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Plasmodium falciparum DOZI, an RNA helicase interacts with elF4E. Gene, 2013, 522, 46-59.

Lineage-specific differentiation of osteogenic progenitors from pluripotent stem cells reveals the
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Pisum sativum p68 DEAD-box protein is ATP-dependent RNA helicase and unique bipolar DNA helicase.
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Plasmodium falciparum UvrD Helicase Translocates in 34€2 to 54€2 Direction, Colocalizes with MLH and
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Plasmodium falciparum MLH is schizont stage specific endonuclease. Molecular and Biochemical
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Plasmodium falciparum RuvB1 is an active DNA helicase and translocates in the 53€24€“34€2 direction. Gene,
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Genome Wide In silico Analysis of the Mismatch Repair Components of Plasmodium falciparum and
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Plasmodium falciparum Werner homologue is a nuclear protein and its biochemical activities reside in
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Plasmodium falciparum UvrD activities are downregulated by DNA-interacting compounds and its
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