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k Paper IF Citations

49 MultidrugZResistantLMethicillinZResistantLStaphylococcusLaureusLussociatedLwithLvacteremiaLandL
MonocyteLyvasionYLRioLdeLJaneiroYLvrazilaLEmergingiInfectiousiDiseasesYL2021YLekYLelehZelfh 10.2 1

48 udaptationLbyLuncientLHorizontalLucquisitionLofLvutyrateLMetabolismLGenesLinLuggregatibacterL
actinomycetemcomitansaLMBioYL2021YLdeYL 7.8 1

47 GeneticLvariationLofLstaphylococcalLLukuvLtoxinLdeterminesLreceptorLtropismaLNatureiMicrobiologyYL
2021YLiYLkfdZkgh 26.6 3

46 MorphologicalLwharactersLwanLStronglyLInfluenceLyarlyLunimalLRelationshipsLInferredLfromL
PhylogenomicLxataLSetsaLSystematiciBiologyYL2021YLkcYLficZfkh 8.4 6

45 GenomicLypidemiologyLofLVancomycinZResistantLynterococcusLfaeciumLUVRyfmVLinLLatinLumericanL
RevisitingLTheLGlobalLVRyLPopulationLStructureaLScientificiReportsYL2020YLdcYLhifi 4.9 23

44 GenomicLvariantZidentificationLmethodsLmayLalterLtransmissionLinferencesaLMicrobialiGenomicsYL
2020YLiYL 4.4 10

43 LocalLxiversificationLofLMethicillinZLResistantLSTefmLinLSouthLumericaLufterLItsLRapidLWorldwideL
xisseminationaLFrontiersiiniMicrobiologyYL2019YLdcYLle 5.7 13

42 StrainsLofLStaphylococcusLaureusLthatLwolonizeLandLInfectLSkinLHarborLMutationsLinLMetabolicL
GenesaLIScienceYL2019YLdmYLeldZemc 6.1 12

41 wzTRZPTyNZdependentLmitochondrialLmetabolicLdysfunctionLpromotesLairwayLinfectionaLSciencei
TranslationaliMedicineYL2019YLddYL 17.5 32

40 PreZdetectionLhistoryLofLextensivelyLdrugZresistantLtuberculosisLinLKwaZuluZNatalYLSouthLufricaaL
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaYL2019YLddiYLefelgZefemd11.5 12

39 untimicrobialLsensingLcoupledLwithLcellLmembraneLremodelingLmediatesLantibioticLresistanceLandL
virulenceLinaLProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaYL2019YL 11.5 27

38 defeaLPhylogenomicsLofLynterococcusLfaeciumLzromLSouthLumericanLRevisitingLWorldwideLVRyL
PopulationLStructureaLOpeniForumiInfectiousiDiseasesYL2018YLhYLSfkgZSfkg 1 78

37 MobileZGeneticZylementZyncodedLHypertoleranceLtoLwopperLProtectsLStaphylococcusLaureusLfromL
KillingLbyLHostLPhagocytesaLMBioYL2018YLmYL 7.8 23

36 TransmissionLofLyxtensivelyLxrugZResistantLTuberculosisLinLSouthLufricaaLNewiEnglandiJournaliofi
MedicineYL2017YLfkiYLegfZehf 59.2 167

35
uLProspectiveLwohortLMulticenterLStudyLofLMolecularLypidemiologyLandLPhylogenomicsLofL
StaphylococcusLaureusLvacteremiaLinLNineLLatinLumericanLwountriesaLAntimicrobialiAgentsiandi
ChemotherapyYL2017YLidYL

5.9 45

34 urchitectureLofLaLSpeciesnLPhylogenomicsLofLStaphylococcusLaureusaLTrendsiiniMicrobiologyYL2017YL
ehYLdhfZdii 12.4 37

33 TheLmitogenomeLofLtheLbedLbugLUHemipteranLwimicidaeVaLMitochondrialiDNAiPartiB:iResourcesYL2016YL
dYLgehZgek 0.5 5

Apurva Narechania

2



32 GenomicLepidemiologyLofLLineageLgLMycobacteriumLtuberculosisLsubpopulationsLinLNewLYorkLwityL
andLNewLJerseyYLdmmmZeccmaLBMCiGenomicsYL2016YLdkYLmgk 4.5 7

31 wlusterflocknLaLflockingLalgorithmLforLisolatingLcongruentLphylogenomicLdatasetsaLGigaScienceYL2016
YLhYLgg 7.6 6

30 GenomeLassemblyLandLgeospatialLphylogenomicsLofLtheLbedLbugLwimexLlectulariusaLNaturei
CommunicationsYL2016YLkYLdcdig 17.4 46

29 SpermatogenesisLxrivesLRapidLGeneLwreationLandLMasculinizationLofLtheLXLwhromosomeLinL
StalkZyyedLzliesLUxiopsidaeVaLGenomeiBiologyiandiEvolutionYL2016YLlYLlmiZmdg 3.9 4

28 woZexistenceLofLvRuzLandLNRuSLdriverLmutationsLinLtheLsameLmelanomaLcellsLresultsLinL
heterogeneityLofLtargetedLtherapyLresistanceaLOncotargetYL2016YLkYLkkdifZkkdkg 3.3 39

27 RickettsialLendosymbiontLinLtheLNearlyZdivergingNLstreptophyteLgreenLalgaLMesostigmaLvirideaL
JournaliofiPhycologyYL2016YLheYLedmZem 3 11

26 PunctuatedLburstsLinLhumanLmaleLdemographyLinferredLfromLdYeggLworldwideLYZchromosomeL
sequencesaLNatureiGeneticsYL2016YLglYLhmfZm 36.3 204

25 womparativeLGenomicsLofLaLvacterivorousLGreenLulgaLRevealsLyvolutionaryLwausalitiesLandL
wonsequencesLofLPhagoZMixotrophicLModeLofLNutritionaLGenomeiBiologyiandiEvolutionYL2015YLkYLfcgkZid3.9 24

24 MethicillinZSusceptibleYLVancomycinZResistantLStaphylococcusLaureusYLvrazilaLEmergingiInfectiousi
DiseasesYL2015YLedYLdlggZl 10.2 28

23 ParallelLypidemicsLofLwommunityZussociatedLMethicillinZResistantLStaphylococcusLaureusLUSufccL
InfectionLinLNorthLandLSouthLumericaaLJournaliofiInfectiousiDiseasesYL2015YLedeYLdlkgZle 7 75

22 TransferableLvancomycinLresistanceLinLaLcommunityZassociatedLMRSuLlineageaLNewiEnglandiJournali
ofiMedicineYL2014YLfkcYLdhegZfd 59.2 110

21 yvolutionLofLhypervirulenceLbyLaLMRSuLcloneLthroughLacquisitionLofLaLtransposableLelementaL
MoleculariMicrobiologyYL2014YLmfYLiigZld 4.1 61

20 wompleteLGenomeLSequenceLofLStreptococcusLagalactiaeLwNwTwLdcblgYLaLHypervirulentLSequenceL
TypeLeiLStrainaLGenomeiAnnouncementsYL2014YLeYL 14

19 InductionLofLtypeLILinterferonLsignalingLdeterminesLtheLrelativeLpathogenicityLofLStaphylococcusL
aureusLstrainsaLPLoSiPathogensYL2014YLdcYLedccfmhd 7.6 69

18 GenomeLSequenceLofLvacterialLInterferenceLStrainLStaphylococcusLaureusLhceuaLGenomei
AnnouncementsYL2014YLeYL 20

17
ymergenceLofLtheLepidemicLmethicillinZresistantLStaphylococcusLaureusLstrainLUSufccLcoincidesL
withLhorizontalLtransferLofLtheLarginineLcatabolicLmobileLelementLandLspeGZmediatedLadaptationsL
forLsurvivalLonLskinaLMBioYL2013YLgYLeccllmZdf

7.8 82

16 InsectLphylogenomicsnLexploringLtheLsourceLofLincongruenceLusingLnewLtranscriptomicLdataaL
GenomeiBiologyiandiEvolutionYL2012YLgYLdemhZfcm 3.9 47

15 GeneLduplicationYLtissueZspecificLgeneLexpressionLandLsexualLconflictLinLstalkZeyedLfliesLUxiopsidaeVaL
PhilosophicaliTransactionsiofitheiRoyaliSocietyiB:iBiologicaliSciencesYL2012YLfikYLefhkZkh 5.8 20

(2012-2016)
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14
RandomLudditionLwoncatenationLunalysisnLaLnovelLapproachLtoLtheLexplorationLofLphylogenomicL
signalLrevealsLstrongLagreementLbetweenLcoreLandLshellLgenomicLpartitionsLinLtheLcyanobacteriaaL
GenomeiBiologyiandiEvolutionYL2012YLgYLfcZgf

3.9 29

13 watchingLtheLphylogenicLhistoryLthroughLtheLontogenicLhourglassnLaLphylogenomicLanalysisLofL
xrosophilaLbodyLsegmentationLgenesaLEvolutioniriDevelopmentYL2010YLdeYLellZmh 2.6 8

12 uLgenomeZwideLcharacterizationLofLmicroRNuLgenesLinLmaizeaLPLoSiGeneticsYL2009YLhYLedccckdi 6 265

11 xetailedLanalysisLofLaLcontiguousLeeZMbLregionLofLtheLmaizeLgenomeaLPLoSiGeneticsYL2009YLhYLedccckel 6 34

10 TheLSorghumLbicolorLgenomeLandLtheLdiversificationLofLgrassesaLNatureYL2009YLghkYLhhdZi 50.4 2200

9 TheLvkfLmaizeLgenomenLcomplexityYLdiversityYLandLdynamicsaLScienceYL2009YLfeiYLdddeZh 33.3 2949

8 uLnewLmethodLtoLcomputeLKZmerLfrequenciesLandLitsLapplicationLtoLannotateLlargeLrepetitiveLplantL
genomesaLBMCiGenomicsYL2008YLmYLhdk 4.5 169

7 OverlappingLreadingLframesLinLcloselyLrelatedLhumanLpapillomavirusesLresultLinLmodularLratesLofL
selectionLwithinLyeaLJournaliofiGeneraliVirologyYL2005YLliYLdfckZdfdf 4.9 42

6 PhylogeneticLincongruenceLamongLoncogenicLgenitalLalphaLhumanLpapillomavirusesaLJournaliofi
VirologyYL2005YLkmYLdhhcfZdc 6.6 86

5 LackLofLtheLcanonicalLpRvZbindingLdomainLinLtheLykLORzLofLartiodactylLpapillomavirusesLisL
associatedLwithLtheLdevelopmentLofLfibropapillomasaLJournaliofiGeneraliVirologyYL2004YLlhYLdegfZdehc 4.9 51

4 PuNTHyRnLaLlibraryLofLproteinLfamiliesLandLsubfamiliesLindexedLbyLfunctionaLGenomeiResearchYL2003
YLdfYLedemZgd 9.7 2102

3 ussessmentLofLgenomeZwideLproteinLfunctionLclassificationLforLxrosophilaLmelanogasteraLGenomei
ResearchYL2003YLdfYLeddlZel 9.7 35

2 TheLsequenceLofLtheLhumanLgenomeaLScienceYL2001YLemdYLdfcgZhd 33.3 10609

1 GenomicLvariantLidentificationLmethodsLalterLMycobacteriumLtuberculosisLtransmissionLinference 3
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