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m Paper IF Citations

115 —enomeKsequenceKofKtheKhumanKmalariaKparasiteKPlasmodiumKfalciparumcKNatureaK2002aKifnaKinmbjff 50.4 3336

114 znvironmentalKgenomeKshotgunKsequencingKofKtheKSargassoKSeacKScienceaK2004aKheiaKkkbli 33.3 3231

113 TheKcompleteKgenomeKsequenceKofKtheKgastricKpathogenKHelicobacterKpyloricKNatureaK1997aKhmmaKjhnbil 50.4 3000

112 ImprovedKmicrobialKgeneKidentificationKwithK—LIMMzRcKNucleiciAcidsiResearchaK1999aKglaKikhkbif 20.1 1857

111 —enomicKsequenceKofKaKLymeKdiseaseKspirochaeteaKworreliaKburgdorfericKNatureaK1997aKhneaKjmebk 50.4 1729

110
—enomeKanalysisKofKmultipleKpathogenicKisolatesKofKStreptococcusKagalactiaeoKimplicationsKforKtheK
microbialKMpanbgenomeMcKProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaaK2005aKfegaKfhnjebj

11.5 1585

109 yNvKsequenceKofKbothKchromosomesKofKtheKcholeraKpathogenKVibrioKcholeraecKNatureaK2000aKiekaKillbmh50.4 1495

108 TheKgenomeKofKtheKvfricanKtrypanosomeKTrypanosomaKbruceicKScienceaK2005aKhenaKifkbgg 33.3 1323

107 zvidenceKforKlateralKgeneKtransferKbetweenKvrchaeaKandKbacteriaKfromKgenomeKsequenceKofK
ThermotogaKmaritimacKNatureaK1999aKhnnaKhghbn 50.4 1260

106 TheKcompleteKgenomeKsequenceKofKtheKhyperthermophilicaKsulphatebreducingKarchaeonK
vrchaeoglobusKfulgiduscKNatureaK1997aKhneaKhkible 50.4 1257

105 vutomatedKeukaryoticKgeneKstructureKannotationKusingKzVidenceModelerKandKtheKProgramKtoK
vssembleKSplicedKvlignmentscKGenomeiBiologyaK2008aKnaKRl 18.3 1212

104 —enomicKsequenceKofKtheKpathogenicKandKallergenicKfilamentousKfungusKvspergillusKfumigatuscK
NatureaK2005aKihmaKffjfbk 50.4 1114

103 xompleteKgenomeKsequenceKofKaKvirulentKisolateKofKStreptococcusKpneumoniaecKScienceaK2001aKgnhaKinmbjek33.3 1112

102 TheKgenomeKsequenceKofKTrypanosomaKcruziaKetiologicKagentKofKxhagasKdiseasecKScienceaK2005aKhenaKienbfj33.3 1085

101 xompleteKgenomeKsequenceKofKNeisseriaKmeningitidisKserogroupKwKstrainKMxjmcKScienceaK2000aKgmlaKfmenbfj33.3 986

100 TheKminimumKinformationKaboutKaKgenomeKsequenceKSMI—STKspecificationcKNatureiBiotechnologyaK
2008aKgkaKjifbl 44.5 964

99 ImprovingKtheKvrabidopsisKgenomeKannotationKusingKmaximalKtranscriptKalignmentKassembliescK
NucleiciAcidsiResearchaK2003aKhfaKjkjibkk 20.1 939
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98 —enomeKsequenceKofKvedesKaegyptiaKaKmajorKarbovirusKvectorcKScienceaK2007aKhfkaKflfmbgh 33.3 867

97 TheKgenomeKofKtheKbloodKflukeKSchistosomaKmansonicKNatureaK2009aKikeaKhjgbm 50.4 822

96 xompleteKgenomeKsequenceKofKTreponemaKpallidumaKtheKsyphilisKspirochetecKScienceaK1998aKgmfaKhljbmm 33.3 756

95 —lobalKtransposonKmutagenesisKandKaKminimalKMycoplasmaKgenomecKScienceaK1999aKgmkaKgfkjbn 33.3 749

94 MetabolicKreconstructionKforKmetagenomicKdataKandKitsKapplicationKtoKtheKhumanKmicrobiomecKPLoSi
ComputationaliBiologyaK2012aKmaKefeeghjm 5 730

93
TheKcompleteKgenomeKsequenceKofKtheKvrabidopsisKandKtomatoKpathogenKPseudomonasKsyringaeK
pvcKtomatoKyxheeecKProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaK
2003aKfeeaKfefmfbk

11.5 695

92 TheKgenomeKsequenceKofKwacillusKanthracisKvmesKandKcomparisonKtoKcloselyKrelatedKbacteriacK
NatureaK2003aKighaKmfbk 50.4 692

91 —enomeKsequenceKofKtheKdissimilatoryKmetalKionbreducingKbacteriumKShewanellaKoneidensiscKNaturei
BiotechnologyaK2002aKgeaKfffmbgh 44.5 680

90 xomparativeKgenomicsKofKtheKneglectedKhumanKmalariaKparasiteKPlasmodiumKvivaxcKNatureaK2008aK
ijjaKljlbkh 50.4 633

89
vKbacterialKgenomeKinKfluxoKtheKtwelveKlinearKandKnineKcircularKextrachromosomalKyNvsKinKanK
infectiousKisolateKofKtheKLymeKdiseaseKspirocheteKworreliaKburgdorfericKMoleculariMicrobiologyaK2000
aKhjaKinebjfk

4.1 625

88 yraftKgenomeKsequenceKofKtheKsexuallyKtransmittedKpathogenKTrichomonasKvaginaliscKScienceaK2007aK
hfjaKgelbfg 33.3 622

87 SequenceKandKanalysisKofKchromosomeKgKofKtheKplantKvrabidopsisKthalianacKNatureaK1999aKiegaKlkfbm 50.4 619

86 xomparativeKgenomicsKofKtrypanosomatidKparasiticKprotozoacKScienceaK2005aKhenaKieibn 33.3 614

85 TheKTI—R’vMsKdatabaseKofKproteinKfamiliescKNucleiciAcidsiResearchaK2003aKhfaKhlfbh 20.1 602

84 StrainsaKfunctionsKandKdynamicsKinKtheKexpandedKHumanKMicrobiomeKProjectcKNatureaK2017aKjjeaKkfbkk 50.4 595

83 vlignmentKofKwholeKgenomescKNucleiciAcidsiResearchaK1999aKglaKghknblk 20.1 589

82 wigKdataoKTheKfutureKofKbiocurationcKNatureaK2008aKijjaKilbje 50.4 527

81 yraftKgenomeKofKtheKfilarialKnematodeKparasiteKwrugiaKmalayicKScienceaK2007aKhflaKfljkbke 33.3 513

(2007-2007)
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80 TowardKanKonlineKrepositoryKofKStandardKOperatingKProceduresKSSOPsTKforKSmetaTgenomicK
annotationcKOMICSiAiJournaliofiIntegrativeiBiologyaK2008aKfgaKfhlbif 3.8 491

79 TheKgenomeKofKMcKacetivoransKrevealsKextensiveKmetabolicKandKphysiologicalKdiversitycKGenomei
ResearchaK2002aKfgaKjhgbig 9.7 487

78 MinimumKinformationKaboutKaKmarkerKgeneKsequenceKSMIMvRKSTKandKminimumKinformationKaboutK
anyKSxTKsequenceKSMIxSTKspecificationscKNatureiBiotechnologyaK2011aKgnaKifjbge 44.5 445

77
WholeKgenomeKcomparisonsKofKserotypeKibKandKfdgaKstrainsKofKtheKfoodbborneKpathogenKListeriaK
monocytogenesKrevealKnewKinsightsKintoKtheKcoreKgenomeKcomponentsKofKthisKspeciescKNucleiciAcidsi
ResearchaK2004aKhgaKghmkbnj

20.1 404

76
TheKwrucellaKsuisKgenomeKrevealsKfundamentalKsimilaritiesKbetweenKanimalKandKplantKpathogensK
andKsymbiontscKProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaK
2002aKnnaKfhfimbjh

11.5 372

75 SplicingKsignalsKinKyrosophilaoKintronKsizeaKinformationKcontentaKandKconsensusKsequencescKNucleici
AcidsiResearchaK1992aKgeaKigjjbkg 20.1 371

74 xomparativeKgenomicsKofKemergingKhumanKehrlichiosisKagentscKPLoSiGeneticsaK2006aKgaKegf 6 363

73 SequencingKofKxulexKquinquefasciatusKestablishesKaKplatformKforKmosquitoKcomparativeKgenomicscK
ScienceaK2010aKhheaKmkbm 33.3 352

72 xhromosomeKgKsequenceKofKtheKhumanKmalariaKparasiteKPlasmodiumKfalciparumcKScienceaK1998aKgmgaKffgkbhg33.3 350

71 TheKxomprehensiveKMicrobialKResourcecKNucleiciAcidsiResearchaK2001aKgnaKfghbj 20.1 344

70
TheKcompleteKgenomeKsequenceKofKxhlorobiumKtepidumKTLSaKaKphotosyntheticaKanaerobicaK
greenbsulfurKbacteriumcKProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaaK2002aKnnaKnjenbfi

11.5 321

69 StructuralKflexibilityKinKtheKwurkholderiaKmalleiKgenomecKProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaaK2004aKfefaKfigikbjf 11.5 315

68 TI—R’vMsoKaKproteinKfamilyKresourceKforKtheKfunctionalKidentificationKofKproteinscKNucleiciAcidsi
ResearchaK2001aKgnaKifbh 20.1 295

67 —enomeKsequenceKofKwabesiaKbovisKandKcomparativeKanalysisKofKapicomplexanKhemoprotozoacKPLoSi
PathogensaK2007aKhaKfiefbfh 7.6 279

66
WholebgenomeKsequenceKanalysisKofKPseudomonasKsyringaeKpvcKphaseolicolaKfiimvKrevealsK
divergenceKamongKpathovarsKinKgenesKinvolvedKinKvirulenceKandKtranspositioncKJournaliofi
BacteriologyaK2005aKfmlaKkimmbnm

3.5 270

65 TheKHumanKMicrobiomeKProjectoKaKcommunityKresourceKforKtheKhealthyKhumanKmicrobiomecKPLoSi
BiologyaK2012aKfeaKefeefhll 9.7 268

64 TI—RKvssembleroKvKNewKToolKforKvssemblingKLargeKShotgunKSequencingKProjectscKGenomeiScienceiri
TechnologyaK1995aKfaKnbfn 242

63 vssessmentKofKvariationKinKmicrobialKcommunityKampliconKsequencingKbyKtheKMicrobiomeKQualityK
xontrolKSMwQxTKprojectKconsortiumcKNatureiBiotechnologyaK2017aKhjaKfellbfemk 44.5 240
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62 zvidenceKforKsymmetricKchromosomalKinversionsKaroundKtheKreplicationKoriginKinKbacteriacKGenomei
BiologyaK2000aKfaKRzSzvRxHeeff 18.3 234

61 MicrobialKgenesKinKtheKhumanKgenomeoKlateralKtransferKorKgeneKlosstcKScienceaK2001aKgngaKfnehbk 33.3 232

60 TI—R’vMsKandK—enomeKPropertiesoKtoolsKforKtheKassignmentKofKmolecularKfunctionKandKbiologicalK
processKinKprokaryoticKgenomescKNucleiciAcidsiResearchaK2007aKhjaKygkebi 20.1 225

59 xloVRoKaKvirtualKmachineKforKautomatedKandKportableKsequenceKanalysisKfromKtheKdesktopKusingK
cloudKcomputingcKBMCiBioinformaticsaK2011aKfgaKhjk 3.6 220

58 PredictionKofKoperonsKinKmicrobialKgenomescKNucleiciAcidsiResearchaK2001aKgnaKfgfkbgf 20.1 211

57 PredictionKofKtranscriptionKterminatorsKinKbacterialKgenomescKJournaliofiMoleculariBiologyaK2000aK
hefaKglbhh 6.5 207

56 xompleteKgenomeKsequenceKofKtheKbroadbhostbrangeKvibriophageKKVPieoKcomparativeKgenomicsKofK
aKTibrelatedKbacteriophagecKJournaliofiBacteriologyaK2003aKfmjaKjggebhh 3.5 194

55 SequenceKandKanalysisKofKchromosomeKfKofKtheKplantKvrabidopsisKthalianacKNatureaK2000aKiemaKmfkbge 50.4 183

54 xomparisonKofKSensoryKProfileKscoresKofKyoungKchildrenKwithKandKwithoutKautismKspectrumK
disorderscKAmericaniJournaliofiOccupationaliTherapyaK2001aKjjaKifkbgh 0.4 174

53 WholebgenomeKshotgunKopticalKmappingKofKyeinococcusKradioduranscKScienceaK1999aKgmjaKfjjmbkg 33.3 166

52 —enomicKencyclopediaKofKbacteriaKandKarchaeaoKsequencingKaKmyriadKofKtypeKstrainscKPLoSiBiologyaK
2014aKfgaKefeefnge 9.7 146

51 SequenceKofKPlasmodiumKfalciparumKchromosomesKgaKfeaKffKandKficKNatureaK2002aKifnaKjhfbi 50.4 146

50 TheK—enomicKStandardsKxonsortiumcKPLoSiBiologyaK2011aKnaKefeefemm 9.7 143

49 TheKmicrobiomeKqualityKcontrolKprojectoKbaselineKstudyKdesignKandKfutureKdirectionscKGenomei
BiologyaK2015aKfkaKglk 18.3 140

48 ’ullblengthKmessengerKRNvKsequencesKgreatlyKimproveKgenomeKannotationcKGenomeiBiologyaK2002aK
haKRzSzvRxHeegn 18.3 127

47 xompleteKreannotationKofKtheKvrabidopsisKgenomeoKmethodsaKtoolsaKprotocolsKandKtheKfinalKreleasecK
BMCiBiologyaK2005aKhaKl 7.3 118

46 TheKI—SKStandardKOperatingKProcedureKforKvutomatedKProkaryoticKvnnotationcKStandardsiini
GenomiciSciencesaK2011aKiaKgiibjf 100

45 —eneKsyntenyKandKevolutionKofKgenomeKarchitectureKinKtrypanosomatidscKMoleculariandiBiochemicali
ParasitologyaK2004aKfhiaKfmhbnf 1.9 83

(2004-2000)
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44 TheKcomprehensiveKmicrobialKresourcecKNucleiciAcidsiResearchaK2010aKhmaKyhiebj 20.1 82

43 StandardizedKdescriptionKofKscientificKevidenceKusingKtheKzvidenceKOntologyKSzxOTcKDatabase:ithei
JournaliofiBiologicaliDatabasesiandiCurationaK2014aKgefiaK 5 75

42 zrgatisoKaKwebKinterfaceKandKscalableKsoftwareKsystemKforKbioinformaticsKworkflowscKBioinformaticsaK
2010aKgkaKfimmbng 7.2 73

41 —enomeKPropertiesoKaKsystemKforKtheKinvestigationKofKprokaryoticKgeneticKcontentKforKmicrobiologyaK
genomeKannotationKandKcomparativeKgenomicscKBioinformaticsaK2005aKgfaKgnhbhek 7.2 68

40 SequenceaKannotationaKandKanalysisKofKsyntenyKbetweenKriceKchromosomeKhKandKdivergedKgrassK
speciescKGenomeiResearchaK2005aKfjaKfgmibnf 9.7 66

39 SequenceKandKanalysisKofKtheKvrabidopsisKgenomecKCurrentiOpinioniiniPlantiBiologyaK2001aKiaKfejbfe 9.9 62

38 ResourcesKandKcostsKforKmicrobialKsequenceKanalysisKevaluatedKusingKvirtualKmachinesKandKcloudK
computingcKPLoSiONEaK2011aKkaKegkkgi 3.7 58

37 vdvancingKtheKmicrobiomeKresearchKcommunitycKCellaK2014aKfjnaKgglbhe 56.2 50

36 TheKsequenceKandKanalysisKofKTrypanosomaKbruceiKchromosomeKIIcKNucleiciAcidsiResearchaK2003aKhfaKimjkbkh20.1 48

35 MetaRefoKaKpanbgenomicKdatabaseKforKcomparativeKandKcommunityKmicrobialKgenomicscKNucleici
AcidsiResearchaK2014aKigaKykflbgi 20.1 46

34 SolvingKtheKProblemoK—enomeKvnnotationKStandardsKbeforeKtheKyataKyelugecKStandardsiiniGenomici
SciencesaK2011aKjaKfkmbnh 46

33 NationalKInstituteKofKvllergyKandKInfectiousKyiseasesKbioinformaticsKresourceKcentersoKnewKassetsK
forKpathogenKinformaticscKInfectioniandiImmunityaK2007aKljaKhgfgbn 3.7 45

32 vnalysisKofKtheKtranscriptomeKofKtheKprotozoanKTheileriaKparvaKusingKMPSSKrevealsKthatKtheKmajorityK
ofKgenesKareKtranscriptionallyKactiveKinKtheKschizontKstagecKNucleiciAcidsiResearchaK2005aKhhaKjjehbff 20.1 45

31 xloVRbITSoKvutomatedKinternalKtranscribedKspacerKampliconKsequenceKanalysisKpipelineKforKtheK
characterizationKofKfungalKmicrobiotacKMicrobiomeaK2013aKfaKk 16.6 40

30 InformationKcontentsKandKdinucleotideKcompositionsKofKplantKintronKsequencesKvaryKwithK
evolutionaryKorigincKPlantiMoleculariBiologyaK1992aKfnaKfejlbki 4.6 38

29 TywoKnewKdatabasesKforKbiologicalKdiscoverycKMethodsiiniEnzymologyaK1996aKgkkaKglbie 1.7 37

28 TowardKaKstandardsbcompliantKgenomicKandKmetagenomicKpublicationKrecordcKOMICSiAiJournaliofi
IntegrativeiBiologyaK2008aKfgaKfjlbke 3.8 31

27 vKqualityKcontrolKalgorithmKforKyNvKsequencingKprojectscKNucleiciAcidsiResearchaK1993aKgfaKhmgnbhm 20.1 29
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26 StandardizedKmetadataKforKhumanKpathogendvectorKgenomicKsequencescKPLoSiONEaK2014aKnaKennnln 3.7 25

25 —enomicKStandardsKxonsortiumKProjectscKStandardsiiniGenomiciSciencesaK2014aKnaKjnnbkef 23

24 xircleatoroKflexibleKcircularKvisualizationKofKgenomebassociatedKdataKwithKwioPerlKandKSV—cK
BioinformaticsaK2014aKheaKhfgjbl 7.2 22

23 —enomicKstandardsKconsortiumKprojectscKStandardsiiniGenomiciSciencesaK2014aKnaKjnnbkef 21

22 ’indingsKemergingKfromKcompleteKmicrobialKgenomeKsequencescKCurrentiOpinioniiniMicrobiologyaK
1998aKfaKjkgbk 7.9 21

21 ShortKrepeatsKandKISKelementsKinKtheKextremelyKradiationbresistantKbacteriumKyeinococcusK
radioduransKandKcomparisonKtoKotherKbacterialKspeciescKResearchiiniMicrobiologyaK1999aKfjeaKlffbgi 4 20

20 RNvbSeqKanalysisKofKisolatebKandKgrowthKphasebspecificKdifferencesKinKtheKglobalKtranscriptomesKofK
enteropathogenicKzscherichiaKcoliKprototypeKisolatescKFrontiersiiniMicrobiologyaK2015aKkaKjkn 5.7 19

19 HumanKmicrobiomeKscienceoKvisionKforKtheKfutureaKwethesdaaKMyaKJulyKgiKtoKgkaKgefhcKMicrobiomeaK
2014aKgaK 16.6 18

18 MeetingKReportoKwioSharingKatKISMwKgefecKStandardsiiniGenomiciSciencesaK2010aKhaKgjibm 18

17 PathemaoKaKcladebspecificKbioinformaticsKresourceKcenterKforKpathogenKresearchcKNucleiciAcidsi
ResearchaK2010aKhmaKyiembfi 20.1 17

16 gzvRoK—eneKzxpressionKvnalysisKResourceKportalKforKcommunitybdrivenaKmultibomicKdataK
explorationcKNatureiMethodsaK2021aKfmaKmihbmii 21.6 16

15 xhildrenKwithKburnKinjuriesoKpurposefulKactivityKversusKroteKexercisecKAmericaniJournaliofi
OccupationaliTherapyaK2000aKjiaKhmfbne 0.4 15

14 TowardKaKstandardKinKstructuralKgenomeKannotationKforKprokaryotescKStandardsiiniGenomiciSciencesaK
2015aKfeaKij 12

13 xloVRbxomparativeoKautomatedaKcloudbenabledKcomparativeKmicrobialKgenomeKsequenceKanalysisK
pipelinecKBMCiGenomicsaK2017aKfmaKhhg 4.5 10

12 MeetingKReportKfromKtheK—enomicKStandardsKxonsortiumKS—SxTKWorkshopKfecKStandardsiiniGenomici
SciencesaK2010aKhaKggjbhf 7

11 TheKMetadataKxoverageKIndexKSMxIToKvKstandardizedKmetricKforKquantifyingKdatabaseKmetadataK
richnesscKStandardsiiniGenomiciSciencesaK2012aKkaKihmbil 6

10 ReplyKtoKâ��KPredictingKtheKtotalKnumberKofKhumanKgenescKNatureiGeneticsaK1994aKmaKffibffi 36.3 5

9 HMPyvxxoKaKHumanKMicrobiomeKProjectKMultibomicKdataKresourcecKNucleiciAcidsiResearchaK2021aKinaKylhibylig20.1 5

(2021-2014)
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8 MeetingKReportoKTowardsKaKxriticalKvssessmentKofK’unctionalKvnnotationKzxperimentKSxv’vzTKforK
bacterialKgenomeKannotationcKStandardsiiniGenomiciSciencesaK2010aKhaKgiebg 3

7 MeetingKReportoKMetagenomicsaKMetadataKandKMetavnalysisKSMhTKatKISMwKgefecKStandardsiini
GenomiciSciencesaK2010aKhaKghgbi 3

6 MeetingKReportoKMMetagenomicsaKMetadataKandKMetabanalysisMKSMhTKWorkshopKatKtheKPacificK
SymposiumKonKwiocomputingKgefecKStandardsiiniGenomiciSciencesaK2010aKgaKhjlbke 2

5 xonceptualizingKaK—enomicsKSoftwareKInstituteKS—SITcKStandardsiiniGenomiciSciencesaK2012aKkaKfhkbii 1

4 NeMOKanalyticsbvyoKTheKneuroscienceKmultibomicKvisualizationKandKanalysisKplatformaKnowK
extendedKtoKsupportKvlzheimerâ��sKdiseasecKAlzheimerssiandiDementiaaK2020aKfkaKeeikenl 1.2

3 ResponseKoKMethanococcusK—enomecKScienceaK1996aKgliaKnegbneh 33.3

2 ResponseKoKMethanococcusK—enomecKScienceaK1996aKgliaKnegbneh 33.3

1 NeMObvyaKaKnewKneuroscienceKmultibomicKvisualizationKandKanalysisKplatformKforKvlzheimerRsK
diseaseKresearchccKAlzheimerssiandiDementiaaK2021aKflKSupplKhaKeejjkmk 1.2
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