePNatureiCommunicationscP2019cP
hgcPklgl 17.4 197

88 xnPintegrativePcrossdomicsPanalysisPofPαNxPmethylationPsitesPofPglucosePandPinsulinPhomeostasiseP
NatureiCommunicationscP2019cPhgcPiloh 17.4 31

87 EpigeneticPfindingsPinPperiodontitisPinPUKPtwinsqPaPcrossdsectionalPstudyePClinicaliEpigeneticscP2019cP
hhcPin 7.7 17

86 αissectingPtheProlePofPthePgutPmicrobiotaPandPdietPonPvisceralPfatPmassPaccumulationePScientifici
ReportscP2019cPpcPpnlo 4.9 22

85 TwinsUKqPThePUKPxdultPTwinPRegistryPUpdateePTwiniResearchiandiHumaniGeneticscP2019cPiicPlijdlip 2.2 51

84 αNxPmethylationdbasedPestimatorPofPtelomerePlengthePAgingcP2019cPhhcPlopldlpij 5.6 69

83 ViromePαiversityPzorrelatesPwithPIntestinalPMicrobiomePαiversityPinPxdultPMonozygoticPTwinsePCelli
HostiandiMicrobecP2019cPilcPimhdinieel 23.4 89

82 αNxPmethylationPagingPclocksqPchallengesPandPrecommendationsePGenomeiBiologycP2019cPigcPikp 18.3 248

81 HeritabilityPofPskewedPXdinactivationPinPfemalePtwinsPisPtissuedspecificPandPassociatedPwithPageeP
NatureiCommunicationscP2019cPhgcPljjp 17.4 19

80 RegulatoryPvariantsPatPKLFhkPinfluencePtypePiPdiabetesPriskPviaPaPfemaledspecificPeffectPonP
adipocytePsizePandPbodyPcompositionePNatureiGeneticscP2018cPlgcPlnidlog 36.3 82
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79 GWxSPofPepigeneticPagingPratesPinPbloodPrevealsPaPcriticalProlePforPTERTePNatureiCommunicationscP
2018cPpcPjon 17.4 106

78 αeepPmolecularPphenotypesPlinkPcomplexPdisordersPandPphysiologicalPinsultPtoPzpGPmethylationeP
HumaniMoleculariGeneticscP2018cPincPhhgmdhhih 5.6 21

77 xgeddependentPchangesPinPmeanPandPvariancePofPgenePexpressionPacrossPtissuesPinPaPtwinPcohorteP
HumaniMoleculariGeneticscP2018cPincPnjidnkh 5.6 43

76 IgGPglycosylationPandPαNxPmethylationParePinterconnectedPwithPsmokingePBiochimicaiEtiBiophysicai
ActaiyiGeneraliSubjectscP2018cPhomicPmjndmko 4 25

75 MetadanalysisPofPhumanPgenomedmicrobiomePassociationPstudiesqPthePMiyioGenPconsortiumP
initiativeePMicrobiomecP2018cPmcPhgh 16.6 53

74 InvestigatingPthePEpigeneticPαiscriminationPofPIdenticalPTwinsPUsingPyuccalPSwabscPSalivacPandP
zigarettePyuttsPinPthePForensicPSettingePGenescP2018cPpcP 4.2 11

73 GutPmicrobiotaPassociationsPwithPcommonPdiseasesPandPprescriptionPmedicationsPinPaP
populationdbasedPcohortePNatureiCommunicationscP2018cPpcPimll 17.4 225

72 αetectionPofPstablePcommunityPstructuresPwithinPgutPmicrobiotaPcodoccurrencePnetworksPfromP
differentPhumanPpopulationsePPeerJcP2018cPmcPekjgj 3.1 28

71 HeritablePcomponentsPofPthePhumanPfecalPmicrobiomeParePassociatedPwithPvisceralPfatePGutiMicrobes
cP2018cPpcPmhdmn 8.8 27

70 MultidOMIzSPanalysesPofPfrailtyPandPchronicPwidespreadPmusculoskeletalPpainPsuggestPinvolvementP
ofPsharedPneurologicalPpathwaysePPaincP2018cPhlpcPilmldilni 8 24

69 xnPInvestigationPIntoPPhysicalPFrailtyPasPaPLinkPyetweenPthePGutPMicrobiomePandPzognitivePHealtheP
FrontiersiiniAgingiNeurosciencecP2018cPhgcPjpo 5.3 27

68 SmokingPinducesPcoordinatedPαNxPmethylationPandPgenePexpressionPchangesPinPadiposePtissuePwithP
consequencesPforPmetabolicPhealthePClinicaliEpigeneticscP2018cPhgcPhim 7.7 56

67 IncreasedPαNxPmethylationPvariabilityPinPrheumatoidParthritisddiscordantPmonozygoticPtwinseP
GenomeiMedicinecP2018cPhgcPmk 14.4 48

66 ThePfecalPmetabolomePasPaPfunctionalPreadoutPofPthePgutPmicrobiomeePNatureiGeneticscP2018cPlgcPnpgdnpl36.3 262

65 EpigenomedwidePxssociationPofPαNxPMethylationPinPWholePyloodPWithPyonePMineralPαensityeP
JournaliofiBoneiandiMineraliResearchcP2017cPjicPhmkkdhmlg 6.3 33

64 GenomedwidePmethylationPanalysisPofPaPlargePpopulationPsamplePshowsPneurologicalPpathwaysP
involvementPinPchronicPwidespreadPmusculoskeletalPpainePPaincP2017cPhlocPhgljdhgmi 8 21

63 αNxPmethylationPchangesPatPinfertilityPgenesPinPnewbornPtwinsPconceivedPbyPinPvitroPfertilisationeP
GenomeiMedicinecP2017cPpcPio 14.4 28

62 HigherPNevusPzountPExhibitsPaPαistinctPαNxPMethylationPSignaturePinPHealthyPHumanPSkinqP
ImplicationsPforPMelanomaePJournaliofiInvestigativeiDermatologycP2017cPhjncPphgdpig 4.3 16
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61 GeneticPvariationPatPhmqikeiPisPassociatedPwithPsmallPvesselPstrokeePAnnalsiofiNeurologycP2017cPohcPjojdjpk9.4 51

60 EpigenomedwidePassociationPstudyPofPbodyPmassPindexcPandPthePadversePoutcomesPofPadiposityeP
NaturecP2017cPlkhcPohdom 50.4 511

59 EpigeneticPdiscriminationPofPidenticalPtwinsPfromPbloodPunderPthePforensicPscenarioePForensiciSciencei
International:iGeneticscP2017cPjhcPmndog 4.3 21

58 αNxPMethylationPxnalysisPIdentifiesPLociPforPyloodPPressurePRegulationePAmericaniJournaliofiHumani
GeneticscP2017cPhghcPooodpgi 11 83

57 ExploringPthePmolecularPbasisPofPagedrelatedPdiseasePcomorbiditiesPusingPaPmultidomicsPgraphicalP
modelePScientificiReportscP2016cPmcPjnmkm 4.9 33

56 xyOPantigenPandPsecretorPstatusesParePnotPassociatedPwithPgutPmicrobiotaPcompositionPinPhclggP
twinsePBMCiGenomicscP2016cPhncPpkh 4.5 49

55 IntegrativePαNxPmethylomePanalysisPofPpandcancerPbiomarkersPinPcancerPdiscordantPmonozygoticP
twindpairsePClinicaliEpigeneticscP2016cPocPn 7.7 21

54 SignaturesPofPearlyPfrailtyPinPthePgutPmicrobiotaePGenomeiMedicinecP2016cPocPo 14.4 200

53 ProtonPpumpPinhibitorsPalterPthePcompositionPofPthePgutPmicrobiotaePGutcP2016cPmlcPnkpdlm 19.2 454

52 GeneticPandPenvironmentalPimpactsPonPαNxPmethylationPlevelsPinPtwinsePEpigenomicscP2016cPocPhgldhn 4.4 17

51 GeneticPInfluencesPonPMetabolitePLevelsqPxPzomparisonPacrossPMetabolomicPPlatformsePPLoSiONEcP
2016cPhhcPeghljmni 3.7 48

50 αNxPmethylationdbasedPmeasuresPofPbiologicalPageqPmetadanalysisPpredictingPtimePtoPdeathePAgingcP
2016cPocPhokkdhoml 5.6 531

49 xPheritabilitydbasedPcomparisonPofPmethodsPusedPtoPclusterPhmSPrRNxPgenePsequencesPintoP
operationalPtaxonomicPunitsePPeerJcP2016cPkcPeijkh 3.1 23

48 EpigeneticPSignaturesPatPxQPjPandPSOzSjPEngagePinPLowdGradePInflammationPacrossPαifferentP
TissuesePPLoSiONEcP2016cPhhcPeghmmghl 3.7 10

47 zollapsedPmethylationPquantitativePtraitPlociPanalysisPforPlowPfrequencyPandPrarePvariantsePHumani
MoleculariGeneticscP2016cPilcPkjjpdkjkp 5.6 7

46 ShotgunPMetagenomicsPofPilgPxdultPTwinsPRevealsPGeneticPandPEnvironmentalPImpactsPonPthePGutP
MicrobiomeePCelliSystemscP2016cPjcPlnidlokeej 10.6 172

45 zontributionPofPHeritabilityPandPEpigeneticPFactorsPtoPSkeletalPMusclePMassPVariationPinPUnitedP
KingdomPTwinsePJournaliofiClinicaliEndocrinologyiandiMetabolismcP2016cPhghcPiklgdp 5.6 31

44 GeneticPαeterminantsPofPthePGutPMicrobiomePinPUKPTwinsePCelliHostiandiMicrobecP2016cPhpcPnjhdkj 23.4 547

(2016-2017)
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43 HeritablePcomponentsPofPthePhumanPfecalPmicrobiomeParePassociatedPwithPvisceralPfatePGenomei
BiologycP2016cPhncPhop 18.3 124

42 TwinPStudiesPandPEpigeneticsP2015cPmojdngi 1

41 PowerPandPsamplePsizePestimationPforPepigenomedwidePassociationPscansPtoPdetectPdifferentialPαNxP
methylationePInternationaliJournaliofiEpidemiologycP2015cPkkcPhkipdhkkh 7.8 121

40 PredictingPgenomedwidePαNxPmethylationPusingPmethylationPmarkscPgenomicPpositioncPandPαNxP
regulatoryPelementsePGenomeiBiologycP2015cPhmcPhk 18.3 108

39 HostPgeneticPvariationPimpactsPmicrobiomePcompositionPacrossPhumanPbodyPsitesePGenomeiBiologycP
2015cPhmcPhph 18.3 428

38 αNxPMethylationPzhangesPinPthePIGFhRPGenePinPyirthPWeightPαiscordantPxdultPMonozygoticPTwinseP
TwiniResearchiandiHumaniGeneticscP2015cPhocPmjldkm 2.2 20

37 PopulationPwholedgenomePbisulfitePsequencingPacrossPtwoPtissuesPhighlightsPthePenvironmentPasP
thePprincipalPsourcePofPhumanPmethylomePvariationePGenomeiBiologycP2015cPhmcPipg 18.3 70

36 GutdMicrobiotadMetabolitePxxisPinPEarlyPRenalPFunctionPαeclineePPLoSiONEcP2015cPhgcPeghjkjhh 3.7 85

35 WholedgenomePsequencedbasedPanalysisPofPthyroidPfunctionePNatureiCommunicationscP2015cPmcPlmoh 17.4 56

34 coMETqPvisualisationPofPregionalPepigenomedwidePassociationPscanPresultsPandPαNxPcodmethylationP
patternsePBMCiBioinformaticscP2015cPhmcPhjh 3.6 79

33 GenomedwidePassociationPstudyPidentifiesPnovelPgeneticPvariantsPcontributingPtoPvariationPinPbloodP
metabolitePlevelsePNatureiCommunicationscP2015cPmcPnigo 17.4 126

32 HumanPgeneticsPshapePthePgutPmicrobiomeePCellcP2014cPhlpcPnopdpp 56.2 1750

31 EpigeneticsPofPdiscordantPmonozygoticPtwinsqPimplicationsPforPdiseaseePGenomeiMedicinecP2014cPmcPmg 14.4 116

30 ObesityPacceleratesPepigeneticPagingPofPhumanPliverePProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericacP2014cPhhhcPhlljodkj 11.5 456

29 xnPintegratedPepigenomicPanalysisPforPtypePiPdiabetesPsusceptibilityPlociPinPmonozygoticPtwinseP
NatureiCommunicationscP2014cPlcPlnhp 17.4 85

28 HypermethylationPinPthePZyTyigPgenePisPassociatedPwithPmajorPdepressivePdisorderePGenomei
BiologycP2014cPhlcPRlm 18.3 73

27 EpigenomedwidePαNxPmethylationPinPhearingPabilityqPnewPmechanismsPforPanPoldPproblemePPLoSi
ONEcP2014cPpcPehglnip 3.7 15

26 yiomarkersPforPtypePiPdiabetesPandPimpairedPfastingPglucosePusingPaPnontargetedPmetabolomicsP
approachePDiabetescP2013cPmicPkingdm 0.9 268
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25 MetabolomicPmarkersPrevealPnovelPpathwaysPofPageingPandPearlyPdevelopmentPinPhumanP
populationsePInternationaliJournaliofiEpidemiologycP2013cPkicPhhhhdp 7.8 166

24
GlobalPanalysisPofPαNxPmethylationPvariationPinPadiposePtissuePfromPtwinsPrevealsPlinksPtoP
diseasedassociatedPvariantsPinPdistalPregulatoryPelementsePAmericaniJournaliofiHumaniGeneticscP2013
cPpjcPonmdpg

11 269

23 ThePpresencePofPmethylationPquantitativePtraitPlociPindicatesPaPdirectPgeneticPinfluencePonPthePlevelP
ofPαNxPmethylationPinPadiposePtissueePPLoSiONEcP2013cPocPellpij 3.7 71

22 αNxPmethylationPprofilingPinPbreastPcancerPdiscordantPidenticalPtwinsPidentifiesPαOKnPasPnovelP
epigeneticPbiomarkerePCarcinogenesiscP2013cPjkcPhgido 4.6 117

21 NovelPgeneticPvariantsPassociatedPwithPlumbarPdiscPdegenerationPinPnorthernPEuropeansqPaP
metadanalysisPofPkmggPsubjectsePAnnalsiofitheiRheumaticiDiseasescP2013cPnicPhhkhdo 2.4 84

20 GlycosylationPofPimmunoglobulinPgqProlePofPgeneticPandPepigeneticPinfluencesePPLoSiONEcP2013cPocPeoillo3.7 70

19 ThePhumanPgutPandPgroundwaterPharborPnondphotosyntheticPbacteriaPbelongingPtoPaPnewPcandidateP
phylumPsiblingPtoPzyanobacteriaePELifecP2013cPicPeghhgi 8.9 247

18 xnalyticalPzonsiderationsPforPEpigenomedWidePxssociationPScansPofPzomplexPTraitsP2013cPjhpdjjo

17 ThePvaluePofPtwinsPinPepigeneticPepidemiologyePInternationaliJournaliofiEpidemiologycP2012cPkhcPhkgdlg 7.8 73

16 αNxPmethylationPstudiesPusingPtwinsqPwhatParePtheyPtellingPusvePGenomeiBiologycP2012cPhjcPhni 18.3 56

15 EpigenomedwidePscansPidentifyPdifferentiallyPmethylatedPregionsPforPagePandPagedrelatedP
phenotypesPinPaPhealthyPageingPpopulationePPLoSiGeneticscP2012cPocPehggimip 6 501

14 UsingPepigenomedwidePassociationPscansPofPαNxPmethylationPinPagedrelatedPcomplexPhumanPtraitseP
EpigenomicscP2012cPkcPlhhdim 4.4 39

13 MappingPcisdPandPtransdregulatoryPeffectsPacrossPmultiplePtissuesPinPtwinsePNatureiGeneticscP2012cPkkcPhgokdp36.3 572

12 zorrectionqPαNxPmethylationPpatternsPassociatePwithPgeneticPandPgenePexpressionPvariationPinP
HapMapPcellPlinesP2011cPhicPkgl 22

11 xPtwinPapproachPtoPunravelingPepigeneticsePTrendsiiniGeneticscP2011cPincPhhmdil 8.5 268

10 αNxPmethylationPpatternsPassociatePwithPgeneticPandPgenePexpressionPvariationPinPHapMapPcellP
linesePGenomeiBiologycP2011cPhicPRhg 18.3 651

9 EightPcommonPgeneticPvariantsPassociatedPwithPserumPαHExSPlevelsPsuggestPaPkeyProlePinPageingP
mechanismsePPLoSiGeneticscP2011cPncPehggigil 6 69

8 xrrhythmicPgutPmicrobiomePsignaturesPforPriskPprofilingPofPTypediPαiabetes 1

(-2013)
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7 xgeddependentPchangesPinPmeanPandPvariancePofPgenePexpressionPacrossPtissuesPinPaPtwinPcohort 4

6 LargedscalePassociationPanalysesPidentifyPhostPfactorsPinfluencingPhumanPgutPmicrobiomePcomposition 9

5 GenomedwidePassociationPstudiesPidentifyPhjnPlociPforPαNxPmethylationPbiomarkersPofPageing 8

4 GenomicPandPphenomicPinsightsPfromPanPatlasPofPgeneticPeffectsPonPαNxPmethylation 7

3 SmokingPinducesPcoordinatedPαNxPmethylationPandPgenePexpressionPchangesPinPadiposePtissuePwithP
consequencesPforPmetabolicPhealth 2

2 InterplayPbetweenPthePhumanPgutPmicrobiomePandPhostPmetabolism 3

1 GWxSPofPepigeneticPageingPratesPinPbloodPrevealsPaPcriticalProlePforTERT 1
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