
Jiawei Mao

ListiofiPublicationsibyiCitations

Source:ihttps:yyexalyxcomyauthorwpdfy11484534yjiaweiwmaowpublicationswbywcitationsxpdf

Version:i2024w04w09i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyxcomxiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovex

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticlex

31
papers

444
citations

13
h-index

20
g-index

32
ext. papers

562
ext. citations

6.6
avg, IF

3.35
L-index



l Paper IF Citations

31 HighlyOEfficientOReleaseOofOGlycopeptidesOfromOHydrazideOBeadsObyOHydroxylamineOAssistedO
PNGaseOFODeglycosylationOforONfGlycoproteomeOAnalysisgOAnalyticaltChemistryeO2015eOrqeOkikssflin 7.8 39

30 InfDepthOAnalysisOofOGlycoproteinOSialylationOinOSerumOUsingOaODualfFunctionalOMaterialOwithO
SuperiorOHydrophilicityOandOSwitchableOSurfaceOChargegOAnalyticaltChemistryeO2017eOrseOmsppfmsql 7.8 33

29 PreparationOofOPolypropyleneOSpinOTipsOFilledOwithOImmobilizedOTitaniumaIVbOIonOMonolithicO
AdsorbentOforORobustOPhosphoproteomeOAnalysisgOAnalyticaltChemistryeO2016eOrreOoiorfpn 7.8 31

28 ProteomicsOAnalysisOofOOfGalNAcOGlycosylationOinOHumanOSerumObyOanOIntegratedOStrategygO
AnalyticaltChemistryeO2017eOrseOknpsfknqp 7.8 29

27 AntibodyfFreeOApproachOforOtheOGlobalOAnalysisOofOProteinOMethylationgOAnalyticaltChemistryeO2016eO
rreOkkmksfkkmlq 7.8 29

26 AnOimmobilizedOtitaniumOaIVbOionOaffinityOchromatographyOadsorbentOforOsolidOphaseOextractionOofO
phosphopeptidesOforOphosphoproteomeOanalysisgOJournaltoftChromatographytAeO2017eOknsreOllflr 4.5 28

25 AOpeptideONfterminalOprotectionOstrategyOforOcomprehensiveOglycoproteomeOanalysisOusingO
hydrazideOchemistryObasedOmethodgOScientifictReportseO2015eOoeOkikpn 4.9 28

24 SalinityfInducedOPalmellaOFormationOMechanismOinOHalotolerantOAlgaeORevealedObyOQuantitativeO
ProteomicsOandOPhosphoproteomicsgOFrontierstintPlanttScienceeO2017eOreOrki 6.2 28

23 ProteomicOanalysisOofOproteinOmethylationOinOtheOyeastOSaccharomycesOcerevisiaegOJournaltoft
ProteomicseO2015eOkkneOllpfmm 3.9 27

22 HighlyOPorousOMetalfFreeOGraphiticOCarbonODerivedOfromOMetalfOrganicOFrameworkOforOProfilingOofO
NfLinkedOGlycansgOACStAppliedtMaterialst&amp;tInterfaceseO2018eOkieOkkrspfkksip 9.5 26

21 AONewOSearchingOStrategyOforOtheOIdentificationOofOOfLinkedOGlycopeptidesgOAnalyticaltChemistryeO
2019eOskeOmrolfmros 7.8 20

20 QuantitativeOproteomicsOrevealsOtheOkineticsOofOtrypsinfcatalyzedOproteinOdigestiongOAnalyticaltandt
BioanalyticaltChemistryeO2014eOnipeOplnqfop 4.4 19

19 AmineOChemistryOMethodOforOSelectiveOEnrichmentOofONfLinkedOGlycopeptidesOforOGlycoproteomicsO
AnalysisgOJournaltoftProteometResearcheO2015eOkneOmrslfs 5.6 13

18 ProteomicsOanalysisOofOsitefspecificOglycoformsObyOaOvirtualOmultistageOmassOspectrometryOmethodgO
AnalyticatChimicatActaeO2019eOkiqieOpifpr 6.6 10

17 SensitiveOprofilingOofOcellOsurfaceOproteomeObyOusingOanOoptimizedObiotinylationOmethodgOJournaltoft
ProteomicseO2019eOkspeOmmfnk 3.9 10

16 ChemoenzymaticOApproachOforOtheOProteomicsOAnalysisOofOMucinfTypeOCorefkOOfGlycosylationOinO
HumanOSerumgOAnalyticaltChemistryeO2018eOsieOklqknfklqll 7.8 10

15 OnefStepOSHlOSuperbinderfBasedOApproachOforOSensitiveOAnalysisOofOTyrosineOPhosphoproteomegO
JournaltoftProteometResearcheO2019eOkreOkrqifkrqs 5.6 8

Jiawei Mao

2



14 PseudotargetedOMSOMethodOforOtheOSensitiveOAnalysisOofOProteinOPhosphorylationOinOProteinO
ComplexesgOAnalyticaltChemistryeO2018eOsieOplknfpllk 7.8 8

13 HighlyOEfficientOAnalysisOofOGlycoproteinOSialylationOinOHumanOSerumObyOSimultaneousO
QuantificationOofOGlycositesOandOSitefSpecificOGlycoformsgOJournaltoftProteometResearcheO2019eOkreOmnmsfmnnp5.6 8

12 SHlOSuperbinderOModifiedOMonolithicOCapillaryOColumnOforOtheOSensitiveOAnalysisOofOProteinO
TyrosineOPhosphorylationgOJournaltoftProteometResearcheO2018eOkqeOlnmflok 5.6 7

11
EnzymeOKineticsOforOComplexOSystemOEnablesOAccurateODeterminationOofOSpecificityOConstantsOofO
NumerousOSubstratesOinOaOMixtureObyOProteomicsOPlatformgOMoleculartandtCellulartProteomicseO2017eO
kpeOkmofkno

7.6 7

10 HighlyOEfficientOIdentificationOofOOfGalNAcOGlycosylationObyOanOAcidfAssistedOGlycoformO
SimplificationOApproachgOProteomicseO2018eOkreOekriiinl 4.8 6

9 ProfilingOofOEndogenouslyOIntactONfLinkedOandOOfLinkedOGlycopeptidesOfromOHumanOSerumOUsingO
anOIntegratedOPlatformgOJournaltoftProteometResearcheO2020eOkseOknlmfknmn 5.6 4

8 SpecificOmixingOfacilitatesOtheOcomparativeOquantificationOofOphosphorylationOsitesOwithOsignificantO
dysregulationsgOAnalyticatChimicatActaeO2017eOsoieOklsfkmq 6.6 4

7 SelectiveOenrichmentOofONfterminalOprolineOpeptidesOviaOhydrazideOchemistryOforOproteomicsO
analysisgOAnalyticatChimicatActaeO2021eOkknleOnrfoo 6.6 4

6 TheOproteomicOanalysisOimprovedObyOcleavageOkineticsfbasedOfractionationOofOtrypticOpeptidesgO
ProteomicseO2015eOkoeOmpkmfp 4.8 2

5 GlycofDecipherOenablesOglycanOdatabasefindependentOpeptideOmatchingOandOinfdepthO
characterizationOofOsitefspecificONfglycosylationggONaturetCommunicationseO2022eOkmeOksii 17.4 2

4 MSfDeciphertOaOuserffriendlyOproteomeOdatabaseOsearchOsoftwareOwithOanOemphasisOonOdecipheringO
theOspectraOofOOflinkedOglycopeptidesggOBioinformaticseO2022eO 7.2 1

3 RapidOEnzymefMediatedOBiotinylationOforOCellOSurfaceOProteomeOProfilinggOAnalyticaltChemistryeO
2021eOsmeOnonlfnook 7.8 1

2 ComparativeOproteomicOanalysisOofOproteinOmethylationOprovidesOinsightOintoOtheOresistanceOofO
hepatocellularOcarcinomaOtoOoffluorouracilgOJournaltoftProteomicseO2020eOlkseOkimqmr 3.9 1

1 InvestigatingOtheORelationshipObetweenOtheOSubstratesVOConsumptionOandOTheirOAbundancesOinOaO
ComplexOEnzymaticOSystemgOAnalyticaltChemistryeO2017eOrseOkipnnfkipnr 7.8 0

List of Publications

3


