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i Paper IF Citations

163 pJvenomicJxslandJofJVibrioJcholeraeJtncodesJaJThreeWromponentJrytotoxinJwithJMonomerJandJ
αrotomerJuormsJStructurallyJSimilarJtoJplphaWαoreWuormingJToxinsXXJJournalmofmBacteriologyVJ2022VJeZZddda_3.5 2

162 WhatJtheJproteinJdataJbankJtellsJusJaboutJtheJevolutionaryJconservationJofJproteinJconformationalJ
diversityXJProteinmScienceVJ2022VJb_VJ 6.3 1

161 ModulexiJTowardsJuunctionJuocusedJαroteinJModelingXJJournalmofmMolecularmBiologyVJ2021VJcbbVJ_eegag 6.5 1

160 TheJinterplayJofJSpγSWroVWaJevolutionJandJconstraintsJimposedJbyJtheJstructureJandJfunctionalityJ
ofJitsJproteinsXJPLoSmComputationalmBiologyVJ2021VJ_fVJe_ZZh_cf 5 12

159 upTrpTJaXZiJtowardsJaJbetterJunderstandingJofJtheJstructuralJdiversityJofJproteinsXJNucleicmAcidsm
ResearchVJ2020VJcgVJWeZWWec 20.1 26

158 roronavirusbsiJbsJstructuralJvisualizationJofJrüVxsW_hJgenomicJdivergenceXJBioinformaticsVJ2020VJ
beVJcbeZWcbea 7.2 22

157 StructuresJofJsingleWlayerJ˛†WsheetJproteinsJevolvedJfromJ˛†WhairpinJrepeatsXJProteinmScienceVJ2019VJ
agVJ_efeW_egh 6.3 1

156 rancerbsJaXZiJinteractiveJanalysisJofJbsJpatternsJofJcancerJmutationsJinJcancerJsubsetsXJNucleicm
AcidsmResearchVJ2019VJcfVJsghdWsghh 20.1 7

155 γevealingJaperiodicJaspectsJofJsolenoidJproteinsJfromJsequenceJinformationXJBioinformaticsVJ2016VJ
baVJaffeWga 7.2 2

154 αsqulexiJexploringJflexibilityJinJproteinJstructuresXJNucleicmAcidsmResearchVJ2016VJccVJscabWg 20.1 51

153 αrotaeliJproteinJdataJvisualizationJlibraryJforJtheJwebXJBioinformaticsVJ2016VJbaVJeZaWc 7.2 8

152
ÅMγJinJstructuralJgenomicsJtoJincreaseJstructuralJcoverageJofJtheJproteinJuniverseiJseliveredJbyJ
αrofXJzurtJWˆ…thrichJonJfJyulyJaZ_bJatJtheJbgthJutqSJrongressJinJStXJαetersburgVJγussiaXJFEBSm
JournalVJ2016VJagbVJbgfZWbgg_

5.7 5

151
ÅumerousJproteinsJwithJuniqueJcharacteristicsJareJdegradedJbyJtheJaeSJproteasomeJfollowingJ
monoubiquitinationXJProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmerica
VJ2016VJ__bVJtcebhWcf

11.5 91

150 UwMWU|MJinteractionsJinJtheJγqMbhWUapuedJsplicingWfactorJcomplexXJActamCrystallographicam
SectionmD:mStructuralmBiologyVJ2016VJfaVJchfWd__ 5.5 21

149 pJsistinctJTypeJofJαilusJfromJtheJwumanJMicrobiomeXJCellVJ2016VJ_edVJehZWfZb 56.2 52

148 pxspiJabJinitioJdomainJassemblyJforJautomatedJmultiWdomainJproteinJstructureJpredictionJandJ
domainWdomainJinteractionJpredictionXJBioinformaticsVJ2015VJb_VJaZhgW_Zd 7.2 34

147 xnsightsJintoJSubstrateJSpecificityJofJÅlprYαeZJrellJWallJwydrolasesJrontainingJqacterialJSwbJ
somainsXJMBioVJ2015VJeVJeZabafW_c 7.8 25
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146 αγüαtγiJαerformanceJvisualizationJforJoptimizingJandJcomparingJrankingJclassifiersJinJMpT|pqXJ
SourcemCodemformBiologymandmMedicineVJ2015VJ_ZVJ_d 1.9 2

145 uupSWbsiJimprovingJfoldJrecognitionJbyJincludingJoptimizedJstructuralJfeaturesJandJtemplateJ
reWrankingXJBioinformaticsVJ2014VJbZVJeeZWf 7.2 83

144 rrystalJstructureJofJaJmemberJofJaJnovelJfamilyJofJdioxygenasesJRαu_ZZ_cSJrevealsJaJconservedJ
cupinJfoldJandJactiveJsiteXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2014VJgaVJ_ecWfZ 4.2 8

143 xmprovingJtheJchancesJofJsuccessfulJproteinJstructureJdeterminationJwithJaJrandomJforestJ
classifierXJActamCrystallographicamSectionmD:mBiologicalmCrystallographyVJ2014VJfZVJeafWbd 37

142 pxspiJabJinitioJdomainJassemblyJserverXJNucleicmAcidsmResearchVJ2014VJcaVJWbZgW_b 20.1 35

141 rrystalJstructureJofJaJputativeJquorumJsensingWregulatedJproteinJRαpbe__SJfromJtheJ
αseudomonasWspecificJsUuc_ceJfamilyXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2014VJgaVJ_ZgeWha4.2 4

140 StructureWguidedJfunctionalJcharacterizationJofJsUu_ceZJrevealsJaJhighlyJspecificJÅlprYαeZJ
amidaseJfamilyXJStructureVJ2014VJaaVJ_fhhW_gZh 5.2 7

139 MolecularJcharacterizationJofJnovelJpyridoxalWdQWphosphateWdependentJenzymesJfromJtheJhumanJ
microbiomeXJProteinmScienceVJ2014VJabVJ_ZeZWfe 6.3 8

138 αubServeriJliteratureJsearchesJbyJhomologyXJNucleicmAcidsmResearchVJ2014VJcaVJWcbZWd 20.1 6

137 StructuralJanalysisJofJarabinoseWdWphosphateJisomeraseJfromJqacteroidesJfragilisJandJfunctionalJ
implicationsXJActamCrystallographicamSectionmD:mBiologicalmCrystallographyVJ2014VJfZVJaecZWd_

136 StructuresJofJaJbifunctionalJcellJwallJhydrolaseJrwlTJcontainingJaJnovelJbacterialJlysozymeJandJanJ
ÅlprYαeZJs|WendopeptidaseXJJournalmofmMolecularmBiologyVJ2014VJcaeVJ_ehWgc 6.5 22

135 StructureJofJaJnovelJwingedWhelixJlikeJdomainJfromJhumanJÅuγzqJproteinXJPLoSmONEVJ2012VJfVJecbfe_ 3.7 4

134 StructureJofJtheJpilusJassemblyJproteinJTadZJfromJtubacteriumJrectaleiJimplicationsJforJpolarJ
localizationXJMolecularmMicrobiologyVJ2012VJgbVJf_aWaf 4.1 15

133 StructureJofJanJMmyqWlikeJregulatorJfromJrXJaurantiacusVJmemberJofJaJnewJtranscriptionJfactorJ
familyJlinkedJtoJantibioticJmetabolismJinJactinomycetesXJPLoSmONEVJ2012VJfVJec_bdh 3.7 12

132 StructuralJandJsequenceJanalysisJofJimelysinWlikeJproteinsJimplicatedJinJbacterialJironJuptakeXJPLoSm
ONEVJ2011VJeVJea_gfd 3.7 15

131 xnternalJorganizationJofJlargeJproteinJfamiliesiJrelationshipJbetweenJtheJsequenceVJstructureVJandJ
functionWbasedJclusteringXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2011VJfhVJabghWcZa 4.2 3

130 rrystalJstructureJofJtheJhumanJÅWMycJdownstreamWregulatedJgeneJaJproteinJprovidesJinsightJintoJ
itsJroleJasJaJtumorJsuppressorXJJournalmofmBiologicalmChemistryVJ2011VJageVJ_acdZWeZ 5.4 54

129 uupSJserveriJnovelJfeaturesJandJapplicationsXJNucleicmAcidsmResearchVJ2011VJbhVJWbgWcc 20.1 115

(2011-2015)
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128 StructuralJanalysisJofJpapainWlikeJÅlprYαeZJsuperfamilyJenzymesJwithJaJcircularlyJpermutedJ
topologyJrevealsJpotentialJlipidJbindingJsitesXJPLoSmONEVJ2011VJeVJeaaZ_b 3.7 19

127 StructuralJbasisJofJmembraneJtargetingJbyJtheJsock_gZJfamilyJofJγhoJfamilyJguanineJexchangeJ
factorsJRγhoWvtusSXJJournalmofmBiologicalmChemistryVJ2010VJagdVJ_ba__Waa 5.4 49

126 txpansionJofJtheJproteinJrepertoireJinJnewlyJexploredJenvironmentsiJhumanJgutJmicrobiomeJ
specificJproteinJfamiliesXJPLoSmComputationalmBiologyVJ2010VJeVJe_ZZZfhg 5 48

125 qacterialJpleckstrinJhomologyJdomainsiJaJprokaryoticJoriginJforJtheJαwJdomainXJJournalmofmMolecularm
BiologyVJ2010VJbheVJb_Wce 6.5 25

124 rrystalJstructureJofJtheJfirstJeubacterialJMre__JnucleaseJrevealsJnovelJfeaturesJthatJmayJ
discriminateJsubstratesJduringJsÅpJrepairXJJournalmofmMolecularmBiologyVJ2010VJbhfVJecfWeb 6.5 37

123
xnsightsJintoJsubstrateJspecificityJofJgeranylgeranylJreductasesJrevealedJbyJtheJstructureJofJ
digeranylgeranylglycerophospholipidJreductaseVJanJessentialJenzymeJinJtheJbiosynthesisJofJ
archaealJmembraneJlipidsXJJournalmofmMolecularmBiologyVJ2010VJcZcVJcZbW_f

6.5 23

122
TheJstructureJofJzαÅZbdbdJRgi|_dahfaZd_SVJaJnovelJputativeJlipoproteinJfromJzlebsiellaJ
pneumoniaeVJrevealsJanJüqWfoldXJActamCrystallographicamSectionmF:mStructuralmBiologym
CommunicationsVJ2010VJeeVJ_adcWeZ

3

121
ronformationalJchangesJassociatedJwithJtheJbindingJofJzincJacetateJatJtheJputativeJactiveJsiteJofJ
XcTcmyVJaJcupinJfromJXanthomonasJcampestrisJpvXJcampestrisXJActamCrystallographicamSectionmF:m
StructuralmBiologymCommunicationsVJ2010VJeeVJ_bcfWdb

4

120 StructureJofJanJessentialJbacterialJproteinJYeaZJRTMZgfcSJfromJThermotogaJmaritimaJatJaXdJˆ�J
resolutionXJActamCrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ_abZWe 14

119
TheJstructureJofJtheJfirstJrepresentativeJofJαfamJfamilyJαuZhgbeJrevealsJaJtwoWdomainJ
organizationJandJsuggestsJinvolvementJinJtranscriptionalJregulationXJActamCrystallographicamSectionm
F:mStructuralmBiologymCommunicationsVJ2010VJeeVJ__fcWg_

7

118
TheJstructureJofJtheJfirstJrepresentativeJofJαfamJfamilyJαuZecfdJrevealsJaJnewJfoldJwithJpossibleJ
involvementJinJglycolipidJmetabolismXJActamCrystallographicamSectionmF:mStructuralmBiologym
CommunicationsVJ2010VJeeVJ_a__Wf

8

117
StructureJofJ|αa_fhVJtheJfirstJrepresentativeJofJαfamJfamilyJαuZggeeVJsuggestsJaJnewJfoldJwithJaJ
roleJinJaminoWacidJmetabolismXJActamCrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ
2010VJeeVJ_aZdW_Z

2

116
TheJstructureJofJyann_ac__JRsUu_cfZSJfromJyannaschiaJspXJatJ_XcdJˆ�JresolutionJrevealsJaJnewJfoldJ
RtheJpqpTtJdomainSJandJsuggestsJitsJpossibleJroleJasJaJtranscriptionJregulatorXJActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ__hgWaZc

9

115
StructureJofJtheJfirstJrepresentativeJofJαfamJfamilyJαuZhc_ZJRsUuaZZeSJrevealsJaJstructuralJ
signatureJofJtheJcalycinJsuperfamilyJthatJsuggestsJaJroleJinJlipidJmetabolismXJActamCrystallographicam
SectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ__dbWh

15

114
üpenJandJclosedJconformationsJofJtwoJSpoxxppWlikeJproteinsJRYα_fchafdX_JandJYα_ZZ_ZhdaafX_SJ
provideJinsightsJintoJmembraneJassociationJandJligandJbindingXJActamCrystallographicamSectionmF:m
StructuralmBiologymCommunicationsVJ2010VJeeVJ_acdWdb

8

113
TheJstructureJofJqVUahgfJfromJqacteroidesJvulgatusJrevealsJaJsuperfamilyJofJbacterialJperiplasmicJ
proteinsJwithJpossibleJinhibitoryJfunctionXJActamCrystallographicamSectionmF:mStructuralmBiologym
CommunicationsVJ2010VJeeVJ_aedWfb

6

112
StructuresJofJtheJfirstJrepresentativesJofJαfamJfamilyJαuZehbgJRsUu_agdSJrevealJaJnewJfoldJwithJ
repeatedJstructuralJmotifsJandJpossibleJinvolvementJinJsignalJtransductionXJActamCrystallographicam
SectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ_a_gWad

7

111
StructuresJofJtheJfirstJrepresentativesJofJαfamJfamilyJαuZeegcJRsUu__gdSJrevealJaJnovelJvariantJofJ
theJqacillusJchorismateJmutaseJfoldJandJsuggestJaJroleJinJaminoWacidJmetabolismXJActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ__gaWh

2
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110
TheJstructureJofJSSüaZecVJtheJfirstJrepresentativeJofJαfamJfamilyJαuZ_fheVJrevealsJaJnovelJ
twoWdomainJzincWribbonJüqWfoldJarchitectureJwithJaJpotentialJacylWropWbindingJroleXJActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ__eZWe

15

109
pJconservedJfoldJforJfimbrialJcomponentsJrevealedJbyJtheJcrystalJstructureJofJaJputativeJfimbrialJ
assemblyJproteinJRqT_ZeaSJfromJqacteroidesJthetaiotaomicronJatJaXaJˆ�JresolutionXJActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ_ag_We

8

108
StructureJofJtheJfirstJrepresentativeJofJαfamJfamilyJαuZcZ_eJRsUubecSJrevealsJenolaseJandJ
γossmannWlikeJfoldsJthatJcombineJtoJformJaJuniqueJactiveJsiteJwithJaJpossibleJroleJinJheavyWmetalJ
chelationXJActamCrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ__efWfb

3

107
StructuresJofJthreeJmembersJofJαfamJαuZaeebJRumdtSJimplicatedJinJmicrobialJmethanogenesisJ
revealJaJconservedJ˛–U˛†JcoreJdomainJandJanJauxiliaryJrWterminalJtrebleWclefJzincJfingerXJActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ_bbdWce

7

106
StructureJofJtheJ˛‡WsWglutamylW|WdiaminoJacidJendopeptidaseJYkfrJfromJqacillusJcereusJinJcomplexJ
withJ|WplaW˛‡WsWvluiJinsightsJintoJsubstrateJrecognitionJbyJÅlprYαeZJcysteineJpeptidasesXJActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ_bdcWec

45

105
TheJstructureJofJwaemophilusJinfluenzaeJprephenateJdehydrogenaseJsuggestsJuniqueJfeaturesJofJ
bifunctionalJTyrpJenzymesXJActamCrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ
2010VJeeVJ_b_fWad

9

104
StructureJofJaJmembraneWattackJcomplexYperforinJRMprαuSJfamilyJproteinJfromJtheJhumanJgutJ
symbiontJqacteroidesJthetaiotaomicronXJActamCrystallographicamSectionmF:mStructuralmBiologym
CommunicationsVJ2010VJeeVJ_ahfWbZd

26

103 StructureJofJaJputativeJÅTαJpyrophosphohydrolaseiJYα_ZZ_g_bddgX_JfromJtxiguobacteriumJ
sibiricumJaddW_dXJActamCrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ_abfWcc 2

102
StructureJofJqacteroidesJthetaiotaomicronJqTaZg_JatJaXZdJˆ�JresolutioniJtheJfirstJstructuralJ
representativeJofJaJnewJproteinJfamilyJthatJmayJplayJaJroleJinJcarbohydrateJmetabolismXJActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ_agfWhe

1

101 StructureJofJqT_bhgcVJaJmemberJofJtheJSussYγagqJfamilyJofJnutrientWbindingJmoleculesXJActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ_afcWgZ 9

100 StructureJofJaJtryptophanylWtγÅpJsynthetaseJcontainingJanJironWsulfurJclusterXJActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsVJ2010VJeeVJ_baeWbc 16

99 TheJcrystalJstructureJofJaJbacterialJSufuWlikeJproteinJdefinesJaJnovelJgroupJofJbacterialJproteinsJthatJ
areJsimilarJtoJtheJÅWterminalJdomainJofJhumanJSufuXJProteinmScienceVJ2010VJ_hVJa_b_WcZ 6.3 12

98 txplorationJofJunchartedJregionsJofJtheJproteinJuniverseXJPLoSmBiologyVJ2009VJfVJe_ZZZaZd 9.7 98

97 StructuralJbasisJofJmureinJpeptideJspecificityJofJaJgammaWsWglutamylWlWdiaminoJacidJendopeptidaseXJ
StructureVJ2009VJ_fVJbZbW_b 5.2 57

96 αSxWaiJstructuralJgenomicsJtoJcoverJproteinJdomainJfamilyJspaceXJStructureVJ2009VJ_fVJgehWg_ 5.2 108

95 StructuralJgenomicsJisJtheJlargestJcontributorJofJnovelJstructuralJleverageXJJournalmofmStructuralmandm
FunctionalmGenomicsVJ2009VJ_ZVJ_g_Wh_ 68

94 rrystalJstructureJofJaJnovelJarchaealJpppUJpTαaseJSSü_dcdJfromJSulfolobusJsolfataricusXJProteins:m
Structure,mFunctionmandmBioinformaticsVJ2009VJfcVJ_Zc_Wh 4.2 8

93
rrystalJstructureJofJtheJuicJRuilamentationJinducedJbyJcpMαSJfamilyJproteinJSücaeeJRgi|acbfdfdZSJ
fromJShewanellaJoneidensisJMγW_JatJ_XeJpJresolutionXJProteins:mStructure,mFunctionmandm
BioinformaticsVJ2009VJfdVJaecWf_

4.2 19

(2009-2010)
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92 rrystalJstructureJofJaJnovelJSmWlikeJproteinJofJputativeJcyanophageJoriginJatJaXeZJpJresolutionXJ
Proteins:mStructure,mFunctionmandmBioinformaticsVJ2009VJfdVJaheWbZf 4.2 14

91 pJstructuralJbasisJforJtheJregulatoryJinactivationJofJsnapXJJournalmofmMolecularmBiologyVJ2009VJbgdVJbegWgZ6.5 13

90 rrystalJstructureJofJhistidineJphosphotransferJproteinJShppVJanJessentialJregulatorJofJstalkJ
biogenesisJinJraulobacterJcrescentusXJJournalmofmMolecularmBiologyVJ2009VJbhZVJegeWhg 6.5 12

89 ThreeWdimensionalJstructuralJviewJofJtheJcentralJmetabolicJnetworkJofJThermotogaJmaritimaXJ
ScienceVJ2009VJbadVJ_dccWh 33.3 148

88 αroteinJstructureJpredictionJbasedJonJsequenceJsimilarityXJMethodsminmMolecularmBiologyVJ2009VJdehVJ_ahWde1.4 15

87 venomeJpoolJstrategyJforJstructuralJcoverageJofJproteinJfamiliesXJStructureVJ2008VJ_eVJ_edhWef 5.2 12

86 TheJyrSvJMγJpipelineiJoptimizedJalignmentsVJmultipleJmodelsJandJparallelJsearchesXJActam
CrystallographicamSectionmD:mBiologicalmCrystallographyVJ2008VJecVJ_bbWcZ 30

85 rrystalJstructureJofJaWketoWbWdeoxygluconateJkinaseJRTMZZefSJfromJThermotogaJmaritimaJatJaXZdJpJ
resolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2008VJfZVJeZbWg 4.2 8

84 rrystalJstructureJofJpxrpγJtransformylaseJxMαJcyclohydrolaseJRTM_achSJfromJThermotogaJ
maritimaJatJ_XggJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2008VJf_VJ_ZcaWh 4.2 6

83
rrystalJstructureJofJanJpsαWribosylatedJproteinJwithJaJcytidineJdeaminaseWlikeJfoldVJbutJunknownJ
functionJRTM_dZeSVJfromJThermotogaJmaritimaJatJaXfZJpJresolutionXJProteins:mStructure,mFunctionm
andmBioinformaticsVJ2008VJf_VJ_dceWda

4.2 6

82 rrystalJstructuresJofJMW_bbfγJandJlinaZZciJrepresentativesJofJaJnovelJproteinJfamilyJthatJadoptJaJ
fourWhelicalJbundleJfoldXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2008VJf_VJ_dghWhe 4.2 3

81 TheJSorcererJxxJvlobalJüceanJSamplingJexpeditioniJexpandingJtheJuniverseJofJproteinJfamiliesXJPLoSm
BiologyVJ2007VJdVJe_e 9.7 638

80 rrystalJstructureJofJhomoserineJüWsuccinyltransferaseJfromJqacillusJcereusJatJaXcJpJresolutionXJ
Proteins:mStructure,mFunctionmandmBioinformaticsVJ2007VJegVJhhhW_ZZd 4.2 11

79 rrystalJstructureJofJaJtranscriptionJregulatorJRTM_eZaSJfromJThermotogaJmaritimaJatJaXbJpJ
resolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2007VJefVJacfWda 4.2 5

78
rrystalJstructureJofJÅMp_hgaJfromJÅeisseriaJmeningitidisJatJ_XdJangstromsJresolutionJprovidesJaJ
structuralJscaffoldJforJnonclassicalVJeukaryoticWlikeJphosphatasesXJProteins:mStructure,mFunctionmandm
BioinformaticsVJ2007VJehVJc_dWa_

4.2 7

77
rrystalJstructureJofJTM_ZbZJfromJThermotogaJmaritimaJatJaXbJpJresolutionJrevealsJmolecularJ
detailsJofJitsJtranscriptionJrepressorJfunctionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2007VJ
egVJc_gWac

4.2 5

76 rrystalJstructuresJofJtwoJnovelJdyeWdecolorizingJperoxidasesJrevealJaJbetaWbarrelJfoldJwithJaJ
conservedJhemeWbindingJmotifXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2007VJehVJaabWbb 4.2 68

75
rrystalJstructureJofJMtnXJphosphataseJfromJqacillusJsubtilisJatJaXZJangstromsJresolutionJprovidesJaJ
structuralJbasisJforJbipartiteJphosphomonoesterJhydrolysisJofJ
aWhydroxyWbWketoWdWmethylthiopentenylW_WphosphateXJProteins:mStructure,mFunctionmandm
BioinformaticsVJ2007VJehVJcbbWh

4.2 6
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74 xdentificationJandJstructuralJcharacterizationJofJhemeJbindingJinJaJnovelJdyeWdecolorizingJ
peroxidaseVJTyrpXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2007VJehVJabcWcb 4.2 61

73 TheJchallengeJofJproteinJstructureJdeterminationWWlessonsJfromJstructuralJgenomicsXJProteinm
ScienceVJ2007VJ_eVJacfaWga 6.3 106

72 XtalαrediJaJwebJserverJforJpredictionJofJproteinJcrystallizabilityXJBioinformaticsVJ2007VJabVJbcZbWd 7.2 219

71 StructuralJbasisJofJneutralizationJbyJaJhumanJantiWsevereJacuteJrespiratoryJsyndromeJspikeJproteinJ
antibodyVJgZγXJJournalmofmBiologicalmChemistryVJ2006VJag_VJbce_ZWe 5.4 174

70 rrystalJstructureJofJphosphoribosylformylglycinamidineJsynthaseJxxJRsmαur|SJfromJThermotogaJ
maritimaJatJaX_dJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2006VJebVJ__ZeW__ 4.2 7

69 rrystalJstructureJofJaJsingleWstrandedJsÅpWbindingJproteinJRTMZeZcSJfromJThermotogaJmaritimaJatJ
aXeZJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2006VJebVJadeWeZ 4.2 13

68
rrystalJstructureJofJTM_befJfromJThermotogaJmaritimaJatJ_XhZJpJresolutionJrevealsJanJatypicalJ
memberJofJtheJcyclophilinJRpeptidylprolylJisomeraseSJfoldXJProteins:mStructure,mFunctionmandm
BioinformaticsVJ2006VJebVJ___aWg

4.2 6

67 rrystalJstructureJofJacireductoneJdioxygenaseJRpγsSJfromJMusJmusculusJatJaXZeJangstromJ
resolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2006VJecVJgZgW_b 4.2 25

66 rrystalJstructureJofJtheJppbtJproteinJRTM_ddbSJfromJThermotogaJmaritimaJatJ_XdgJpJresolutionXJ
Proteins:mStructure,mFunctionmandmBioinformaticsVJ2006VJecVJ_ZgbWhZ 4.2 10

65
rrystalJstructureJofJaWphosphosulfolactateJphosphataseJRromqSJfromJrlostridiumJacetobutylicumJ
atJaXeJpJresolutionJrevealsJaJnewJfoldJwithJaJnovelJactiveJsiteXJProteins:mStructure,mFunctionmandm
BioinformaticsVJ2006VJedVJff_We

4.2 3

64
rrystalJstructureJofJanJüγuanJproteinJRTM_eaaSJfromJThermotogaJmaritimaJatJ_XfdJpJresolutionJ
revealsJaJfoldJsimilarJtoJtheJγanWbindingJproteinJMog_pXJProteins:mStructure,mFunctionmandm
BioinformaticsVJ2006VJedVJfffWga

4.2 7

63
rrystalJstructureJofJphosphoribosylformylWglycinamidineJsynthaseJxxVJαurSJsubunitJRTM_accSJfromJ
ThermotogaJmaritimaJatJ_XhZJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2006VJ
edVJachWdc

4.2 6

62 rrystalJstructureJofJaJglycerateJkinaseJRTM_dgdSJfromJThermotogaJmaritimaJatJaXfZJpJresolutionJ
revealsJaJnewJfoldXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2006VJedVJacbWg 4.2 10

61
romparativeJstructuralJanalysisJofJaJnovelJglutathioneSWtransferaseJRpTUddZgSJfromJ
pgrobacteriumJtumefaciensJatJaXZJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ
2006VJedVJdafWbf

4.2 8

60 rrystalJstructureJofJvirulenceJfactorJryZacgJfromJrampylobacterJjejuniJatJaXadJpJresolutionJrevealsJ
aJnewJfoldXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2006VJeaVJahaWe 4.2 6

59 raspasesXJγegulatingJdeathJsinceJtheJoriginJofJlifeXJPlantmPhysiologyVJ2005VJ_bfVJgc_Wf 6.6 117

58 uupSZbiJaJserverJforJprofileWWprofileJsequenceJalignmentsXJNucleicmAcidsmResearchVJ2005VJbbVJWagcWg 20.1 474

57
TheJstructureJofJtheJneurotoxinWassociatedJproteinJwpbbYpJfromJrlostridiumJbotulinumJsuggestsJaJ
reoccurringJbetaWtrefoilJfoldJinJtheJprogenitorJtoxinJcomplexXJJournalmofmMolecularmBiologyVJ2005VJ
bceVJ_ZgbWhb

6.5 56

(2005-2007)
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56 rrystalJstructureJofJanJalphaYbetaJserineJhydrolaseJRYsγcagrSJfromJSaccharomycesJcerevisiaeJatJ
_XgdJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2005VJdgVJfddWg 4.2 10

55 MolecularJmodelingJofJphosphorylationJsitesJinJproteinsJusingJaJdatabaseJofJlocalJstructureJ
segmentsXJJournalmofmMolecularmModelingVJ2005VJ__VJcb_Wg 2 8

54
rrystalJstructureJofJanJalanineWglyoxylateJaminotransferaseJfromJpnabaenaJspXJatJ_XfZJpJresolutionJ
revealsJaJnoncovalentlyJlinkedJα|αJcofactorXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2005VJ
dgVJhf_Wd

4.2 11

53
rrystalJstructureJofJaJformiminotetrahydrofolateJcyclodeaminaseJRTM_deZSJfromJThermotogaJ
maritimaJatJaXgZJpJresolutionJrevealsJaJnewJfoldXJProteins:mStructure,mFunctionmandmBioinformaticsVJ
2005VJdgVJhfeWg_

4.2 4

52
rrystalJstructureJofJSWadenosylmethionineitγÅpJribosyltransferaseWisomeraseJRβuepSJfromJ
ThermotogaJmaritimaJatJaXZJpJresolutionJrevealsJaJnewJfoldXJProteins:mStructure,mFunctionmandm
BioinformaticsVJ2005VJdhVJgehWfc

4.2 13

51
rrystalJstructureJofJanJindigoidineJsynthaseJpJRxndpSWlikeJproteinJRTM_cecSJfromJThermotogaJ
maritimaJatJ_XhZJpJresolutionJrevealsJaJnewJfoldXJProteins:mStructure,mFunctionmandmBioinformaticsVJ
2005VJdhVJgecWg

4.2 12

50 rrystalJstructureJofJanJppoJmγÅpJdecappingJenzymeJRscpSSJfromJMouseJatJ_XgbJpJresolutionXJ
Proteins:mStructure,mFunctionmandmBioinformaticsVJ2005VJeZVJfhfWgZa 4.2 10

49 rrystalJstructureJofJaJputativeJmodulatorJofJsÅpJgyraseJRpmbpSJfromJThermotogaJmaritimaJatJ_XhdJ
pJresolutionJrevealsJaJnewJfoldXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2005VJe_VJcccWg 4.2 8

48 rrystalJstructureJofJtheJglobalJregulatoryJproteinJrsrpJfromJαseudomonasJputidaJatJaXZdJpJ
resolutionJrevealsJaJnewJfoldXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2005VJe_VJcchWdb 4.2 45

47 rrystalJstructureJofJwspbbJchaperoneJRTM_bhcSJfromJThermotogaJmaritimaJatJaXaZJpJresolutionXJ
Proteins:mStructure,mFunctionmandmBioinformaticsVJ2005VJe_VJeehWfb 4.2 13

46 rrystalJstructureJofJaJconservedJhypotheticalJproteinJRgiiJ_bgfhbehSJfromJMouseJatJ_XhZJpJ
resolutionJrevealsJaJnewJfoldXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2005VJe_VJ__baWe 4.2 9

45 TheJinterplayJofJfoldJrecognitionJandJexperimentalJstructureJdeterminationJinJstructuralJgenomicsXJ
CurrentmOpinionminmStructuralmBiologyVJ2004VJ_cVJbZfW_a 8.1 38

44 xntegratedJwebJserviceJforJimprovingJalignmentJqualityJbasedJonJsegmentsJcomparisonXJBMCm
BioinformaticsVJ2004VJdVJhg 3.6 8

43 rrystalJstructureJofJüWacetylserineJsulfhydrylaseJRTMZeedSJfromJThermotogaJmaritimaJatJ_XgJpJ
resolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdeVJbgfWh_ 4.2 17

42 rrystalJstructureJofJaJputativeJoxalateJdecarboxylaseJRTM_agfSJfromJThermotogaJmaritimaJatJ_XhdJ
pJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdeVJbhaWd 4.2 16

41 rrystalJstructureJofJaJphosphoribosylaminoimidazoleJmutaseJαurtJRTMZcceSJfromJThermotogaJ
maritimaJatJ_XffWpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJddVJcfcWg 4.2 8

40
rrystalJstructureJofJaJtandemJcystathionineWbetaWsynthaseJRrqSSJdomainJproteinJRTMZhbdSJfromJ
ThermotogaJmaritimaJatJ_XgfJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJ
dfVJa_bWf

4.2 30

39 rrystalJstructureJofJaJtypeJxxJquinolicJacidJphosphoribosyltransferaseJRTM_ecdSJfromJThermotogaJ
maritimaJatJaXdZJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJddVJfegWf_ 4.2 18
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38 rrystalJstructureJofJanJUdpWnWacetylmuramateWalanineJligaseJMurrJRTMZab_SJfromJThermotogaJ
maritimaJatJaXbJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJddVJ_ZfgWg_ 4.2 19

37 rrystalJstructureJofJaJmethionineJaminopeptidaseJRTM_cfgSJfromJThermotogaJmaritimaJatJ_XhJpJ
resolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdeVJbheWcZZ 4.2 8

36 rrystalJstructureJofJaJαxÅJRαilTJÅWterminusSJdomainJRpuZdh_SJfromJprchaeoglobusJfulgidusJatJ_XhZJpJ
resolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdeVJcZcWg 4.2 26

35 rrystalJstructureJofJaJglycerophosphodiesterJphosphodiesteraseJRvsαsSJfromJThermotogaJ
maritimaJRTM_ea_SJatJ_XeZJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdeVJ_efWfZ4.2 23

34 rrystalJstructureJofJaJriboseWdWphosphateJisomeraseJγpiqJRTM_ZgZSJfromJThermotogaJmaritimaJatJ
_XhZJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdeVJ_f_Wd 4.2 14

33 rrystalJstructureJofJaJnovelJmanganeseWcontainingJcupinJRTM_cdhSJfromJThermotogaJmaritimaJatJ
_XedJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdeVJe__Wc 4.2 22

32 rrystalJstructureJofJanJorphanJproteinJRTMZgfdSJfromJThermotogaJmaritimaJatJaXZZWpJresolutionJ
revealsJaJnewJfoldXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdeVJeZfW_Z 4.2 6

31 rrystalJstructureJofJaJnovelJThermotogaJmaritimaJenzymeJRTM___aSJfromJtheJcupinJfamilyJatJ_XgbJpJ
resolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdeVJe_dWg 4.2 5

30 rrystalJstructureJofJaJputativeJÅpsαwWdependentJoxidoreductaseJRvxiJ_gaZcZ__SJfromJmouseJatJ
aX_ZJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdeVJeahWbb 4.2 8

29 rrystalJstructureJofJanJallantoicaseJRYxγZahWSJfromJSaccharomycesJcerevisiaeJatJaXcJpJresolutionXJ
Proteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdeVJe_hWac 4.2 1

28 rrystalJstructureJofJaJputativeJglutamineJamidoJtransferaseJRTM__dgSJfromJThermotogaJmaritimaJ
atJ_XfJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdcVJgZ_Wd 4.2 5

27 rrystalJstructureJofJanJwtαÅJdomainJproteinJRTMZe_bSJfromJThermotogaJmaritimaJatJ_XfdJpJ
resolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdcVJgZeWh 4.2 7

26 rrystalJstructureJofJanJaspartateJaminotransferaseJRTM_addSJfromJThermotogaJmaritimaJatJ_XhZJpJ
resolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJddVJfdhWeb 4.2 12

25 rrystalJstructureJofJaJputativeJαxxWlikeJsignalingJproteinJRTMZZa_SJfromJThermotogaJmaritimaJatJaXdJ
pJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdcVJg_ZWb 4.2 17

24 TheJimportanceJofJalignmentJaccuracyJforJmolecularJreplacementXJActamCrystallographicamSectionmD:m
BiologicalmCrystallographyVJ2004VJeZVJ_aahWbe 141

23 rrystalJstructureJofJtheJactinJbindingJdomainJofJtheJcyclaseWassociatedJproteinXJBiochemistryVJ2004VJ
cbVJ_ZeagWc_ 3.2 44

22 rrystalJstructureJofJgammaWglutamylJphosphateJreductaseJRTMZahbSJfromJThermotogaJmaritimaJatJ
aXZJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdcVJ_dfWe_ 4.2 14

21 rrystalJstructureJofJanJironWcontainingJ_VbWpropanediolJdehydrogenaseJRTMZhaZSJfromJThermotogaJ
maritimaJatJ_XbJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2004VJdcVJ_fcWf 4.2 27

(2004-2004)
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20 pJsegmentJalignmentJapproachJtoJproteinJcomparisonXJBioinformaticsVJ2003VJ_hVJfcaWh 7.2 28

19 rrystalJstructureJofJaJzincWcontainingJglycerolJdehydrogenaseJRTMZcabSJfromJThermotogaJmaritimaJ
atJ_XdJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2003VJdZVJbf_Wc 4.2 7

18 rhallengesJofJstructuralJgenomicsiJbioinformaticsXJBiosilicoVJ2003VJ_VJbeWc_ 2

17 somainJanalysisJofJtheJtubulinJcofactorJsystemiJaJmodelJforJtubulinJfoldingJandJdimerizationXJBMCm
BioinformaticsVJ2003VJcVJce 3.6 35

16 rrystalJstructureJofJuronateJisomeraseJRTMZZecSJfromJThermotogaJmaritimaJatJaXgdJpJresolutionXJ
Proteins:mStructure,mFunctionmandmBioinformaticsVJ2003VJdbVJ_caWd 4.2 7

15 TyrosineJphosphorylationJofJVwγJphosphataseJbyJZpαWfZXJNaturemImmunologyVJ2003VJcVJccWg 19.1 89

14 xnJsearchJforJmoreJaccurateJalignmentsJinJtheJtwilightJzoneXJProteinmScienceVJ2002VJ__VJ_fZaW_b 6.3 63

13 rrystalJstructureJofJthy_VJaJthymidylateJsynthaseJcomplementingJproteinJfromJThermotogaJ
maritimaJatJaXadJpJresolutionXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2002VJchVJ_caWd 4.2 43

12 xnhibitionJofJTJcellJantigenJreceptorJsignalingJbyJVwγWrelatedJMzαXJRVwXSVJaJnewJdualJspecificityJ
phosphataseJrelatedJtoJVw_JrelatedJRVwγSXJJournalmofmBiologicalmChemistryVJ2002VJaffVJddacWg 5.4 68

11
StructuralJgenomicsJofJtheJThermotogaJmaritimaJproteomeJimplementedJinJaJhighWthroughputJ
structureJdeterminationJpipelineXJProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedm
StatesmofmAmericaVJ2002VJhhVJ__eecWh

11.5 381

10 ToleratingJsomeJredundancyJsignificantlyJspeedsJupJclusteringJofJlargeJproteinJdatabasesXJ
BioinformaticsVJ2002VJ_gVJffWga 7.2 311

9 SequenceJclusteringJstrategiesJimproveJremoteJhomologyJrecognitionsJwhileJreducingJsearchJ
timesXJProteinmEngineering,mDesignmandmSelectionVJ2002VJ_dVJecbWh 1.9 51

8 romparisonJofJsequenceJprofilesXJStrategiesJforJstructuralJpredictionsJusingJsequenceJinformationXJ
ProteinmScienceVJ2000VJhVJabaWc_ 6.3 388

7 ronservativeJmutationJMetgJWWmJ|euJaffectsJtheJfoldingJprocessJandJstructuralJstabilityJofJsquashJ
trypsinJinhibitorJrMTxWxXJProteinmScienceVJ2000VJhVJafbWh 6.3 5

6 pTαWactivatedJoligomerizationJasJaJmechanismJforJapoptosisJregulationiJfoldJandJmechanismJ
predictionJforJrtsWcXJProteins:mStructure,mFunctionmandmBioinformaticsVJ2000VJbhVJ_hfWaZb 4.2 27

5 xmprovingJtheJqualityJofJtwilightWzoneJalignmentsXJProteinmScienceVJ2000VJhVJ_cgfWhe 6.3 110

4 MultipleJModelJppproachiJtxploringJtheJ|imitsJofJromparativeJModelingXJJournalmofmMolecularm
ModelingVJ1998VJcVJahcWbZh 2 22

3 pnJtfficientJMonteJrarloJModelJofJαroteinJrhainsXJModelingJtheJShortWγangeJrorrelationsJbetweenJ
SideJvroupJrentersJofJMassXJJournalmofmPhysicalmChemistrymBVJ1998VJ_ZaVJceagWcebf 3.4 34

Lukasz Jaroszewski

10



2 serivationJandJtestingJofJpairJpotentialsJforJproteinJfoldingXJWhenJisJtheJquasichemicalJ
approximationJcorrectnXJProteinmScienceVJ1997VJeVJefeWgg 6.3 159

1 SynthesisVJcloningJandJexpressionJinJtscherichiaJcoliJofJaJgeneJcodingJforJtheJMetgWWm|euJrMTxJxWWaJ
representativeJofJtheJsquashJinhibitorsJofJserineJproteinasesXJFEBSmLettersVJ1995VJbffVJ_faWc 3.8 7
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