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62 StructureLofLtheLpgddLhistoneLacetyltransferaseLboundLtoLacetylacoenzymeLvLandLitsLanaloguesbL
BiochemistryZL2014ZLigZLgheiaff 3.2 47

61 xatalyticLmechanismLofLhistoneLacetyltransferaseLpgddoLfromLtheLprotonLtransferLtoLacetylationL
reactionbLJournalnofnPhysicalnChemistrynBZL2014ZLeemZLfddnaen 3.4 25

60 WritersLandLreadersLofLhistoneLacetylationoLstructureZLmechanismZLandLinhibitionbLColdnSpringnHarborn
PerspectivesninnBiologyZL2014ZLkZLademlkf 10.2 287

59 MolecularLbasisLforLNaterminalLacetylationLbyLtheLheterodimericLNatvLcomplexbLNaturenStructuraln
andnMolecularnBiologyZL2013ZLfdZLednmaedi 17.6 107

58 xhaperoneamediatedLacetylationLofLhistonesLbyLRttednLidentifiedLbyLquantitativeLproteomicsbL
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53 IdentificationLandLcharacterizationLofLsmallLmoleculeLantagonistsLofLpRbLinactivationLbyLviralL
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38 TheLhumanLmonocyticLleukemiaLzincLfingerLhistoneLacetyltransferaseLdomainLcontainsLyNvabindingL
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37 StructureLofLtheLretinoblastomaLproteinLboundLtoLadenovirusLzevLrevealsLtheLmolecularLbasisLforL
viralLoncoproteinLinactivationLofLaLtumorLsuppressorbLGenesnandnDevelopmentZL2007ZLfeZLfleeak 12.6 65

36 StructureLofLaLLeugayNvLcomplexoLrecognitionLofLevertedLxGGLhalfasitesLbyLaLZnfxyskLbinuclearL
clusterLproteinbLStructureZL2006ZLehZLlfiagi 5.2 14

35 StructureLofLtheLhumanLPapillomavirusLzlLoncoproteinLandLitsLmechanismLforLinactivationLofLtheL
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34 WhenLviralLoncoproteinLmeetsLtumorLsuppressoroLaLstructuralLviewbLGenesnandnDevelopmentZL2006ZL
fdZLfggfal 12.6 16
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32 StructureLandLactivityLofLenzymesLthatLremoveLhistoneLmodificationsbLCurrentnOpinionninnStructuraln
BiologyZL2005ZLeiZLklgamd 8.1 97

31 wiochemicalLandLstructuralLcharacterizationLofLrecombinantLhistoneLacetyltransferaseLproteinsbL
MethodsninnEnzymologyZL2004ZLglkZLedkaen 1.7 16
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29
StructuralLbasisLforLnicotinamideLcleavageLandLvyPariboseLtransferLbyLNvyUYVadependentLSirfL
histonecproteinLdeacetylasesbLProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesn
ofnAmericaZL2004ZLedeZLmikgam

11.5 148

28
xrystalLstructureLofLtheLretinoblastomaLtumorLsuppressorLproteinLboundLtoLzfαLandLtheLmolecularL
basisLofLitsLregulationbLProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofn
AmericaZL2003ZLeddZLfgkgam
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SciencesZL2003ZLfmZLinakf 10.3 84
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26 StructureLofLtheLyeastLHstfLproteinLdeacetylaseLinLternaryLcomplexLwithLfTaOaacetylLvyPLriboseLandL
histoneLpeptidebLStructureZL2003ZLeeZLehdgaee 5.2 101

25 StructureLandLautoregulationLofLtheLyeastLHstfLhomologLofLSirfbLNaturenStructuralnandnMolecularn
BiologyZL2003ZLedZLmkhale 17.6 89

24 ModulationLofLyNvabindingLdomainsLforLsequenceaspecificLyNvLrecognitionbLGeneZL2003ZLgdhZLeaef 3.8 22

23 StructuralLbasisLforLhistoneLandLphosphohistoneLbindingLbyLtheLGxNiLhistoneLacetyltransferasebL
MolecularnCellZL2003ZLefZLhkealg 17.6 123

22 MolecularLbasisLforLGcnicPxvαLhistoneLacetyltransferaseLselectivityLforLhistoneLandLnonhistoneL
substratesbLBiochemistryZL2003ZLhfZLehgkkalh 3.2 61

21 StructureLofLaLSirfLsubstrateZLvlbaZLrevealsLaLmechanismLforLdeacetylationainducedLenhancementLofL
yNvLbindingbLJournalnofnBiologicalnChemistryZL2003ZLflmZLfkdleal 5.4 49

20 InsightsLintoLstructureLandLfunctionLofLGxNicPxvαLandLyzsaLeLhistoneLacetyltransferaseLdomainsobL
MethodsninnEnzymologyZL2003ZLgleZLihiakh 1.7 9

19 TheLcatalyticLmechanismLofLtheLzSveLhistoneLacetyltransferaseLinvolvesLaLselfaacetylatedL
intermediatebLNaturenStructuralnBiologyZL2002ZLnZLmkfan 93

18 StructureLofLtheLGxNiLhistoneLacetyltransferaseLboundLtoLaLbisubstrateLinhibitorbLProceedingsnofn
thenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaZL2002ZLnnZLehdkiald 11.5 95

17 ProteinLmodulesLthatLmanipulateLhistoneLtailsLforLchromatinLregulationbLNaturenReviewsnMolecularn
CellnBiologyZL2001ZLfZLhffagf 48.7 161

16 xrystalLstructureLofLtheLmouseLpigLcoreLyNvabindingLdomainLatLfblLvLresolutionbLJournalnofn
BiologicalnChemistryZL2001ZLflkZLefefdal 5.4 70

15 StructureLofLhistoneLacetyltransferasesbLJournalnofnMolecularnBiologyZL2001ZLgeeZLhggahh 6.5 132

14 HistoneLacetyltransferasesoLfunctionZLstructureZLandLcatalysisbLCurrentnOpinionninnGeneticsnandn
DevelopmentZL2001ZLeeZLeiiake 4.9 304
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12 xrystalLstructureLofLyeastLzsaeLsuggestsLaLunifiedLmechanismLforLcatalysisLandLsubstrateLbindingLbyL
histoneLacetyltransferasesbLMolecularnCellZL2000ZLkZLeeniafdi 17.6 141

11 PhosphorylationLofLserineLedLinLhistoneLHgLisLfunctionallyLlinkedLinLvitroLandLinLvivoLtoL
GcniamediatedLacetylationLatLlysineLehbLMolecularnCellZL2000ZLiZLnelafk 17.6 455

10 OligomerizationLpropertiesLofLtheLviralLoncoproteinsLadenovirusLzevLandLhumanLpapillomavirusLzlL
andLtheirLcomplexesLwithLtheLretinoblastomaLproteinbLBiochemistryZL2000ZLgnZLekdggahi 3.2 40

9 xatalyticLmechanismLandLfunctionLofLinvariantLglutamicLacidLelgLfromLtheLhistoneLacetyltransferaseL
GxNiLtranscriptionalLcoactivatorbLJournalnofnBiologicalnChemistryZL1999ZLflhZLemeilakd 5.4 181
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8 StructureLofLTetrahymenaLGxNiLboundLtoLcoenzymeLvLandLaLhistoneLHgLpeptidebLNatureZL1999ZLhdeZLngam50.4 244

7 StructureLofLHvPeaemayNvLimplicatesLdirectLallostericLeffectLofLproteinayNvLinteractionsLonL
transcriptionalLactivationbLNaturenStructuralnBiologyZL1999ZLkZLffal 23

6 StructureLofLaLHvPeayNvLcomplexLrevealsLdramaticallyLasymmetricLyNvLbindingLbyLaLhomodimericL
proteinbLNaturenStructuralnBiologyZL1999ZLkZLkhale 73

5 pigLsitesLacetylatedLinLvitroLbyLPxvαLandLpgddLareLacetylatedLinLvivoLinLresponseLtoLyNvLdamagebL
MolecularnandnCellularnBiologyZL1999ZLenZLefdfan 4.8 660

4 StructuresLofLSvPaeLboundLtoLyNvLtargetsLfromLtheLzlhLandLcafosLpromotersoLinsightsLintoLyNvL
sequenceLdiscriminationLbyLztsLproteinsbLMolecularnCellZL1998ZLfZLfdeaef 17.6 94

3 xrystalLstructureLofLaLPUTgayNvLcomplexLrevealsLaLnovelLmechanismLforLyNvLrecognitionLbyLaL
proteinLcontainingLaLZnfxyskLbinuclearLclusterbLNaturenStructuralnBiologyZL1997ZLhZLliean 76

2 yNvLrecognitionLbyLGvLhoLstructureLofLaLproteinayNvLcomplexbLNatureZL1992ZLgikZLhdmaeh 50.4 617
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