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399 xmpactIofIrY×arZhImetaboliserIstatusIonISSRxIresponseiIaIretrospectiveIstudyIofIhdYYIparticipantsI
ofItheIpustralianIveneticsIofIsepressionIStudyWWIPharmacogenomicsTJournalUI2022UI 3.5 1

398 venomeVwideIidentificationIofItheIgeneticIbasisIofIamyotrophicIlateralIsclerosisWWINeuronUI2022UI 13.9 8

397 uunctionalIcharacterisationIofItheIamyotrophicIlateralIsclerosisIriskIlocusIv×XbXT–x×ZWWIGenomeT
MedicineUI2022UIZcUIf 14.4 0

396
xnvestigatingItheIphenotypicIandIgeneticIassociationsIbetweenIpersonalityItraitsIandIsuicidalI
behaviorIacrossImajorImentalIhealthIdiagnosesWWIEuropeanTArchivesTofTPsychiatryTandTClinicalT
NeuroscienceUI2022UIZ

5.1 0

395 venomeVwideIstudyIofIs–pImethylationIshowsIalterationsIinImetabolicUIinflammatoryUIandI
cholesterolIpathwaysIinIp~SWWIScienceTTranslationalTMedicineUI2022UIZcUIeabjYaec 17.5 4

394 ’appingIgenomicIlociIimplicatesIgenesIandIsynapticIbiologyIinIschizophreniaWWINatureUI2022UI 50.4 35

393 romprehensiveIgeneticIanalysisIofItheIhumanIlipidomeIidentifiesIlociIassociatedIwithIlipidI
homeostasisIwithIlinksItoIcoronaryIarteryIdiseaseWINatureTCommunicationsUI2022UIZbUI 17.4 5

392 rommonIandIrareIvariantIassociationIanalysesIinIamyotrophicIlateralIsclerosisIidentifyIZdIriskIlociI
withIdistinctIgeneticIarchitecturesIandIneuronVspecificIbiologyWINatureTGeneticsUI2021UIdbUIZebeVZecg 36.3 19

391 UnderstandingIgeneticIriskIfactorsIforIcommonIsideIeffectsIofIantidepressantImedicationsWI
CommunicationsTMedicineUI2021UIZUI 2

390 putismVrelatedIdietaryIpreferencesImediateIautismVgutImicrobiomeIassociationsWICellUI2021UIZgcUIdhZeVdhbZWeZf56.2 30

389
×olygenicIburdenIcouldIexplainIhighIratesIofIaffectiveIdisordersIinIaIcommunityIwithIrestrictedI
founderIpopulationWIAmericanTJournalTofTMedicalTGeneticsTPartTBxTNeuropsychiatricTGeneticsUI2021UI
ZgeUIbefVbfd

3.5

388 TheIpustralianIveneticsIofIsepressionIStudyiI–ewIRiskI~ociIandIsissectingIweterogeneityIqetweenI
SubtypesWWIBiologicalTPsychiatryUI2021UI 7.9 2

387 ronditionalIvWpSIanalysisItoIidentifyIdisorderVspecificIS–×sIforIpsychiatricIdisordersWIMolecularT
PsychiatryUI2021UIaeUIaYfYVaYgZ 15.1 19

386 ’etaVanalysisIofIgenomeVwideIs–pImethylationIidentifiesIsharedIassociationsIacrossI
neurodegenerativeIdisordersWIGenomeTBiologyUI2021UIaaUIhY 18.3 6

385 venomeVwideIgeneIexpressionIchangesIinIpostpartumIdepressionIpointItowardsIanIalteredI
immuneIlandscapeWITranslationalTPsychiatryUI2021UIZZUIZdd 8.6 5

384 ×olygenicIriskIscoreIanalysisIforIamyotrophicIlateralIsclerosisIleveragingIcognitiveIperformanceUI
educationalIattainmentIandIschizophreniaWIEuropeanTJournalTofTHumanTGeneticsUI2021UI 5.3 7

383 romorbidIrhronicI×ainIandIsepressioniISharedIRiskIuactorsIandIsifferentialIpntidepressantI
tffectivenessWIFrontiersTinTPsychiatryUI2021UIZaUIecbeYh 5 13
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382 RiskIofItarlyV nsetIsepressionIpssociatedIWithI×olygenicI~iabilityUI×arentalI×sychiatricIwistoryUI
andISocioeconomicIStatusWIJAMATPsychiatryUI2021UIfgUIbgfVbhf 14.5 11

381 pIromparisonIofITenI×olygenicIScoreI’ethodsIforI×sychiatricIsisordersIpppliedIpcrossI’ultipleI
rohortsWIBiologicalTPsychiatryUI2021UIhYUIeZZVeaY 7.9 17

380 venomeVwideIassociationIstudyIofImoreIthanIcYUYYYIbipolarIdisorderIcasesIprovidesInewIinsightsI
intoItheIunderlyingIbiologyWINatureTGeneticsUI2021UIdbUIgZfVgah 36.3 83

379 tstimationIofInonVadditiveIgeneticIvarianceIinIhumanIcomplexItraitsIfromIaIlargeIsampleIofI
unrelatedIindividualsWIAmericanTJournalTofTHumanTGeneticsUI2021UIZYgUIfgeVfhg 11 19

378 veneIactionUIgeneticIvariationUIandIvWpSiIpIuserVfriendlyIwebItoolWIPLoSTGeneticsUI2021UIZfUIeZYYhdcg 6 0

377 ~everagingIbothIindividualVlevelIgeneticIdataIandIvWpSIsummaryIstatisticsIincreasesIpolygenicI
predictionWIAmericanTJournalTofTHumanTGeneticsUI2021UIZYgUIZYYZVZYZZ 11 2

376 txaminingISexVsifferentiatedIveneticItffectsIpcrossI–europsychiatricIandIqehavioralITraitsWI
BiologicalTPsychiatryUI2021UIghUIZZafVZZbf 7.9 12

375 pssociationIofIpntihypertensiveIsrugITargetIvenesIWithI×sychiatricIsisordersiIpI’endelianI
RandomizationIStudyWIJAMATPsychiatryUI2021UIfgUIeabVebZ 14.5 0

374 veneticIriskIforIchronicIpainIisIassociatedIwithIlowerIantidepressantIeffectivenessiIronvergingI
evidenceIforIaIdepressionIsubtypeWIAustralianTandTNewTZealandTJournalTofTPsychiatryUI2021UIcgefcaZZYbZchZ2.6 0

373 veneticIassociationIstudyIofIchildhoodIaggressionIacrossIratersUIinstrumentsUIandIageWITranslationalT
PsychiatryUI2021UIZZUIcZb 8.6 7

372 RiskIinIRelativesUIweritabilityUIS–×VqasedIweritabilityUIandIveneticIrorrelationsIinI×sychiatricI
sisordersiIpIReviewWIBiologicalTPsychiatryUI2021UIghUIZZVZh 7.9 20

371 rardiovascularIdiseaseUIpsychiatricIdiagnosisIandIsexIdifferencesIinItheImultistepIhypothesisIofI
amyotrophicIlateralIsclerosisWIEuropeanTJournalTofTNeurologyUI2021UIagUIcaZVcah 6 7

370 uromIqasicIScienceItoIrlinicalIppplicationIofI×olygenicIRiskIScoresiIpI×rimerWIJAMATPsychiatryUI2021
UIfgUIZYZVZYh 14.5 49

369 rouldI×olygenicIRiskIScoresIqeIUsefulIinI×sychiatryniIpIReviewWIJAMATPsychiatryUI2021UIfgUIaZYVaZh 14.5 53

368 venomeVwideIanalysesIofIbehaviouralItraitsIareIsubjectItoIbiasIbyImisreportsIandIlongitudinalI
changesWINatureTCommunicationsUI2021UIZaUIaYaZZ 17.4 16

367 vWpSIofIpepticIulcerIdiseaseIimplicatesIwelicobacterIpyloriIinfectionUIotherIgastrointestinalI
disordersIandIdepressionWINatureTCommunicationsUI2021UIZaUIZZce 17.4 20

366 WidespreadIsignaturesIofInaturalIselectionIacrossIhumanIcomplexItraitsIandIfunctionalIgenomicI
categoriesWINatureTCommunicationsUI2021UIZaUIZZec 17.4 12

365 pnalysisIofIcommonIgeneticIvariationIandIrareIr–VsIinItheIpustralianIputismIqiobankWIMolecularT
AutismUI2021UIZaUIZa 6.5 4

(2021-2021)

3



364 SchizophreniaIpolygenicIriskIscoresIinIyouthImentalIhealthiIpreliminaryIassociationsIwithIdiagnosisUI
clinicalIstageIandIfunctioningWIBJPsychTOpenUI2021UIfUIedg 5 1

363 ×henotypicIcovarianceIacrossItheIentireIspectrumIofIrelatednessIforIgeIbillionIpairsIofIindividualsWI
NatureTCommunicationsUI2021UIZaUIZYdY 17.4 7

362 venomicIpartitioningIofIinbreedingIdepressionIinIhumansWIAmericanTJournalTofTHumanTGeneticsUI
2021UIZYgUIZcggVZdYZ 11 3

361 ×olygenicIRiskIScoresIserivedIuromIVaryingIsefinitionsIofIsepressionIandIRiskIofIsepressionWI
JAMATPsychiatryUI2021UIfgUIZZdaVZZeY 14.5 3

360 rontinuityIofIveneticIRiskIforIpggressiveIqehaviorIpcrossItheI~ifeVrourseWIBehaviorTGeneticsUI2021UI
dZUIdhaVeYe 3.2 2

359 xnvestigatingISharedIveneticIqasisIpcrossITouretteISyndromeIandIromorbidI–eurodevelopmentalI
sisordersIplongItheIxmpulsivityVrompulsivityISpectrumWIBiologicalTPsychiatryUI2021UIhYUIbZfVbaf 7.9 12

358 ’i–spUSIpartnershipiIaIroadmapIforItheIcureIandImanagementIofImotorI–euroneIdiseaseWI
AmyotrophicTLateralTSclerosisTandTFrontotemporalTDegenerationUI2021UIZVg 3.6 0

357 siscoveryIandIimplicationsIofIpolygenicityIofIcommonIdiseasesWIScienceUI2021UIbfbUIZcegVZcfb 33.3 13

356 venomicIandIphenotypicIinsightsIfromIanIatlasIofIgeneticIeffectsIonIs–pImethylationWINatureT
GeneticsUI2021UIdbUIZbZZVZbaZ 36.3 27

355 TheIveneticIprchitectureIofIsepressionIinIxndividualsIofItastIpsianIpncestryiIpIvenomeVWideI
pssociationIStudyWIJAMATPsychiatryUI2021UIfgUIZadgVZaeh 14.5 7

354 sissectingItheISharedIveneticIprchitectureIofISuicideIpttemptUI×sychiatricIsisordersUIandIznownI
RiskIuactorsWIBiologicalTPsychiatryUI2021UI 7.9 11

353
RefiningIpttentionVseficitXwyperactivityIsisorderIandIputismISpectrumIsisorderIveneticI~ociIbyI
xntegratingISummaryIsataIuromIvenomeVwideIpssociationUIveneItxpressionUIandIs–pI’ethylationI
StudiesWIBiologicalTPsychiatryUI2020UIggUIcfYVcfh

7.9 6

352 –ickI’artinIandItheIveneticsIofIsepressioniISampleISizeUISampleISizeUISampleISizeWITwinTResearchT
andTHumanTGeneticsUI2020UIabUIZYhVZZZ 2.2

351 p~SIinIsanishIRegistriesiIweritabilityIandIlinksItoIpsychiatricIandIcardiovascularIdisordersWI
NeurologyxTGeneticsUI2020UIeUIebhg 3.8 15

350 rohortIprofileiItheIpustralianIgeneticsIofIdepressionIstudyWIBMJTOpenUI2020UIZYUIeYbadgY 3 13

349
’utationsIinIheatIshockIproteinIbetaVZIQwS×qZRIareIassociatedIwithIaIrangeIofIclinicalIphenotypesI
relatedItoIdifferentIpatternsIofImotorIneuronIdysfunctioniIpIcaseIseriesWIJournalTofTtheT
NeurologicalTSciencesUI2020UIcZbUIZZegYh

3.2 3

348 veneticIstratificationIofIdepressionIinIUzIqiobankWITranslationalTPsychiatryUI2020UIZYUIZeb 8.6 8

347 qayesianIreassessmentIofItheIepigeneticIarchitectureIofIcomplexItraitsWINatureTCommunicationsUI
2020UIZZUIaged 17.4 18
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346 WhatIdoIweIknowIaboutItheIvariabilityIinIsurvivalIofIpatientsIwithIamyotrophicIlateralIsclerosisnWI
ExpertTReviewTofTNeurotherapeuticsUI2020UIaYUIhaZVhcZ 4.3 4

345 pnalysisIofIs–pImethylationIassociatesItheIcystineVglutamateIantiporterIS~rfpZZIwithIriskIofI
×arkinsonPsIdiseaseWINatureTCommunicationsUI2020UIZZUIZabg 17.4 25

344 SignificantIoutVofVsampleIclassificationIfromImethylationIprofileIscoringIforIamyotrophicIlateralI
sclerosisWINpjTGenomicTMedicineUI2020UIdUIZY 6.2 11

343 pssociationIofI’entalIsisorderIinIrhildhoodIandIpdolescenceIWithISubsequentItducationalI
pchievementWIJAMATPsychiatryUI2020UIffUIfhfVgYd 14.5 31

342 ’ultiVmethodIgenomeVIandIepigenomeVwideIstudiesIofIinflammatoryIproteinIlevelsIinIhealthyI
olderIadultsWIGenomeTMedicineUI2020UIZaUIeY 14.4 9

341 ×rogressionIandIsurvivalIofIpatientsIwithImotorIneuronIdiseaseIrelativeItoItheirIfecalImicrobiotaWI
AmyotrophicTLateralTSclerosisTandTFrontotemporalTDegenerationUI2020UIaZUIdchVdea 3.6 11

340 venomeVwideIassociationIstudyIofIdietaryIintakeIinItheIUzIbiobankIstudyIandIitsIassociationsIwithI
schizophreniaIandIotherItraitsWITranslationalTPsychiatryUI2020UIZYUIdZ 8.6 10

339 venomeVwideIgeneVenvironmentIanalysesIofImajorIdepressiveIdisorderIandIreportedIlifetimeI
traumaticIexperiencesIinIUzIqiobankWIMolecularTPsychiatryUI2020UIadUIZcbYVZcce 15.1 47

338 ×romoterVanchoredIchromatinIinteractionsIpredictedIfromIgeneticIanalysisIofIepigenomicIdataWI
NatureTCommunicationsUI2020UIZZUIaYeZ 17.4 1

337 venomeVwideIassociationIstudyIidentifiesIZcbIlociIassociatedIwithIadIhydroxyvitaminIsI
concentrationWINatureTCommunicationsUI2020UIZZUIZecf 17.4 58

336 qloodIs–pImethylationIsitesIpredictIdeathIriskIinIaIlongitudinalIstudyIofIZaUIbYYIindividualsWIAgingUI
2020UIZaUIZcYhaVZcZac 5.6 6

335 repeatIexpansionsIconferIriskIforIamyotrophicIlateralIsclerosisIandIcontributeItoITs×VcbI
mislocalizationWIBrainTCommunicationsUI2020UIaUIfcaaYec 4.5 12

334 pIunifiedIframeworkIforIassociationIandIpredictionIfromIvertexVwiseIgreyVmatterIstructureWIHumanT
BrainTMappingUI2020UIcZUIcYeaVcYfe 5.9 3

333
veneticIcomorbidityIbetweenImajorIdepressionIandIcardioVmetabolicItraitsUIstratifiedIbyIageIatI
onsetIofImajorIdepressionWIAmericanTJournalTofTMedicalTGeneticsTPartTBxTNeuropsychiatricTGeneticsUI
2020UIZgbUIbYhVbbY

3.5 8

332 RareIVariantIqurdenIpnalysisIwithinItnhancersIxdentifiesIrpVZIasIanIp~SIRiskIveneWICellTReportsUI
2020UIbbUIZYgcde 10.6 6

331 venomeVwideI’etaVanalysisIuindsItheIprS~dVZswwreI~ocusIxsIpssociatedIwithIp~SIandI~inksI
WeightI~ossItoItheIsiseaseIveneticsWICellTReportsUI2020UIbbUIZYgbab 10.6 18

330 RiskIpredictionIofIlateVonsetIplzheimerPsIdiseaseIimpliesIanIoligogenicIarchitectureWINatureT
CommunicationsUI2020UIZZUIcfhh 17.4 41

329 veneticIcontrolIofItemperamentItraitsIacrossIspeciesiIassociationIofIautismIspectrumIdisorderIriskI
genesIwithIcattleItemperamentWIGeneticsTSelectionTEvolutionUI2020UIdaUIdZ 4.9 9

(2020-2020)
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328 Rxr ×x~xiIRapidIxmputationIforIr nsortiasI×xpe~xneWIBioinformaticsUI2020UIbeUIhbYVhbb 7.2 72

327 tvaluatingItheIxmpactIofI–onrandomI’atingiI×sychiatricI utcomesIpmongItheI ffspringIofI×airsI
siagnosedIWithISchizophreniaIandIqipolarIsisorderWIBiologicalTPsychiatryUI2020UIgfUIadbVaea 7.9 4

326 rlassicalIwumanI~eukocyteIpntigenIpllelesIandIrcIwaplotypesIpreI–otISignificantlyIpssociatedI
WithIsepressionWIBiologicalTPsychiatryUI2020UIgfUIcZhVcbY 7.9 9

325 xmprovedIprecisionIofIepigeneticIclockIestimatesIacrossItissuesIandIitsIimplicationIforIbiologicalI
ageingWIGenomeTMedicineUI2019UIZZUIdc 14.4 81

324 txtremeIinbreedingIinIaIturopeanIancestryIsampleIfromItheIcontemporaryIUzIpopulationWINatureT
CommunicationsUI2019UIZYUIbfZh 17.4 14

323 pIgenomeVwideIassociationIstudyIofIsharedIriskIacrossIpsychiatricIdisordersIimplicatesIgeneI
regulationIduringIfetalIneurodevelopmentWINatureTNeuroscienceUI2019UIaaUIbdbVbeZ 25.5 93

322 βuantifyingIbetweenVcohortIandIbetweenVsexIgeneticIheterogeneityIinImajorIdepressiveIdisorderWI
AmericanTJournalTofTMedicalTGeneticsTPartTBxTNeuropsychiatricTGeneticsUI2019UIZgYUIcbhVccf 3.5 16

321 SleepIsisordersIandIRiskIofIxncidentIsepressioniIpI×opulationIraseVrontrolIStudyWITwinTResearchT
andTHumanTGeneticsUI2019UIaaUIZcYVZce 2.2 12

320 veneticIcorrelationsIofIpolygenicIdiseaseItraitsiIfromItheoryItoIpracticeWINatureTReviewsTGeneticsUI
2019UIaYUIdefVdgZ 30.1 98

319  SrpiIaItoolIforIomicVdataVbasedIcomplexItraitIanalysisWIGenomeTBiologyUI2019UIaYUIZYf 18.3 40

318 vWpSIofISuicideIpttemptIinI×sychiatricIsisordersIandIpssociationIWithI’ajorIsepressionI×olygenicI
RiskIScoresWIAmericanTJournalTofTPsychiatryUI2019UIZfeUIedZVeeY 11.9 103

317 vutImicrobiotaIinIp~SiIpossibleIroleIinIpathogenesisnWIExpertTReviewTofTNeurotherapeuticsUI2019UIZhUIfgdVgYd4.3 21

316 txaminingItheIxmpactIofIxmputationItrrorsIonIuineV’appingIUsingIs–pI’ethylationIβT~IasIaI
’odelITraitWIGeneticsUI2019UIaZaUIdffVdge 4 1

315 venotypeVcovariateIcorrelationIandIinteractionIdisentangledIbyIaIwholeVgenomeImultivariateI
reactionInormImodelWINatureTCommunicationsUI2019UIZYUIaabh 17.4 23

314 venomeVwideIassociationIstudyIofImedicationVuseIandIassociatedIdiseaseIinItheIUzIqiobankWI
NatureTCommunicationsUI2019UIZYUIZghZ 17.4 48

313 venomeVwideIassociationIstudyIidentifiesIbYIlociIassociatedIwithIbipolarIdisorderWINatureTGeneticsUI
2019UIdZUIfhbVgYb 36.3 662

312 romplexITraitI×redictionIfromIvenomeIsataiIrontrastingItqVIinI~ivestockItoI×RSIinIwumansiI
venomicI×redictionWIGeneticsUI2019UIaZZUIZZbZVZZcZ 4 47

311 pIsxRtrTITtSTI uITwtIsxpTwtSxSVSTRtSSI’ st~Iu RIst×RtSSx –WIEuropeanT
NeuropsychopharmacologyUI2019UIahUISgYdVSgYe 1.2 2
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310 tvidenceIofIcausalIeffectIofImajorIdepressionIonIalcoholIdependenceiIfindingsIfromItheIpsychiatricI
genomicsIconsortiumWIPsychologicalTMedicineUI2019UIchUIZaZgVZaae 6.9 33

309 pttentionIdeficitIhyperactivityIdisorderIsymptomsIasIantecedentsIofIlaterIpsychoticIoutcomesIinI
aaqZZWaIdeletionIsyndromeWISchizophreniaTResearchUI2019UIaYcUIbaYVbad 3.6 11

308 venotypeVbyVenvironmentIinteractionsIinferredIfromIgeneticIeffectsIonIphenotypicIvariabilityIinI
theIUzIqiobankWIScienceTAdvancesUI2019UIdUIeaawbdbg 14.3 59

307 pssortativeI’atingIinIputismISpectrumIsisorderiITowardIanItvidenceIqaseIuromIs–pIsataUIbutI
–otIThereIYetWIBiologicalTPsychiatryUI2019UIgeUIadYVada 7.9 1

306 venomeIandIepigenomeIwideIstudiesIofIneurologicalIproteinIbiomarkersIinItheI~othianIqirthI
rohortIZhbeWINatureTCommunicationsUI2019UIZYUIbZeY 17.4 21

305 KprteIetI~aboreKVpIqlackburnIRoversIfanPsIlegacyIinIhumanIcomplexItraitIgeneticsWIJournalTofT
AnimalTBreedingTandTGeneticsUI2019UIZbeUIafbVafg 2.9 0

304 pssociationIofISchizophreniaIRiskIWithIsisorderedI–iacinI’etabolismIinIanIxndianIvenomeVwideI
pssociationIStudyWIJAMATPsychiatryUI2019UIfeUIZYaeVZYbc 14.5 24

303 veneticIriskIscoresIforImajorIpsychiatricIdisordersIandItheIriskIofIpostpartumIpsychiatricIdisordersWI
TranslationalTPsychiatryUI2019UIhUIagg 8.6 10

302 veneticIcorrelatesIofIsocialIstratificationIinIvreatIqritainWINatureTHumanTBehaviourUI2019UIbUIZbbaVZbca 12.8 83

301 venomeVwideImetaVanalysisIofIdepressionIidentifiesIZYaIindependentIvariantsIandIhighlightsItheI
importanceIofItheIprefrontalIbrainIregionsWINatureTNeuroscienceUI2019UIaaUIbcbVbda 25.5 639

300 xmprovedIpolygenicIpredictionIbyIqayesianImultipleIregressionIonIsummaryIstatisticsWINatureT
CommunicationsUI2019UIZYUIdYge 17.4 114

299 pIresourceVefficientItoolIforImixedImodelIassociationIanalysisIofIlargeVscaleIdataWINatureTGeneticsUI
2019UIdZUIZfchVZfdd 36.3 102

298
pssociationIofIWholeVvenomeIandI–tTRx–ZISignalingI×athwayVserivedI×olygenicIRiskIScoresIforI
’ajorIsepressiveIsisorderIandIWhiteI’atterI’icrostructureIinItheIUzIqiobankWIBiologicalT
PsychiatryxTCognitiveTNeuroscienceTandTNeuroimagingUI2019UIcUIhZVZYY

3.4 12

297 rumulativeIinfluenceIofIparityVrelatedIgenomicIchangesIinImultipleIsclerosisWIJournalTofT
NeuroimmunologyUI2019UIbagUIbgVch 3.5 4

296 xsISchizophreniaIaIRiskIuactorIforIqreastIrancernVtvidenceIuromIveneticIsataWISchizophreniaT
BulletinUI2019UIcdUIZadZVZade 1.3 11

295 xmprovingIgeneticIpredictionIbyIleveragingIgeneticIcorrelationsIamongIhumanIdiseasesIandItraitsWI
NatureTCommunicationsUI2018UIhUIhgh 17.4 76

294 ReplyItoIzardosIetIalWiItstimationIofIinbreedingIdepressionIfromIS–×IdataWIProceedingsTofTtheT
NationalTAcademyTofTSciencesTofTtheTUnitedTStatesTofTAmericaUI2018UIZZdUItachcVtachd 11.5 4

293 rommonIschizophreniaIallelesIareIenrichedIinImutationVintolerantIgenesIandIinIregionsIunderI
strongIbackgroundIselectionWINatureTGeneticsUI2018UIdYUIbgZVbgh 36.3 787

(2018-2019)
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292 xntegrativeIanalysisIofIomicsIsummaryIdataIrevealsIputativeImechanismsIunderlyingIcomplexItraitsWI
NatureTCommunicationsUI2018UIhUIhZg 17.4 110

291 SizingIupIwholeVgenomeIsequencingIstudiesIofIcommonIdiseasesWINatureTGeneticsUI2018UIdYUIebdVebf 36.3 10

290 SignaturesIofInegativeIselectionIinItheIgeneticIarchitectureIofIhumanIcomplexItraitsWINatureT
GeneticsUI2018UIdYUIfceVfdb 36.3 178

289 vWpSIofIepigeneticIagingIratesIinIbloodIrevealsIaIcriticalIroleIforITtRTWINatureTCommunicationsUI
2018UIhUIbgf 17.4 106

288 rausalIassociationsIbetweenIriskIfactorsIandIcommonIdiseasesIinferredIfromIvWpSIsummaryIdataWI
NatureTCommunicationsUI2018UIhUIaac 17.4 346

287 wypermetabolismIinIp~SIisIassociatedIwithIgreaterIfunctionalIdeclineIandIshorterIsurvivalWIJournalT
ofTNeurologyiTNeurosurgeryTandTPsychiatryUI2018UIghUIZYZeVZYab 5.5 96

286 venomeVwideIassociationIanalysesIidentifyIccIriskIvariantsIandIrefineItheIgeneticIarchitectureIofI
majorIdepressionWINatureTGeneticsUI2018UIdYUIeegVegZ 36.3 1301

285 pIs–pImethylationIbiomarkerIofIalcoholIconsumptionWIMolecularTPsychiatryUI2018UIabUIcaaVcbb 15.1 164

284 qrainIageIpredictsImortalityWIMolecularTPsychiatryUI2018UIabUIZbgdVZbha 15.1 260

283 pIdirectItestIofItheIdiathesisVstressImodelIforIdepressionWIMolecularTPsychiatryUI2018UIabUIZdhYVZdhe 15.1 114

282 soesIrhildhoodITraumaI’oderateI×olygenicIRiskIforIsepressionnIpI’etaVanalysisIofIdfedISubjectsI
uromItheI×sychiatricIvenomicsIronsortiumWIBiologicalTPsychiatryUI2018UIgcUIZbgVZcf 7.9 48

281 tmbracingIpolygenicityiIaIreviewIofImethodsIandItoolsIforIpsychiatricIgeneticsIresearchWI
PsychologicalTMedicineUI2018UIcgUIZYddVZYef 6.9 48

280 TheIepigeneticIclockIandItelomereIlengthIareIindependentlyIassociatedIwithIchronologicalIageIandI
mortalityWIInternationalTJournalTofTEpidemiologyUI2018UIcdUIcacVcba 7.8 153

279 pccuracyIofIxnferredIp× tIvenotypesIforIaIRangeIofIvenotypingIprraysIandIxmputationIReferenceI
×anelsWIJournalTofTAlzheimerdsTDiseaseUI2018UIecUIchVdc 4.3 5

278 pnalysisIofItheIxnfluenceIofImicroR–psIinI~ithiumIResponseIinIqipolarIsisorderWIFrontiersTinT
PsychiatryUI2018UIhUIaYf 5 15

277 pnalysisIofIsharedIheritabilityIinIcommonIdisordersIofItheIbrainWIScienceUI2018UIbeYUI 33.3 666

276 s–pI’ethylationISignaturesIofIsepressiveISymptomsIinI’iddleVagedIandItlderlyI×ersonsiI
’etaVanalysisIofI’ultiethnicItpigenomeVwideIStudiesWIJAMATPsychiatryUI2018UIfdUIhchVhdh 14.5 51

275 uamilialityIofI×sychiatricIsisordersIandIRiskIofI×ostpartumI×sychiatricItpisodesiIpI
×opulationVqasedIrohortIStudyWIAmericanTJournalTofTPsychiatryUI2018UIZfdUIfgbVfhZ 11.9 14
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274 romparisonIofIvenotypicIandI×henotypicIrorrelationsiIrheverudPsIronjectureIinIwumansWIGeneticsUI
2018UIaYhUIhcZVhcg 4 48

273 rommonIsiseaseIxsI’oreIromplexIThanIxmpliedIbyItheIroreIveneI mnigenicI’odelWICellUI2018UI
ZfbUIZdfbVZdgY 56.2 151

272 xdentifyingIgeneItargetsIforIbrainVrelatedItraitsIusingItranscriptomicIandImethylomicIdataIfromI
bloodWINatureTCommunicationsUI2018UIhUIaaga 17.4 147

271
venomeVwideIgeneVenvironmentIinteractionIinIdepressioniIpIsystematicIevaluationIofIcandidateI
genesiITheIchildhoodItraumaIworkingVgroupIofI×vrV’ssWIAmericanTJournalTofTMedicalTGeneticsT
PartTBxTNeuropsychiatricTGeneticsUI2018UIZffUIcYVch

3.5 43

270 pIveneticIxnvestigationIofISexIqiasIinItheI×revalenceIofIpttentionVseficitXwyperactivityIsisorderWI
BiologicalTPsychiatryUI2018UIgbUIZYccVZYdb 7.9 93

269 xdentificationIofIddUYYYIReplicatedIs–pI’ethylationIβT~WIScientificTReportsUI2018UIgUIZfeYd 4.9 78

268 xmprintIofIassortativeImatingIonItheIhumanIgenomeWINatureTHumanTBehaviourUI2018UIaUIhcgVhdc 12.8 45

267 TrajectoriesIofIinflammatoryIbiomarkersIoverItheIeighthIdecadeIandItheirIassociationsIwithI
immuneIcellIprofilesIandIepigeneticIageingWIClinicalTEpigeneticsUI2018UIZYUIZdh 7.7 17

266 sissectionIofIgeneticIvariationIandIevidenceIforIpleiotropyIinImaleIpatternIbaldnessWINatureT
CommunicationsUI2018UIhUIdcYf 17.4 37

265 TheIassociationIbetweenIneonatalIvitaminIsIstatusIandIriskIofIschizophreniaWIScientificTReportsUI
2018UIgUIZfeha 4.9 49

264 ××sIprTiIanIappVbasedIgeneticIstudyIofIpostpartumIdepressionWITranslationalTPsychiatryUI2018UIgUIaeY 8.6 10

263 tpigeneticIpredictionIofIcomplexItraitsIandIdeathWIGenomeTBiologyUI2018UIZhUIZbe 18.3 77

262 venotypeIeffectsIcontributeItoIvariationIinIlongitudinalImethylomeIpatternsIinIolderIpeopleWI
GenomeTMedicineUI2018UIZYUIfd 14.4 21

261 StudyIprotocolIforItheIpustralianIautismIbiobankiIanIinternationalIresourceItoIadvanceIautismI
discoveryIresearchWIBMCTPediatricsUI2018UIZgUIagc 2.6 9

260 vWpSIonIfamilyIhistoryIofIplzheimerPsIdiseaseWITranslationalTPsychiatryUI2018UIgUIhh 8.6 238

259 tstimationIofIveneticIrorrelationIviaI~inkageIsisequilibriumIScoreIRegressionIandIvenomicI
RestrictedI’aximumI~ikelihoodWIAmericanTJournalTofTHumanTGeneticsUI2018UIZYaUIZZgdVZZhc 11 55

258 pgeIatIfirstIbirthIinIwomenIisIgeneticallyIassociatedIwithIincreasedIriskIofIschizophreniaWIScientificT
ReportsUI2018UIgUIZYZeg 4.9 11

257 TransVeβT~sIidentifiedIinIwholeIbloodIhaveIlimitedIinfluenceIonIcomplexIdiseaseIbiologyWIEuropeanT
JournalTofTHumanTGeneticsUI2018UIaeUIZbeZVZbeg 5.3 1

(2018-2018)
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256 ’isestimationIofIheritabilityIandIpredictionIaccuracyIofImaleVpatternIbaldnessWINatureT
CommunicationsUI2018UIhUIadbf 17.4 14

255 pIrombinedI×athwayIandIRegionalIweritabilityIpnalysisIxndicatesI–tTRx–ZI×athwayIxsIpssociatedI
WithI’ajorIsepressiveIsisorderWIBiologicalTPsychiatryUI2017UIgZUIbbeVbce 7.9 25

254
venomeVwideIpssociationIforI’ajorIsepressionIThroughIpgeIatI nsetIStratificationiI’ajorI
sepressiveIsisorderIWorkingIvroupIofItheI×sychiatricIvenomicsIronsortiumWIBiologicalTPsychiatryUI
2017UIgZUIbadVbbd

7.9 129

253 UsingIinformationIofIrelativesIinIgenomicIpredictionItoIapplyIeffectiveIstratifiedImedicineWI
ScientificTReportsUI2017UIfUIcaYhZ 4.9 31

252 venomeVwideIassociationIstudyIofIborderlineIpersonalityIdisorderIrevealsIgeneticIoverlapIwithI
bipolarIdisorderUImajorIdepressionIandIschizophreniaWITranslationalTPsychiatryUI2017UIfUIeZZdd 8.6 100

251 veneticIsignaturesIofIhighValtitudeIadaptationIinITibetansWIProceedingsTofTtheTNationalTAcademyTofT
SciencesTofTtheTUnitedTStatesTofTAmericaUI2017UIZZcUIcZghVcZhc 11.5 93

250 veneticIeffectsIinfluencingIriskIforImajorIdepressiveIdisorderIinIrhinaIandIturopeWITranslationalT
PsychiatryUI2017UIfUIeZYfc 8.6 48

249 txtraVmotorIabnormalitiesIinIamyotrophicIlateralIsclerosisiIanotherIlayerIofIheterogeneityWIExpertT
ReviewTofTNeurotherapeuticsUI2017UIZfUIdeZVdff 4.3 14

248 venomeVwideIRegionalIweritabilityI’appingIxdentifiesIaI~ocusIWithinItheIT XaIveneIpssociatedI
WithI’ajorIsepressiveIsisorderWIBiologicalTPsychiatryUI2017UIgaUIbZaVbaZ 7.9 17

247 r–VVassociationImetaVanalysisIinIZhZUZeZIturopeanIadultsIrevealsInewIlociIassociatedIwithI
anthropometricItraitsWINatureTCommunicationsUI2017UIgUIfcc 17.4 37

246 xnferenceIinI×sychiatryIviaIaVSampleI’endelianIRandomizationVuromIpssociationItoIrausalI
×athwaynWIJAMATPsychiatryUI2017UIfcUIZZhZVZZha 14.5 11

245 veneticIpssociationIofI’ajorIsepressionIWithIptypicalIueaturesIandI besityVRelatedI
xmmunometabolicIsysregulationsWIJAMATPsychiatryUI2017UIfcUIZaZcVZaad 14.5 109

244
pssociationIofIqodyI’assIxndexIwithIs–pI’ethylationIandIveneItxpressionIinIqloodIrellsIandI
RelationsItoIrardiometabolicIsiseaseiIpI’endelianIRandomizationIppproachWIPLoSTMedicineUI2017UI
ZcUIeZYYaaZd

11.6 162

243 ×erformanceIofIriskIpredictionIforIinflammatoryIbowelIdiseaseIbasedIonIgenotypingIplatformIandI
genomicIriskIscoreImethodWIBMCTMedicalTGeneticsUI2017UIZgUIhc 2.1 20

242 WholeVexomeIsequencingIinIamyotrophicIlateralIsclerosisIsuggestsI–tzZIisIaIriskIgeneIinIrhineseWI
GenomeTMedicineUI2017UIhUIhf 14.4 17

241 ronceptsUIestimationIandIinterpretationIofIS–×VbasedIheritabilityWINatureTGeneticsUI2017UIchUIZbYcVZbZY36.3 217

240 romparisonIofIfaecalImicrobeIdiversityIbetweenImotorIneuroneIdiseaseIQmndRIandIcontrolI
participantsWIJournalTofTNeurologyiTNeurosurgeryTandTPsychiatryUI2017UIggUIeZWgbVeZ 5.5

239 rrossVethnicImetaVanalysisIidentifiesIassociationIofItheIv×XbVT–x×ZIlocusIwithIamyotrophicIlateralI
sclerosisWINatureTCommunicationsUI2017UIgUIeZZ 17.4 45
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238 WholeIexomeIsequencingIandIs–pImethylationIanalysisIinIaIclinicalIamyotrophicIlateralIsclerosisI
cohortWIMolecularTGeneticsTcampyTGenomicTMedicineUI2017UIdUIcZgVcag 2.3 8

237 setectionIandIquantificationIofIinbreedingIdepressionIforIcomplexItraitsIfromIS–×IdataWI
ProceedingsTofTtheTNationalTAcademyTofTSciencesTofTtheTUnitedTStatesTofTAmericaUI2017UIZZcUIgeYaVgeYf 11.5 20

236 ~argeVscaleIvWpSIidentifiesImultipleIlociIforIhandIgripIstrengthIprovidingIbiologicalIinsightsIintoI
muscularIfitnessWINatureTCommunicationsUI2017UIgUIZeYZd 17.4 80

235 ZYIYearsIofIvWpSIsiscoveryiIqiologyUIuunctionUIandITranslationWIAmericanTJournalTofTHumanT
GeneticsUI2017UIZYZUIdVaa 11 1651

234 xnvestigatingItheIrelationshipIbetweenIironIandIdepressionWIJournalTofTPsychiatricTResearchUI2017UI
hcUIZcgVZdd 5.2 3

233 RareIs–pIvariantsIinItheIbrainVderivedIneurotrophicIfactorIgeneIincreaseIriskIforIattentionVdeficitI
hyperactivityIdisorderiIaInextVgenerationIsequencingIstudyWIMolecularTPsychiatryUI2017UIaaUIdgYVdgc 15.1 25

232 rontributionIofIcopyInumberIvariantsItoIschizophreniaIfromIaIgenomeVwideIstudyIofIcZUbaZI
subjectsWINatureTGeneticsUI2017UIchUIafVbd 36.3 530

231 wighIloadingIofIpolygenicIriskIinIcasesIwithIchronicIschizophreniaWIMolecularTPsychiatryUI2016UIaZUIhehVfc15.1 44

230 tvidenceIofIr–xwbIinvolvementIinIopioidIdependenceWIMolecularTPsychiatryUI2016UIaZUIeYgVZc 15.1 74

229
vrTpVvRt’~IaccountsIforIlinkageIdisequilibriumIwhenIestimatingIgeneticIvarianceIfromI
genomeVwideIS–×sWIProceedingsTofTtheTNationalTAcademyTofTSciencesTofTtheTUnitedTStatesTofTAmericaUI
2016UIZZbUItcdfhVgY

11.5 25

228 tpigeneticISignaturesIofIrigaretteISmokingWICirculationxTCardiovascularTGeneticsUI2016UIhUIcbeVccf 442

227 venomeVwideIassociationIanalysesIidentifyInewIriskIvariantsIandItheIgeneticIarchitectureIofI
amyotrophicIlateralIsclerosisWINatureTGeneticsUI2016UIcgUIZYcbVg 36.3 328

226 txploringIqoundariesIforItheIveneticIronsequencesIofIpssortativeI’atingIforI×sychiatricITraitsWI
JAMATPsychiatryUI2016UIfbUIZZghVZZhd 14.5 36

225
venomeVwideIassociationIstudyIrevealsIgreaterIpolygenicIloadingIforIschizophreniaIinIcasesIwithIaI
familyIhistoryIofIillnessWIAmericanTJournalTofTMedicalTGeneticsTPartTBxTNeuropsychiatricTGeneticsUI2016
UIZfZqUIafeVgh

3.5 23

224 ’etaVanalysisIofIgenomeVwideIassociationIstudiesIofIanxietyIdisordersWIMolecularTPsychiatryUI2016UI
aZUIZbhZVh 15.1 213

223 veneticIvariantsIassociatedIwithIresponseItoIlithiumItreatmentIinIbipolarIdisorderiIaIgenomeVwideI
associationIstudyWILancetiTTheUI2016UIbgfUIZYgdVZYhb 40 216

222 tvidenceIforIveneticI verlapIqetweenISchizophreniaIandIpgeIatIuirstIqirthIinIWomenWIJAMAT
PsychiatryUI2016UIfbUIchfVdYd 14.5 40

221 xntegrationIofIsummaryIdataIfromIvWpSIandIeβT~IstudiesIpredictsIcomplexItraitIgeneItargetsWI
NatureTGeneticsUI2016UIcgUIcgZVf 36.3 929

(2016-2017)
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220 siseaseIandI×olygenicIprchitectureiIpvoidITrioIsesignIandIpppropriatelyIpccountIforIUnscreenedI
rontrolISubjectsIforIrommonIsiseaseWIAmericanTJournalTofTHumanTGeneticsUI2016UIhgUIbgaVhZ 11 27

219 pcrossVcohortIβrIanalysesIofIvWpSIsummaryIstatisticsIfromIcomplexItraitsWIEuropeanTJournalTofT
HumanTGeneticsUI2016UIadUIZbfVZce 5.3 13

218 s–pImethylationVbasedImeasuresIofIbiologicalIageiImetaVanalysisIpredictingItimeItoIdeathWIAgingUI
2016UIgUIZgccVZged 5.6 531

217 ×redictingIgeneItargetsIfromIintegrativeIanalysesIofIsummaryIdataIfromIvWpSIandIeβT~IstudiesI
forIagIhumanIcomplexItraitsWIGenomeTMedicineUI2016UIgUIgc 14.4 59

216 pImethodItoIdecipherIpleiotropyIbyIdetectingIunderlyingIheterogeneityIdrivenIbyIhiddenI
subgroupsIappliedItoIautoimmuneIandIneuropsychiatricIdiseasesWINatureTGeneticsUI2016UIcgUIgYbVZY 36.3 45

215 RiskIofIpsychiatricIillnessIfromIadvancedIpaternalIageIisInotIpredominantlyIfromIdeInovoI
mutationsWINatureTGeneticsUI2016UIcgUIfZgVac 36.3 74

214 veneticIoverlapIbetweenIdiagnosticIsubtypesIofIischemicIstrokeWIStrokeUI2015UIceUIeZdVh 6.7 33

213 xmprovingI×henotypicI×redictionIbyIrombiningIveneticIandItpigeneticIpssociationsWIAmericanT
JournalTofTHumanTGeneticsUI2015UIhfUIfdVgd 11 85

212 SimultaneousIdiscoveryUIestimationIandIpredictionIanalysisIofIcomplexItraitsIusingIaIbayesianI
mixtureImodelWIPLoSTGeneticsUI2015UIZZUIeZYYcheh 6 206

211 rohortI×rofileIUpdateiITheI’aterVUniversityIofIβueenslandIStudyIofI×regnancyIQ’US×RWI
InternationalTJournalTofTEpidemiologyUI2015UIccUIfgVfgf 7.8 82

210
×olygenicIRiskIScoreUI×arentalISocioeconomicIStatusUIuamilyIwistoryIofI×sychiatricIsisordersUIandI
theIRiskIforISchizophreniaiIpIsanishI×opulationVqasedIStudyIandI’etaVanalysisWIJAMATPsychiatryUI
2015UIfaUIebdVcZ

14.5 177

209 s–pImethylationIageIofIbloodIpredictsIallVcauseImortalityIinIlaterIlifeWIGenomeTBiologyUI2015UIZeUIad 18.3 670

208
weritabilityIofITransformingIvrowthIuactorV˛†ZIandITumorI–ecrosisIuactorVReceptorITypeIZI
txpressionIandIVitaminIsI~evelsIinIwealthyIpdolescentITwinsWITwinTResearchTandTHumanTGeneticsUI
2015UIZgUIagVbd

2.2 16

207 rontrastingIgeneticIarchitecturesIofIschizophreniaIandIotherIcomplexIdiseasesIusingIfastI
varianceVcomponentsIanalysisWINatureTGeneticsUI2015UIcfUIZbgdVha 36.3 299

206 –ovelIdirectionsIforIv´ ˆ�´ tIanalysisIinIpsychiatryWIEpidemiologyTandTPsychiatricTSciencesUI2015UIacUIZaVh 5.1 10

205 TheIepigeneticIclockIisIcorrelatedIwithIphysicalIandIcognitiveIfitnessIinItheI~othianIqirthIrohortI
ZhbeWIInternationalTJournalTofTEpidemiologyUI2015UIccUIZbggVhe 7.8 357

204 βuantitativeIgeneticsIofIdiseaseItraitsWIJournalTofTAnimalTBreedingTandTGeneticsUI2015UIZbaUIZhgVaYb 2.9 9

203 rhorffaIhexanucleotideIrepeatIexpansionsIinIrhineseIsporadicIamyotrophicIlateralIsclerosisWI
NeurobiologyTofTAgingUI2015UIbeUIaeeYWeZVg 5.6 40
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202 veneticIvarianceIestimationIwithIimputedIvariantsIfindsInegligibleImissingIheritabilityIforIhumanI
heightIandIbodyImassIindexWINatureTGeneticsUI2015UIcfUIZZZcVaY 36.3 522

201 –ewIdataIandIanIoldIpuzzleiItheInegativeIassociationIbetweenIschizophreniaIandIrheumatoidI
arthritisWIInternationalTJournalTofTEpidemiologyUI2015UIccUIZfYeVaZ 7.8 43

200 ronceptsIandI’isconceptionsIaboutItheI×olygenicIpdditiveI’odelIpppliedItoIsiseaseWIHumanT
HeredityUI2015UIgYUIZedVfY 1.1 15

199 TheIassociationIbetweenIlowerIeducationalIattainmentIandIdepressionIowingItoIsharedIgeneticI
effectsnIResultsIinI~adUYYYIsubjectsWIMolecularTPsychiatryUI2015UIaYUIfbdVcb 15.1 39

198
×urificationIofIneuralIprecursorIcellsIrevealsItheIpresenceIofIdistinctUIstimulusVspecificI
subpopulationsIofIquiescentIprecursorsIinItheIadultImouseIhippocampusWIJournalTofTNeuroscienceUI
2015UIbdUIgZbaVcc

6.6 38

197 ~ifetimeIstressIacceleratesIepigeneticIagingIinIanIurbanUIpfricanIpmericanIcohortiIrelevanceIofI
glucocorticoidIsignalingWIGenomeTBiologyUI2015UIZeUIaee 18.3 234

196 t’XZIregulatesI–R×ZVmediatedIwiringIofItheImouseIanteriorIcingulateIcortexWIDevelopmentT
eCambridgefUI2015UIZcaUIbfceVdf 6.6 17

195 s–pImodificationIstudyIofImajorIdepressiveIdisorderiIbeyondIlocusVbyVlocusIcomparisonsWI
BiologicalTPsychiatryUI2015UIffUIaceVadd 7.9 49

194 yointIanalysisIofIpsychiatricIdisordersIincreasesIaccuracyIofIriskIpredictionIforIschizophreniaUI
bipolarIdisorderUIandImajorIdepressiveIdisorderWIAmericanTJournalTofTHumanTGeneticsUI2015UIheUIagbVhc 11 161

193 SeasonalityIshowsIevidenceIforIpolygenicIarchitectureIandIgeneticIcorrelationIwithIschizophreniaI
andIbipolarIdisorderWIJournalTofTClinicalTPsychiatryUI2015UIfeUIZagVbc 4.6 18

192 –uxqVmediatedIrepressionIofItheIepigeneticIfactorItzhaIregulatesIcorticalIdevelopmentWIJournalTofT
NeuroscienceUI2014UIbcUIahaZVbY 6.6 53

191 TestingItheIroleIofIcircadianIgenesIinIconferringIriskIforIpsychiatricIdisordersWIAmericanTJournalTofT
MedicalTGeneticsTPartTBxTNeuropsychiatricTGeneticsUI2014UIZedqUIadcVeY 3.5 32

190 ~argeVscaleIgenomicsIunveilsItheIgeneticIarchitectureIofIpsychiatricIdisordersWINatureTNeuroscienceUI
2014UIZfUIfgaVhY 25.5 269

189 ×artitioningIheritabilityIofIregulatoryIandIcellVtypeVspecificIvariantsIacrossIZZIcommonIdiseasesWI
AmericanTJournalTofTHumanTGeneticsUI2014UIhdUIdbdVda 11 411

188  verlapIofIexpressionIquantitativeItraitIlociIQeβT~RIinIhumanIbrainIandIbloodWIBMCTMedicalT
GenomicsUI2014UIfUIbZ 3.7 41

187 veneticIstudiesIofImajorIdepressiveIdisorderiIwhyIareIthereInoIgenomeVwideIassociationIstudyI
findingsIandIwhatIcanIweIdoIaboutIitnWIBiologicalTPsychiatryUI2014UIfeUIdZYVa 7.9 125

186 TheIcontributionIofIgeneticIvariantsItoIdiseaseIdependsIonItheIrulerWINatureTReviewsTGeneticsUI2014
UIZdUIfedVfe 30.1 105

185 veneticIandIenvironmentalIexposuresIconstrainIepigeneticIdriftIoverItheIhumanIlifeIcourseWI
GenomeTResearchUI2014UIacUIZfadVbb 9.7 123

(2014-2015)

13



184 ResearchIreviewiI×olygenicImethodsIandItheirIapplicationItoIpsychiatricItraitsWIJournalTofTChildT
PsychologyTandTPsychiatryTandTAlliedTDisciplinesUI2014UIddUIZYegVgf 7.9 410

183 veneticIpredispositionItoIschizophreniaIassociatedIwithIincreasedIuseIofIcannabisWIMolecularT
PsychiatryUI2014UIZhUIZaYZVc 15.1 136

182 pIcomparativeIstudyIofItechniquesIforIdifferentialIexpressionIanalysisIonIR–pVSeqIdataWIPLoSTONEUI
2014UIhUIeZYbaYf 3.7 152

181 tstimationIandIpartitioningIofIQcoRheritabilityIofIinflammatoryIbowelIdiseaseIfromIvWpSIandI
immunochipIdataWIHumanTMolecularTGeneticsUI2014UIabUIcfZYVaY 5.6 73

180 veneticIqasisIofIromplexIveneticIsiseaseiITheIrontributionIofIsiseaseIweterogeneityItoI’issingI
weritabilityWICurrentTEpidemiologyTReportsUI2014UIZUIaaYVaaf 2.9 43

179 ResponseItoIP×redictingItheIdiagnosisIofIautismIspectrumIdisorderIusingIgeneIpathwayIanalysisPWI
MolecularTPsychiatryUI2014UIZhUIgdhVeZ 15.1 14

178 TheIassociationIbetweenIfamilyIhistoryIofImentalIdisordersIandIgeneralIcognitiveIabilityWI
TranslationalTPsychiatryUI2014UIcUIecZa 8.6 16

177 StatisticalIpowerItoIdetectIgeneticIQcoRvarianceIofIcomplexItraitsIusingIS–×IdataIinIunrelatedI
samplesWIPLoSTGeneticsUI2014UIZYUIeZYYcaeh 6 236

176 ppplyingIpolygenicIriskIscoresItoIpostpartumIdepressionWIArchivesTofTWomendsTMentalTHealthUI2014UI
ZfUIdZhVag 5 49

175 pIrecessiveIgeneticImodelIandIrunsIofIhomozygosityIinImajorIdepressiveIdisorderWIAmericanTJournalT
ofTMedicalTGeneticsTPartTBxTNeuropsychiatricTGeneticsUI2014UIZedqUIZdfVee 3.5 19

174 wypermethylationIinItheIZqTqaYIgeneIisIassociatedIwithImajorIdepressiveIdisorderWIGenomeT
BiologyUI2014UIZdUIRde 18.3 73

173 pssociationIofI ×RsZIpolymorphismsIwithIheroinIdependenceIinIaIlargeIcaseVcontrolIseriesWI
AddictionTBiologyUI2014UIZhUIZZZVaZ 4.6 59

172 txplainingIadditionalIgeneticIvariationIinIcomplexItraitsWITrendsTinTGeneticsUI2014UIbYUIZacVba 8.5 110

171 uutureIsirectionsIinIveneticsIofI×sychiatricIsisordersI2014UIbZZVbbf 0

170 TheIneuroprogressiveInatureIofImajorIdepressiveIdisorderiIpathwaysItoIdiseaseIevolutionIandI
resistanceUIandItherapeuticIimplicationsWIMolecularTPsychiatryUI2013UIZgUIdhdVeYe 15.1 338

169 venomeVwideIassociationIanalysisIidentifiesIZbInewIriskIlociIforIschizophreniaWINatureTGeneticsUI
2013UIcdUIZZdYVh 36.3 1153

168 puthorIreplyItoIpIcommentaryIonI×itfallsIofIpredictingIcomplexItraitsIfromIS–×sWINatureTReviewsT
GeneticsUI2013UIZcUIghc 30.1 4

167 pIgenomeVwideIassociationIstudyIofIsleepIhabitsIandIinsomniaWIAmericanTJournalTofTMedicalT
GeneticsTPartTBxTNeuropsychiatricTGeneticsUI2013UIZeaqUIcbhVdZ 3.5 81
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166 WhereIvWpSIandIepidemiologyImeetiIopportunitiesIforItheIsimultaneousIstudyIofIgeneticIandI
environmentalIriskIfactorsIinIschizophreniaWISchizophreniaTBulletinUI2013UIbhUIhddVh 1.3 59

165 veneticIrelationshipIbetweenIfiveIpsychiatricIdisordersIestimatedIfromIgenomeVwideIS–×sWINatureT
GeneticsUI2013UIcdUIhgcVhc 36.3 1628

164 ×rotocolIforIaIcollaborativeImetaVanalysisIofIdVwTT~×RUIstressUIandIdepressionWIBMCTPsychiatryUI
2013UIZbUIbYc 4.2 33

163 tstimationIandIpartitionIofIheritabilityIinIhumanIpopulationsIusingIwholeVgenomeIanalysisI
methodsWIAnnualTReviewTofTGeneticsUI2013UIcfUIfdVhd 14.5 110

162
pIgenomeIwideIsurveyIsupportsItheIinvolvementIofIlargeIcopyInumberIvariantsIinIschizophreniaI
withIandIwithoutIintellectualIdisabilityWIAmericanTJournalTofTMedicalTGeneticsTPartTBxT
NeuropsychiatricTGeneticsUI2013UIZeaqUIgcfVdc

3.5 13

161 preIsurgicalItrialsIwithInegativeIresultsIbeingIinterpretedIcorrectlynWIJournalTofTtheTAmericanT
CollegeTofTSurgeonsUI2013UIaZeUIZdgVee 4.4 12

160 tstimationIandIpartitioningIofIpolygenicIvariationIcapturedIbyIcommonIS–×sIforIplzheimerPsI
diseaseUImultipleIsclerosisIandIendometriosisWIHumanTMolecularTGeneticsUI2013UIaaUIgbaVcZ 5.6 147

159 tstimationIofIS–×IheritabilityIfromIdenseIgenotypeIdataWIAmericanTJournalTofTHumanTGeneticsUI
2013UIhbUIZZdZVd 11 85

158 pdditiveIgeneticIvariationIinIschizophreniaIriskIisIsharedIbyIpopulationsIofIpfricanIandIturopeanI
descentWIAmericanTJournalTofTHumanTGeneticsUI2013UIhbUIcebVfY 11 55

157 pImegaVanalysisIofIgenomeVwideIassociationIstudiesIforImajorIdepressiveIdisorderWIMolecularT
PsychiatryUI2013UIZgUIchfVdZZ 15.1 853

156 TheIheritabilityIofIdelusionalVlikeIexperiencesWIActaTPsychiatricaTScandinavicaUI2013UIZafUIcgVda 6.5 3

155 xnterpretingItheIroleIofIdeInovoIproteinVcodingImutationsIinIneuropsychiatricIdiseaseWINatureT
GeneticsUI2013UIcdUIabcVg 36.3 64

154 xdentificationIofIriskIlociIwithIsharedIeffectsIonIfiveImajorIpsychiatricIdisordersiIaIgenomeVwideI
analysisWILancetiTTheUI2013UIbgZUIZbfZVZbfh 40 2112

153 ×itfallsIofIpredictingIcomplexItraitsIfromIS–×sWINatureTReviewsTGeneticsUI2013UIZcUIdYfVZd 30.1 457

152
×olygenicItransmissionIandIcomplexIneuroIdevelopmentalInetworkIforIattentionIdeficitI
hyperactivityIdisorderiIgenomeVwideIassociationIstudyIofIbothIcommonIandIrareIvariantsWIAmericanT
JournalTofTMedicalTGeneticsTPartTBxTNeuropsychiatricTGeneticsUI2013UIZeaqUIcZhVcbY

3.5 125

151 ResearchIreviewiItheIroleIofIcytokinesIinIdepressionIinIadolescentsiIaIsystematicIreviewWIJournalTofT
ChildTPsychologyTandTPsychiatryTandTAlliedTDisciplinesUI2013UIdcUIgZeVbd 7.9 65

150 p–zzZUITTrZaUIandI–rp’ZIpolymorphismsIandIheroinIdependenceiIimportanceIofIconsideringI
drugIexposureWIJAMATPsychiatryUI2013UIfYUIbadVbb 14.5 45

149 ×artitioningItheIheritabilityIofITouretteIsyndromeIandIobsessiveIcompulsiveIdisorderIrevealsI
differencesIinIgeneticIarchitectureWIPLoSTGeneticsUI2013UIhUIeZYYbgec 6 189

(2013-2013)
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148 ’onozygoticItwinsIaffectedIwithImajorIdepressiveIdisorderIhaveIgreaterIvarianceIinImethylationI
thanItheirIunaffectedIcoVtwinWITranslationalTPsychiatryUI2013UIbUIeaeh 8.6 78

147 pssumptionsIandIpropertiesIofIlimitingIpathwayImodelsIforIanalysisIofIepistasisIinIcomplexItraitsWI
PLoSTONEUI2013UIgUIeeghZb 3.7 11

146 pssessmentIofIResponseItoI~ithiumI’aintenanceITreatmentIinIqipolarIsisorderiIpIronsortiumIonI
~ithiumIveneticsIQron~ivenRIReportWIPLoSTONEUI2013UIgUIeedebe 3.7 113

145 –ovelIgeneticIanalysisIforIcaseVcontrolIgenomeVwideIassociationIstudiesiIquantificationIofIpowerI
andIgenomicIpredictionIaccuracyWIPLoSTONEUI2013UIgUIefZchc 3.7 30

144 pIgenomeVwideImetaVanalysisIofIassociationIstudiesIofIrloningerPsITemperamentIScalesWI
TranslationalTPsychiatryUI2012UIaUIeZZe 8.6 85

143 tstimatingItheIproportionIofIvariationIinIsusceptibilityItoIschizophreniaIcapturedIbyIcommonIS–×sWI
NatureTGeneticsUI2012UIccUIacfVdY 36.3 471

142 tvidenceVbasedIpsychiatricIgeneticsUIpzpItheIfalseIdichotomyIbetweenIcommonIandIrareIvariantI
hypothesesWIMolecularTPsychiatryUI2012UIZfUIcfcVgd 15.1 108

141 sonPtIgiveIupIonIvWpSWIMolecularTPsychiatryUI2012UIZfUIaVb 15.1 46

140 UsingIsummaryIdataIfromItheIdanishInationalIregistersItoIestimateIheritabilitiesIforIschizophreniaUI
bipolarIdisorderUIandImajorIdepressiveIdisorderWIFrontiersTinTGeneticsUI2012UIbUIZZg 4.5 140

139 ’etaVanalysesIofIgenomeVwideIlinkageIscansIofIanxietyVrelatedIphenotypesWIEuropeanTJournalTofT
HumanTGeneticsUI2012UIaYUIZYfgVgc 5.3 22

138 pIbetterIcoefficientIofIdeterminationIforIgeneticIprofileIanalysisWIGeneticTEpidemiologyUI2012UIbeUIaZcVac2.6 158

137 pppraisalsIofIStressfulI~ifeItventsIasIaIveneticallyV~inkedI’echanismIinItheIStressâ��sepressionI
RelationshipWICognitiveTTherapyTandTResearchUI2012UIbeUIbbgVbcf 2.7 18

136 venomeVwideIassociationIstudyIofImajorIdepressiveIdisorderiInewIresultsUImetaVanalysisUIandI
lessonsIlearnedWIMolecularTPsychiatryUI2012UIZfUIbeVcg 15.1 335

135 rommonIS–×sIexplainIsomeIofItheIvariationIinItheIpersonalityIdimensionsIofIneuroticismIandI
extraversionWITranslationalTPsychiatryUI2012UIaUIeZYa 8.6 137

134 xmpactIofIdiagnosticImisclassificationIonIestimationIofIgeneticIcorrelationsIusingIgenomeVwideI
genotypesWIEuropeanTJournalTofTHumanTGeneticsUI2012UIaYUIeegVfc 5.3 51

133 ’ultiVlocusIgenomeVwideIassociationIanalysisIsupportsItheIroleIofIglutamatergicIsynapticI
transmissionIinItheIetiologyIofImajorIdepressiveIdisorderWITranslationalTPsychiatryUI2012UIaUIeZgc 8.6 62

132 venomeVwideIassociationIanalysisIofIcoffeeIdrinkingIsuggestsIassociationIwithIrY×ZpZXrY×ZpaI
andI–Rrp’WIMolecularTPsychiatryUI2012UIZfUIZZZeVah 15.1 93

131 tstimationIofIpleiotropyIbetweenIcomplexIdiseasesIusingIsingleVnucleotideIpolymorphismVderivedI
genomicIrelationshipsIandIrestrictedImaximumIlikelihoodWIBioinformaticsUI2012UIagUIadcYVa 7.2 414
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130 veneticIcoVmorbidityIbetweenIneuroticismUIanxietyXdepressionIandIsomaticIdistressIinIaIpopulationI
sampleIofIadolescentIandIyoungIadultItwinsWIPsychologicalTMedicineUI2012UIcaUIZachVeY 6.9 64

129 UnravelingItheIgeneticIetiologyIofIadultIantisocialIbehavioriIaIgenomeVwideIassociationIstudyWIPLoST
ONEUI2012UIfUIecdYge 3.7 63

128 xdentificationIofItagIhaplotypesIforIdwTT~×RIforIdifferentIgenomeVwideIS–×IplatformsWIMolecularT
PsychiatryUI2011UIZeUIZYfbVd 15.1 17

127 UnderestimatedIeffectIsizesIinIvWpSiIfundamentalIlimitationsIofIsingleIS–×IanalysisIforI
dichotomousIphenotypesWIPLoSTONEUI2011UIeUIeafhec 3.7 37

126 pssociationIbetweenI R’s~bUIx~ZR~ZIandIaIdeletionIonIchromosomeIZfqaZIwithIasthmaIriskIinI
pustraliaWIEuropeanTJournalTofTHumanTGeneticsUI2011UIZhUIcdgVec 5.3 92

125 veneticIriskIprofilesIforIdepressionIandIanxietyIinIadultIandIelderlyIcohortsWIMolecularTPsychiatryUI
2011UIZeUIffbVgb 15.1 116

124 vlutamateIcysteineIligaseIQvr~RIandIselfIreportedIdepressioniIanIassociationIstudyIfromItheIwU–TWI
JournalTofTAffectiveTDisordersUI2011UIZbZUIaYfVZb 6.6 12

123 tstimatingImissingIheritabilityIforIdiseaseIfromIgenomeVwideIassociationIstudiesWIAmericanTJournalT
ofTHumanTGeneticsUI2011UIggUIahcVbYd 11 737

122 pIbpaeVbpadIgeneticIlinkageIfindingIforIsS’VxVImajorIdepressionIinIheavyIsmokingIfamiliesWI
AmericanTJournalTofTPsychiatryUI2011UIZegUIgcgVda 11.9 33

121 TheIgeneticIassociationIbetweenIpersonalityIandImajorIdepressionIorIbipolarIdisorderWIpIpolygenicI
scoreIanalysisIusingIgenomeVwideIassociationIdataWITranslationalTPsychiatryUI2011UIZUIedY 8.6 83

120 SyntheticIassociationsIcreatedIbyIrareIvariantsIdoInotIexplainImostIvWpSIresultsWIPLoSTBiologyUI
2011UIhUIeZYYYdfh 9.7 129

119 SporadicIcasesIareItheInormIforIcomplexIdiseaseWIEuropeanTJournalTofTHumanTGeneticsUI2010UIZgUIZYbhVcb5.3 78

118 TheIgeneticIinterpretationIofIareaIunderItheIR rIcurveIinIgenomicIprofilingWIPLoSTGeneticsUI2010UI
eUIeZYYYgec 6 239

117 rhoosingItheIbestItoolsIforIcomparativeIanalysesIofItextsWIInternationalTJournalTofTCorpusT
LinguisticsUI2010UIZdUIcahVcfb 0.8 5

116 veneticIdifferencesIbetweenIfiveIturopeanIpopulationsWIHumanTHeredityUI2010UIfYUIZcZVh 1.1 24

115 pIgenomeVwideIassociationIstudyIofIrloningerPsItemperamentIscalesiIimplicationsIforItheI
evolutionaryIgeneticsIofIpersonalityWIBiologicalTPsychologyUI2010UIgdUIbYeVZf 3.2 128

114 –arrowingItheIboundariesIofItheIgeneticIarchitectureIofIschizophreniaWISchizophreniaTBulletinUI2010
UIbeUIZcVab 1.3 86

113 ’ultiVlocusImodelsIofIgeneticIriskIofIdiseaseWIGenomeTMedicineUI2010UIaUIZY 14.4 54

(2010-2012)
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112 soIdwTT~×RIandIstressIinteractIinIriskIforIdepressionIandIsuicidalitynIxtemIresponseIanalysesIofIaI
largeIsampleWIAmericanTJournalTofTMedicalTGeneticsTPartTBxTNeuropsychiatricTGeneticsUI2010UIZdbqUIfdfVed 3.5 21

111 romparingIapplesIandIorangesiIequatingItheIpowerIofIcaseVcontrolIandIquantitativeItraitI
associationIstudiesWIGeneticTEpidemiologyUI2010UIbcUIadcVf 2.6 51

110 pIversatileIgeneVbasedItestIforIgenomeVwideIassociationIstudiesWIAmericanTJournalTofTHumanT
GeneticsUI2010UIgfUIZbhVcd 11 648

109 ×henotypicIandIdiscordantVmonozygoticIanalysesIofIstressIandIperceivedIsocialIsupportIasI
antecedentsItoIorIsequelaeIofIriskIforIdepressionWITwinTResearchTandTHumanTGeneticsUI2009UIZaUIcehVgg 2.2 6

108
TwinsIinItheIWorldiITheI~egendsITheyIxnspireIandItheI~ivesIThatITheyI~eadplessandraI×iontelliI
QaYYgRWI–ewIYorkiI×algraveI’acmillanUIafaIppUIUSMaeWhdUIxSq–VZbiIhfgVYVabYVeYdhfVgWWITwinT
ResearchTandTHumanTGeneticsUI2009UIZaUIcYfVcYf

2.2

107 warnessingItheIinformationIcontainedIwithinIgenomeVwideIassociationIstudiesItoIimproveI
individualIpredictionIofIcomplexIdiseaseIriskWIHumanTMolecularTGeneticsUI2009UIZgUIbdadVbZ 5.6 237

106 SuggestiveIlinkageIonIchromosomeIaUIgUIandIZfIforIlifetimeImajorIdepressionWIAmericanTJournalTofT
MedicalTGeneticsTPartTBxTNeuropsychiatricTGeneticsUI2009UIZdYqUIbdaVg 3.5 17

105 veneticIandIenvironmentalIinfluencesIonItheIcoVmorbidityIbetweenIdepressionUIpanicIdisorderUI
agoraphobiaUIandIsocialIphobiaiIaItwinIstudyWIDepressionTandTAnxietyUI2009UIaeUIZYYcVZZ 8.4 74

104 venomeVwideIassociationIforImajorIdepressiveIdisorderiIaIpossibleIroleIforItheIpresynapticIproteinI
piccoloWIMolecularTPsychiatryUI2009UIZcUIbdhVfd 15.1 322

103 rommonIpolygenicIvariationIcontributesItoIriskIofIschizophreniaIandIbipolarIdisorderWINatureUI2009
UIceYUIfcgVda 50.4 3568

102 pccurateUI~argeVScaleIvenotypingIofIdwTT~×RIandIulankingISingleI–ucleotideI×olymorphismsIinIanI
pssociationIStudyIofIsepressionUIpnxietyUIandI×ersonalityI’easuresWIBiologicalTPsychiatryUI2009UIeeUIcegVfe7.9 93

101 tstimatingItffectsIandI’akingI×redictionsIfromIvenomeVWideI’arkerIsataWIStatisticalTScienceUI
2009UIacUI 2.4 105

100 weritabilityIinItheIgenomicsIeraVVconceptsIandImisconceptionsWINatureTReviewsTGeneticsUI2008UIhUIaddVee30.1 1155

99 pIwholeIgenomeIassociationIstudyIofIneuroticismIusingIs–pIpoolingWIMolecularTPsychiatryUI2008UI
ZbUIbYaVZa 15.1 127

98 ×redictionIofIindividualIgeneticIriskIofIcomplexIdiseaseWICurrentTOpinionTinTGeneticsTandT
DevelopmentUI2008UIZgUIadfVeb 4.9 129

97
tmotionallyIwealthyITwinsiIpI–ewI×hilosophyIforI×arentingITwoIUniqueIxndividualsyoanIpWI
uriedmanIQaYYgRWIsaIrapoI×ressUI~ifeI~ongIqooksUIaacIppWUIUSMZdWhdUIxSq–IZbIhfgIYIfbgaIZYgfIaWI
TwinTResearchTandTHumanTGeneticsUI2008UIZZUIacZVaca

2.2

96
r ×sIeducationIandIcognitiveIbehavioralItherapyIgroupItreatmentIforIclinicallyIsignificantI
symptomsIofIdepressionIandIanxietyIinIr ×sIpatientsiIaIrandomizedIcontrolledItrialWIPsychologicalT
MedicineUI2008UIbgUIbgdVhe

6.9 145

95 SharedItemperamentIriskIfactorsIforIanorexiaInervosaiIaItwinIstudyWIPsychosomaticTMedicineUI2008UI
fYUIabhVcc 3.7 70
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94
pssociationIstudyIofIcandidateIvariantsIfromIbrainVderivedIneurotrophicIfactorIandI
dystrobrevinVbindingIproteinIZIwithIneuroticismUIanxietyUIandIdepressionWIPsychiatricTGeneticsUI2008
UIZgUIaZhVad

2.9 18

93 venomeVwideIlinkageIanalysisIofImultipleImeasuresIofIneuroticismIofIaIlargeIcohortsIfromI
pustraliaIandItheI–etherlandsWIArchivesTofTGeneralTPsychiatryUI2008UIedUIechVdg 31

92 pssociationIstudyIofIcandidateIvariantsIofIr ’TIwithIneuroticismUIanxietyIandIdepressionWI
AmericanTJournalTofTMedicalTGeneticsTPartTBxTNeuropsychiatricTGeneticsUI2008UIZcfqUIZbZcVg 3.5 44

91
UseIofImonozygoticItwinsItoIinvestigateItheIrelationshipIbetweenIdwTT~×RIgenotypeUIdepressionI
andIstressfulIlifeIeventsiIanIapplicationIofIxtemIResponseITheoryWINovartisTFoundationTSymposiumUI
2008UIahbUIcgVdhjIdiscussionIdhVfY

18

90 ×redictionIofIindividualIgeneticIriskItoIdiseaseIfromIgenomeVwideIassociationIstudiesWIGenomeT
ResearchUI2007UIZfUIZdaYVg 9.7 436

89 waplotypeIanalysisIandIaInovelIalleleVsharingImethodIrefinesIaIchromosomeIcpIlocusIlinkedItoI
bipolarIaffectiveIdisorderWIBiologicalTPsychiatryUI2007UIeZUIfhfVgYd 7.9 22

88 pssociationIanalysisIofItheIchromosomeIcpZdVpZeIcandidateIregionIforIbipolarIdisorderIandI
schizophreniaWIMolecularTPsychiatryUI2007UIZaUIZYZZVad 15.1 31

87
txpressionIofIetuZpaIisIassociatedIwithIclearIcellIhistologyIinIovarianIcarcinomasiIoverexpressionI
ofItheIgeneIisInotIdependentIonImodificationsIatItheIttuZpaIlocusWIBritishTJournalTofTCancerUI2007UI
heUIZeZbVaY

8.7 32

86 pnxietyIandIcomorbidImeasuresIassociatedIwithI×~X–paWIArchivesTofTGeneralTPsychiatryUI2007UIecUIbZgVae 45

85 veneticIandIphenotypicIstabilityIofImeasuresIofIneuroticismIoverIaaIyearsWITwinTResearchTandT
HumanTGeneticsUI2007UIZYUIehdVfYa 2.2 61

84
venesUItnvironmentIandI×sychopathologyiIUnderstandingItheIrausesIofI×sychiatricIandISubstanceI
UseIsisorderszennethISWIzendlerIandIrarolIpWI×rescottIQaYYeRWI–ewIYorkiITheIvuildfordI×ressUIcZaI
ppUIUSMcdWYYUIxSq–VZYiIZVdhbgdVbZeVdWWITwinTResearchTandTHumanTGeneticsUI2007UIZYUIabZVabb

2.2

83 SexIsifferencesIinISymptomsIofIsepressionIinIUnrelatedIxndividualsIandI ppositeVSexITwinIandI
SiblingI×airsWITwinTResearchTandTHumanTGeneticsUI2006UIhUIebaVebe 2.2 20

82 tmpiricalItvaluationIofItheIveneticISimilarityIofISamplesIuromITwinIRegistriesIinIpustraliaIandItheI
–etherlandsIUsingIbdhISTR×I’arkersWITwinTResearchTandTHumanTGeneticsUI2006UIhUIeYYVeYa 2.2 10

81 pssociationIanalysisIofItheIchromosomeIcpVlocatedIvIproteinVcoupledIreceptorIfgIQv×RfgRIgeneIinI
bipolarIaffectiveIdisorderIandIschizophreniaWIMolecularTPsychiatryUI2006UIZZUIbgcVhc 15.1 19

80 SexIdifferencesIinIsymptomsIofIdepressionIinIunrelatedIindividualsIandIoppositeVsexItwinIandI
siblingIpairsWITwinTResearchTandTHumanTGeneticsUI2006UIhUIebaVe 2.2 8

79 tmpiricalIevaluationIofItheIgeneticIsimilarityIofIsamplesIfromItwinIregistriesIinIpustraliaIandItheI
–etherlandsIusingIbdhISTR×ImarkersWITwinTResearchTandTHumanTGeneticsUI2006UIhUIeYYVa 2.2 6

78 plleleIurequenciesIandItheIraI’easureIofI~inkageIsisequilibriumiIxmpactIonIsesignIandI
xnterpretationIofIpssociationIStudiesWITwinTResearchTandTHumanTGeneticsUI2005UIgUIgfVhc 2.2 276

77 xndivisibleIbyITwoiI~ivesIofItxtraordinaryITwins–ancyI~WISegalIQaYYdRWIwarvardIUniversityI×ressWI
agYppUIMUSacWhdUIxSq–IYVefcVYZhbbVcWWITwinTResearchTandTHumanTGeneticsUI2005UIgUIeeeVeeg 2.2 1

(2005-2008)

19



76 SexVspecificIassociationIbetweenIbipolarIaffectiveIdisorderIinIwomenIandIv×RdYUIanIXVlinkedI
orphanIvIproteinVcoupledIreceptorWIMolecularTPsychiatryUI2005UIZYUIcfYVg 15.1 84

75 pssociationIbetweenItheITRpXXsxSrIlocusIandIbothIbipolarIdisorderIandIschizophreniaIinItheI
ScottishIpopulationWIMolecularTPsychiatryUI2005UIZYUIedfVegUIeZe 15.1 149

74 pssociationIbetweenItheITRpXXsxSrIlocusIandIbothIbipolarIdisorderIandIschizophreniaIinItheI
ScottishIpopulationWIMolecularTPsychiatryUI2005UIZYUIeZeVeZe 15.1 14

73 TranslationIelongationIfactorIetuZpaIisIaIpotentialIoncoproteinIthatIisIoverexpressedIinItwoVthirdsI
ofIbreastItumoursWIBMCTCancerUI2005UIdUIZZb 4.8 110

72 plleleIfrequenciesIandItheIraImeasureIofIlinkageIdisequilibriumiIimpactIonIdesignIandI
interpretationIofIassociationIstudiesWITwinTResearchTandTHumanTGeneticsUI2005UIgUIgfVhc 2.2 46

71 xndivisibleIbyITwoiI~ivesIofItxtraordinaryITwins–ancyI~WISegalIQaYYdRWIwarvardIUniversityI×ressWI
agYppUIMUSacWhdUIxSq–IYVefcVYZhbbVcWWITwinTResearchTandTHumanTGeneticsUI2005UIgUIeeeVeeg 2.2

70 ronventionalImultipointInonparametricIlinkageIanalysisIisInotInecessarilyIinherentlyIbiasedWI
AmericanTJournalTofTHumanTGeneticsUI2004UIfdUIfZgVaYjIauthorIreplyIfabVf 11 4

69
ResponseItoIpmarIyWIzlariITheIchromosomeIZjZZItranslocationIprovidesItheIbestIevidenceI
supportingIgeneticIetiologyIforIschizophreniaIandIbipolarIaffectiveIdisordersWIGeneticsUI2003UIZebUI
gbbVdjIauthorIreplyIgbfVg

4 9

68 veneticsIofIschizophreniaIandIbipolarIaffectiveIdisorderiIstrategiesItoIidentifyIcandidateIgenesWI
ColdTSpringTHarborTSymposiaTonTQuantitativeTBiologyUI2003UIegUIbgbVhc 3.9 5

67 pIcomparisonIofIsomeIsimpleImethodsItoIidentifyIgeographicalIareasIwithIexcessIincidenceIofIaI
rareIdiseaseIsuchIasIchildhoodIleukaemiaWIStatisticsTinTMedicineUI1999UIZgUIZdYZVZe 2.3 21

66 ×opulationIdensityIandIchildhoodIleukaemiaiIresultsIofItheItUR r~USIStudyWIEuropeanTJournalTofT
CancerUI1999UIbdUIcbhVcc 7.5 38

65 SpatialIclusteringIofIchildhoodIleukaemiaiIsummaryIresultsIfromItheItUR r~USIprojectWIBritishT
JournalTofTCancerUI1998UIffUIgZgVac 8.7 53

64 pssigningIpedigreeIbeefIperformanceIrecordsItoIcontemporaryIgroupsItakingIaccountIofI
withinVherdIcalvingIpatternsWIAnimalTScienceUI1997UIedUIZhbVZhg 34

63 pggregationIofIchildhoodIleukemiaIinIgeographicIareasIofIvreeceWICancerTCausesTandTControlUI1997UI
gUIabhVcd 2.8 18

62 UseIofI’ tTIinI’erinoIbreedingIprogrammesiIaIpracticalIandIeconomicIappraisalWIAnimalTScienceUI
1996UIeaUIacZVadc 4

61 ’ tTIbreedingIschemesIforIwoolIsheepIZWIsesignIalternativesWIAnimalTScienceUI1994UIdhUIfZVge 11

60 ’ tTIbreedingIschemesIforIwoolIsheepIaWISelectionIforIadultIfleeceItraitsWIAnimalTScienceUI1994UI
dhUIgfVhg

59 ×redictionIofIratesIofIinbreedingIinIpopulationsIundergoingIindexIselectionWITheoreticalTandTAppliedT
GeneticsUI1994UIgfUIgfgVha 6 29
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58 ralculationIofIpredictionIerrorIvariancesIusingIsparseImatrixImethodsWIJournalTofTAnimalTBreedingT
andTGeneticsUI1994UIZZZUIZYaVh 2.9 9

57 ×redictionIofIlongVtermIcontributionsIandIinbreedingIinIpopulationsIundergoingImassIselectionWI
GeneticalTResearchUI1993UIeaUIabZVaca 1.1 39

56 ×redictionIofIasymptoticIratesIofIresponseIfromIselectionIonImultipleItraitsIusingIunivariateIandI
multivariateIbestIlinearIunbiasedIpredictorsWIAnimalTScienceUI1993UIdfUIZVZb 14

55 pccountingIforI’utationItffectsIinItheIpdditiveIveneticIVarianceVrovarianceI’atrixIandIxtsIxnverseWI
BiometricsUI1990UIceUIZff 1.8 25

54 ×redictionIofIratesIofIinbreedingIinIselectedIpopulationsWIGeneticalTResearchUI1990UIddUIcZVdc 1.1 133

53 ’ethodsIforIpredictingIratesIofIinbreedingIinIselectedIpopulationsWITheoreticalTandTAppliedT
GeneticsUI1990UIgYUIdYbVZa 6 32

52 tlectronicsIinIanimalIbreedingWIProceedingsTofTtheTBritishTSocietyTofTAnimalTProductionTenwuofUI1990UI
ZhhYUIZYfVZYf

51 psymptoticIratesIofIresponseIfromIindexIselectionWIAnimalTScienceUI1989UIchUIaZfVaaf 71

50 qreedingIValueItstimationIforI×igsIinIrlosedI–ucleusIwerdsWIProceedingsTofTtheTBritishTSocietyTofT
AnimalTProductionTenwuofUI1988UIZhggUIZaVZa 1

49 pnalysisIofIgestationIlengthIinIpmericanISimmentalIcattleWIJournalTofTAnimalTScienceUI1987UIedUIhfYVc 0.7 11

48 ’appingIcommonIdiseaseIgenesdhVfh

47 romparisonIofIvenotypicIandI×henotypicIrorrelationsiIrheverudâ��sIronjectureIinIwumans 1

46 xdentifyingIgeneItargetsIforIbrainVrelatedItraitsIusingItranscriptomicIandImethylomicIdataIfromIblood 3

45 venomeVwideIassociationIstudyIofIsuicideIattemptIinIpsychiatricIdisordersIidentifiesIassociationI
withImajorIdepressionIpolygenicIriskIscores 2

44 xmprovedIpolygenicIpredictionIbyIqayesianImultipleIregressionIonIsummaryIstatistics 2

43 venomeVwideIanalysesIofIbehaviouralItraitsIbiasedIbyImisreportsIandIlongitudinalIchanges 1

42 RegulatoryIvariantsIexplainImuchImoreIheritabilityIthanIcodingIvariantsIacrossIZZIcommonIdiseases 5

41 UsingIgenotypeIdataItoIdistinguishIpleiotropyIfromIheterogeneityiIdecipheringIcoheritabilityIinI
autoimmuneIandIneuropsychiatricIdiseases 4

(-1994)
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40 rommentaryIonIK~imitationsIofIvrTpIasIaIsolutionItoItheImissingIheritabilityIproblemK 11

39 rommonIschizophreniaIallelesIareIenrichedIinImutationVintolerantIgenesIandImaintainedIbyI
backgroundIselection 20

38 veneticIstratificationIofIdepressionIinIUzIqiobankIsuggestsIaIsubgroupIlinkedItoIageIofInaturalImenopause 6

37 WidespreadIsignaturesIofInegativeIselectionIinItheIgeneticIarchitectureIofIhumanIcomplexItraits 7

36 pIgeneticIinvestigationIofIsexIbiasIinItheIprevalenceIofIattentionIdeficitIhyperactivityIdisorder 3

35 xdentificationIofIddUYYYIReplicatedIs–pI’ethylationIβT~ 14

34 venomeVwideIassociationIanalysesIidentifyIccIriskIvariantsIandIrefineItheIgeneticIarchitectureIofI
majorIdepressiveIdisorder 21

33 rausalIassociationsIbetweenIriskIfactorsIandIcommonIdiseasesIinferredIfromIvWpSIsummaryIdata 6

32 tstimationIofIgeneticIcorrelationIusingIlinkageIdisequilibriumIscoreIregressionIandIgenomicI
restrictedImaximumIlikelihood 6

31 xntegrativeIomicsIapproachItoIidentifyItheImolecularIarchitectureIofIinflammatoryIproteinIlevelsIinI
healthyIolderIadults 1

30 txaminingIsexVdifferentiatedIgeneticIeffectsIacrossIneuropsychiatricIandIbehavioralItraits 3

29 romorbidIchronicIpainIandIdepressioniISharedIriskIfactorsIandIdifferentialIantidepressantIeffectiveness 1

28 venomicIandIphenomicIinsightsIfromIanIatlasIofIgeneticIeffectsIonIs–pImethylation 7

27 pIcomparisonIofItenIpolygenicIscoreImethodsIforIpsychiatricIdisordersIappliedIacrossImultipleIcohorts 8

26 tstimationIofInonVadditiveIgeneticIvarianceIinIhumanIcomplexItraitsIfromIaIlargeIsampleIofI
unrelatedIindividuals 3

25 sissectingItheIsharedIgeneticIarchitectureIofIsuicideIattemptUIpsychiatricIdisordersIandIknownIriskIfactors 2

24 vWpSIonIfamilyIhistoryIofIplzheimerâ��sIdisease 2

23 venomeVwideIgeneVenvironmentIanalysesIofIdepressionIandIreportedIlifetimeItraumaticI
experiencesIinIUzIqiobank 9
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22 xmprovedIpredictionIofIchronologicalIageIfromIs–pImethylationIlimitsIitIasIaIbiomarkerIofIageing 6

21 venotypeVcovariateIcorrelationIandIinteractionIdisentangledIbyIaIwholeVgenomeImultivariateI
reactionInormImodel 3

20 TrajectoriesIofIinflammatoryIbiomarkersIoverItheIeighthIdecadeIandItheirIassociationsIwithI
immuneIcellIcountsIandIepigeneticIageing 1

19 tvidenceIofIcausalIeffectIofImajorIdepressionIonIalcoholIdependenceiIuindingsIfromItheI×sychiatricI
venomicsIronsortium 4

18 venomeVwideImetaVanalysisIofIdepressionIidentifiesIZYaIindependentIvariantsIandIhighlightsItheI
importanceIofItheIprefrontalIbrainIregions 8

17  SrpiIaItoolIforIomicVdataVbasedIcomplexItraitIanalysis 7

16 qayesianIreassessmentIofItheIepigeneticIarchitectureIofIcomplexItraits 2

15 veneticIronsequencesIofISocialIStratificationIinIvreatIqritain 10

14 venotypeVbyVenvironmentIinteractionsIinferredIfromIgeneticIeffectsIonIphenotypicIvariabilityIinI
theIUzIqiobank 1

13 venomeIwideImetaVanalysisIidentifiesIgenomicIrelationshipsUInovelIlociUIandIpleiotropicI
mechanismsIacrossIeightIpsychiatricIdisorders 10
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11 pIresourceVefficientItoolIforImixedImodelIassociationIanalysisIofIlargeVscaleIdata 10
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4 stpRV iIsifferentialItxpressionIpnalysisIbasedIonIR–pVseqIdataIVI nline 1
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