5

papers

6

all docs

1684188

23,485 5
citations h-index
6 6
docs citations times ranked

2053705

g-index

13904

citing authors



# ARTICLE IF CITATIONS

Highly accurate protein structure prediction with AlphaFold. Nature, 2021, 596, 583-589. . 17,754

2 Improved protein structure prediction using potentials from deep learning. Nature, 2020, 577, 706-710. 27.8 2,112

Highly accurate protein structure prediction for the human proteome. Nature, 2021, 596, 590-596.

Protein structure prediction using multiple deep neural networks in the 13th Critical Assessment of
4 Protein Structure Prediction (CASP13). Proteins: Structure, Function and Bioinformatics, 2019, 87, 2.6 242
1141-1148.

Applying and improving <scp>AlphaFold</scp> at <scp>CASP14</[scp>. Proteins: Structure, Function

and Bioinformatics, 2021, 89, 1711-1721.




