
Jun S Liu

ListloflPublicationslbylCitations

Source:lhttps://exaly.com/author-pdf/11510202/jun-s-liu-publications-by-citations.pdf

Version:l2024-04-24l

Thisldocumentlhaslbeenlgeneratedlbasedlonlthelpublicationslandlcitationslrecordedlbylexaly.com.lForl

thellatestlversionloflthislpublicationllist,lvisitlthellinklgivenlabove.

ThelthirdlcolumnlislthelimpactlfactorluIFvlofltheljournal,landlthelfourthlcolumnlislthelnumberlofl

citationsloflthelarticle.

81
papers

17,059
citations

41
h-index

85
g-index

85
ext. papers

22,089
ext. citations

10
avg, IF

6.58
L-index



o Paper IF Citations

81 TopologicalPdomainsPinPmammalianPgenomesPidentifiedPbyPanalysisPofPchromatinPinteractionsgP
NatureeP2012ePmqnePlpofqi 50.4 4098

80 TIMERsPzPWebPServerPforPβomprehensivePznalysisPofPTumorfInfiltratingPImmunePβellsgPCanceri
ResearcheP2017ePppePejiqfejji 10.1 1919

79 GeneticsPofPrheumatoidParthritisPcontributesPtoPbiologyPandPdrugPdiscoverygPNatureeP2014ePnioePlpofqj 50.4 1426

78 βomprehensivePanalysesPofPtumorPimmunitysPimplicationsPforPcancerPimmunotherapygPGenomei
BiologyeP2016ePjpePjpm 18.3 942

77 SequentialPMontePβarloPMethodsPforPDynamicPSystemsgPJournaliofitheiAmericaniStatisticali
AssociationeP1998ePrlePjilkfjimm 2.8 927

76 MzGeβKPenablesProbustPidentificationPofPessentialPgenesPfromPgenomefscalePβRISPRhβasrP
knockoutPscreensgPGenomeiBiologyeP2014ePjnePnnm 18.3 821

75 znPalgorithmPforPfindingPproteinfDNzPbindingPsitesPwithPapplicationsPtoP
chromatinfimmunoprecipitationPmicroarrayPexperimentsgPNatureiBiotechnologyeP2002ePkiePqlnfr 44.5 542

74 –ayesianPhaplotypePinferencePforPmultiplePlinkedPsinglefnucleotidePpolymorphismsgPAmericani
JournaliofiHumaniGeneticseP2002ePpiePjnpfor 11 531

73 SequentialPImputationsPandP–ayesianPMissingPDataPProblemsgPJournaliofitheiAmericaniStatisticali
AssociationeP1994ePqrePkpqfkqq 2.8 502

72 PartitionfligationfexpectationfmaximizationPalgorithmPforPhaplotypePinferencePwithP
singlefnucleotidePpolymorphismsgPAmericaniJournaliofiHumaniGeneticseP2002ePpjePjkmkfp 11 425

71 ThePSpoizPregulonPofP–acillusPsubtilisgPMoleculariMicrobiologyeP2003ePniePjoqlfpij 4.1 392

70 ThePβollapsedPGibbsPSamplerPinP–ayesianPβomputationsPwithPzpplicationsPtoPaPGenePRegulationP
ProblemgPJournaliofitheiAmericaniStatisticaliAssociationeP1994ePqrePrnqfroo 2.8 372

69 MetropolizedPindependentPsamplingPwithPcomparisonsPtoPrejectionPsamplingPandPimportanceP
samplinggPStatisticsiandiComputingeP1996ePoePjjlfjjr 1.8 297

68 ThePprogramPofPgenePtranscriptionPforPaPsinglePdifferentiatingPcellPtypePduringPsporulationPinP
–acillusPsubtilisgPPLoSiBiologyeP2004ePkePelkq 9.7 276

67 IntegratingPregulatoryPmotifPdiscoveryPandPgenomefwidePexpressionPanalysisgPProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaeP2003ePjiiePlllrfmm 11.5 274

66 LandscapePofPtumorfinfiltratingPTPcellPrepertoirePofPhumanPcancersgPNatureiGeneticseP2016ePmqePpknflk 36.3 193

65 –ayesianPModelsPforPMultiplePLocalPSequencePzlignmentPandPGibbsPSamplingPStrategiesgPJournaliofi
theiAmericaniStatisticaliAssociationeP1995ePriePjjnofjjpi 2.8 193

Jun S Liu

2



64 ParameterPExpansionPforPDataPzugmentationgPJournaliofitheiAmericaniStatisticaliAssociationeP1999eP
rmePjkomfjkpm 2.8 182

63 –lindPDeconvolutionPviaPSequentialPImputationsgPJournaliofitheiAmericaniStatisticaliAssociationeP
1995ePriePnopfnpo 2.8 182

62 QualityPcontrolePmodelingePandPvisualizationPofPβRISPRPscreensPwithPMzGeβKfVISPRgPGenomei
BiologyeP2015ePjoePkqj 18.3 171

61 SequentialPMontePβarloPMethodsPforPStatisticalPznalysisPofPTablesgPJournaliofitheiAmericani
StatisticaliAssociationeP2005ePjiiePjirfjki 2.8 152

60 GenomicPsequencePisPhighlyPpredictivePofPlocalPnucleosomePdepletiongPPLoSiComputationaliBiologyeP
2008ePmePejl 5 145

59 –ayesianPinferencePofPspatialPorganizationsPofPchromosomesgPPLoSiComputationaliBiologyeP2013ePrePejiikqrl5 140

58 MontePβarloPStrategiesPinPScientificPβomputinggPSpringeriSeriesiiniStatisticseP2004eP 0.3 120

57 HaplotypePblockPpartitioningPandPtagPSNPPselectionPusingPgenotypePdataPandPtheirPapplicationsPtoP
associationPstudiesgPGenomeiResearcheP2004ePjmePriqfjo 9.7 119

56 ModelingPwithinfmotifPdependencePforPtranscriptionPfactorPbindingPsitePpredictionsgPBioinformaticseP
2004ePkiePrirfjo 7.2 111

55 βonvergentPregulatoryPevolutionPandPlossPofPflightPinPpaleognathousPbirdsgPScienceeP2019ePlomePpmfpq 33.3 103

54 NonparametricPhierarchicalP–ayesPviaPsequentialPimputationsgPAnnalsiofiStatisticseP1996ePkmePrjj 3.2 99

53 SequentialPimportancePsamplingPforPnonparametricP–ayesPmodelssPThePnextPgenerationgPCanadiani
JournaliofiStatisticseP1999ePkpePknjfkop 0.4 98

52 βooperationPbetweenPPolycombPandPandrogenPreceptorPduringPoncogenicPtransformationgPGenomei
ResearcheP2012ePkkePlkkflj 9.7 97

51 DefiningPaPcentromereflikePelementPinP–acillusPsubtilisPbyPIdentifyingPthePbindingPsitesPforPtheP
chromosomefanchoringPproteinPRaczgPMoleculariCelleP2005ePjpePpplfqk 17.6 80

50 –ioOptimizersPaP–ayesianPscoringPfunctionPapproachPtoPmotifPdiscoverygPBioinformaticseP2004ePkiePjnnpfom7.2 79

49 ExpansionPofPbiologicalPpathwaysPbasedPonPevolutionaryPinferencegPCelleP2014ePjnqePkjlfkn 56.2 75

48 RejectionPβontrolPandPSequentialPImportancePSamplinggPJournaliofitheiAmericaniStatisticali
AssociationeP1998ePrlePjikkfjilj 2.8 75

47 LandscapePofP–PcellPimmunityPandPrelatedPimmunePevasionPinPhumanPcancersgPNatureiGeneticseP2019eP
njePnoifnop 36.3 56

(2019-1999)

3



46 βomputationalPDiscoveryPofPGenePRegulatoryP–indingPMotifssPzP–ayesianPPerspectivegPStatisticali
ScienceeP2004ePjrePjqq 2.4 54

45 zPnewPsequentialPimportancePsamplingPmethodPandPitsPapplicationPtoPthePtwofdimensionalP
hydrophobicâ��hydrophilicPmodelgPJournaliofiChemicaliPhysicseP2002ePjjpePlmrkflmrq 3.9 53

44 MarkovianPStructuresPinP–iologicalPSequencePzlignmentsgPJournaliofitheiAmericaniStatisticali
AssociationeP1999ePrmePjfjn 2.8 50

43 zPboostingPapproachPforPmotifPmodelingPusingPβhIPfchipPdatagPBioinformaticseP2005ePkjePkolofml 7.2 46

42 OnPsidefchainPconformationalPentropyPofPproteinsgPPLoSiComputationaliBiologyeP2006ePkePejoq 5 44

41 NetworkPanalysisPofPgenePessentialityPinPfunctionalPgenomicsPexperimentsgPGenomeiBiologyeP2015eP
joePklr 18.3 41

40 ExtractingPsequencePfeaturesPtoPpredictPproteinfDNzPinteractionssPaPcomparativePstudygPNucleici
AcidsiResearcheP2008ePloePmjlpfmq 20.1 39

39 –ESTsPbindingfsitePestimationPsuitePofPtoolsgPBioinformaticseP2005ePkjePkrirfjj 7.2 36

38 IncorporatingPgenotypingPuncertaintyPinPhaplotypePinferencePforPsinglefnucleotidePpolymorphismsgP
AmericaniJournaliofiHumaniGeneticseP2004ePpmePmrnfnji 11 34

37 RevisitPlinearPregressionfbasedPdeconvolutionPmethodsPforPtumorPgenePexpressionPdatagPGenomei
BiologyeP2017ePjqePjkp 18.3 30

36 LookaheadPStrategiesPforPSequentialPMontePβarlogPStatisticaliScienceeP2013ePkqeP 2.4 28

35 MontePβarloP–ayesianPSignalPProcessingPforPWirelessPβommunicationsgPJournaliofiSignaliProcessingi
SystemseP2002ePliePqrfjin 28

34 cepipsPcontextfdependentPepigenomicPweightingPforPprioritizationPofPregulatoryPvariantsPandP
diseasefassociatedPgenesgPGenomeiBiologyeP2017ePjqePnk 18.3 27

33 zPsuitePofPwebfbasedPprogramsPtoPsearchPforPtranscriptionalPregulatoryPmotifsgPNucleiciAcidsi
ResearcheP2004ePlkePWkimfp 20.1 27

32 zPcoalescencefguidedPhierarchicalP–ayesianPmethodPforPhaplotypePinferencegPAmericaniJournaliofi
HumaniGeneticseP2006ePprePljlfkk 11 25

31 HaplotypePinformationPandPlinkagePdisequilibriumPmappingPforPsinglePnucleotidePpolymorphismsgP
GenomeiResearcheP2003ePjlePkjjkfp 9.7 25

30 UnderstandingPspatialPorganizationsPofPchromosomesPviaPstatisticalPanalysisPofPHifβPdatagP
QuantitativeiBiologyeP2013ePjePjnofjpm 3.9 22

29 ThePdistributionPofPgenomicPvariationsPinPhumanPiPSβsPisPrelatedPtoPreplicationftimingP
reorganizationPduringPreprogramminggPCelliReportseP2014ePpePpifq 10.6 21

Jun S Liu

4



28 OnPlearningPstrategiesPforPevolutionaryPMontePβarlogPStatisticsiandiComputingeP2007ePjpePklflq 1.8 21

27 StatisticalPassessmentPofPthePglobalPregulatoryProlePofPhistonePacetylationPinPSaccharomycesP
cerevisiaegPGenomeiBiologyeP2006ePpePRpi 18.3 21

26 StoppingftimePresamplingPforPsequentialPMontePβarloPmethodsgPJournaliofitheiRoyaliStatisticali
SocietyiSeriesiB:iStatisticaliMethodologyeP2005ePopePjrrfkjp 3.9 21

25 StatisticalPinferencePandPMontePβarloPalgorithmsgPTesteP1996ePnePkmrflmm 1.1 20

24 MontePβarloPsamplingPofPnearfnativePstructuresPofPproteinsPwithPapplicationsgPProteins:iStructureyi
FunctioniandiBioinformaticseP2007ePooePojfq 4.2 18

23 –ayesianPDetectionPofPβonvergentPRatePβhangesPofPβonservedPNoncodingPElementsPonP
PhylogeneticPTreesgPMoleculariBiologyiandiEvolutioneP2019ePloePjiqofjjii 8.3 17

22 TmodsPtoolboxPofPmotifPdiscoverygPBioinformaticseP2010ePkoePminfp 7.2 16

21 DeterminantsPofPtranscriptionPfactorPregulatoryPrangegPNatureiCommunicationseP2020ePjjePkmpk 17.4 13

20 –ayesianPhierarchicalPmodelPofPproteinfbindingPmicroarrayPkfmerPdataPreducesPnoisePandPidentifiesP
transcriptionPfactorPsubclassesPandPpreferredPkfmersgPBioinformaticseP2013ePkrePjlrifq 7.2 13

19 zPRIPKjfregulatedPinflammatoryPmicroglialPstatePinPamyotrophicPlateralPsclerosisgPProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaeP2021ePjjqeP 11.5 10

18 ReductionPofPmNzTjhhNzTkPβontributesPtoPβerebralPEndothelialPNecroptosisPandPz˛†PzccumulationP
inPzlzheimerWsPDiseasegPCelliReportseP2020ePllePjiqmmp 10.6 7

17 βomputationalPDeconvolutionPofPTumorfInfiltratingPImmunePβomponentsPwithP–ulkPTumorPGeneP
ExpressionPDatagPMethodsiiniMoleculariBiologyeP2020ePkjkiePkmrfkok 1.4 6

16 zssociationPpatternPdiscoveryPviaPthemePdictionaryPmodelsgPJournaliofitheiRoyaliStatisticaliSocietyi
SeriesiB:iStatisticaliMethodologyeP2014ePpoePljrflmp 3.9 5

15 PredictivePUpdatingPMethodsPwithPzpplicationPtoP–ayesianPβlassificationgPJournaliofitheiRoyali
StatisticaliSocietyiSeriesiB:iMethodologicaleP1996ePnqePlrpfmjn 5

14 –ayesianPhiddenPMarkovPtreePmodelsPforPclusteringPgenesPwithPsharedPevolutionaryPhistorygPAnnalsi
ofiAppliediStatisticseP2019ePjleP 2.1 3

13 NonparametricPhierarchicalP–ayesPanalysisPofPbinomialPdataPviaP–ernsteinPpolynomialPpriorsgP
CanadianiJournaliofiStatisticseP2012ePmiePlkqflmm 0.4 3

12 MontePβarloP–ayesianPSignalPProcessingPforPWirelessPβommunicationsP2002ePqrfjin 3

11 SIMPLEssPaPsinglefcellPRNzPsequencingPimputationPstrategyPpreservingPgenePmodulesPandPcellP
clustersPvariationgPNARiGenomicsiandiBioinformaticseP2020ePkePlqaaipp 3.7 3

(2020-2007)

5



10 ThePEMPzlgorithmPandPthePRisePofPβomputationalP–iologygPStatisticaliScienceeP2010ePkneP 2.4 2

9 HaplotypePInferencePandPItsPzpplicationPinPLinkagePDisequilibriumPMappinggPLectureiNotesiini
ComputeriScienceeP2004ePmqfoj 0.9 2

8 MontePβarloPzpproximationPofP–ayesPFactorsPviaPMixingPWithPSurrogatePDistributionsgPJournaliofi
theiAmericaniStatisticaliAssociationeP2020ePjfjo 2.8 2

7 NeuronizedPPriorsPforP–ayesianPSparsePLinearPRegressiongPJournaliofitheiAmericaniStatisticali
Associationejfjo 2.8 2

6 InferringPSpatialPOrganizationPofPIndividualPTopologicallyPzssociatedPDomainsPviaPPiecewisePHelicalP
ModelgPIEEE/ACMiTransactionsioniComputationaliBiologyiandiBioinformaticseP2020ePjpePompfono 3 1

5 StratificationPandPoptimalPresamplingPforPsequentialPMontePβarlogPBiometrikae 2 1

4 –ayesianPMethodsPinP–iologicalPSequencePznalysisP2008ePopfro

3 DynamicPProgrammingPzlgorithmsPforPHaplotypeP–lockPPartitioningPandPTagPSNPPSelectionPUsingP
HaplotypePDataPorPGenotypePDatagPLectureiNotesiiniComputeriScienceeP2004eProfjjk 0.9

2 StatisticalPLearningPandPModelingPofPTFfDNzP–indingP2011ePnnfpk

1 StatisticalPMethodsPinP–ioinformaticsP2013ePjijfjmr

Jun S Liu

6


