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44 PopulationNdataNandNgeneticNstructureNanalysisNbasedNonNipNYdSTRNlociNamongNtheNethnolinguisticN
groupsNinNyurkinaNFasoeNInternationalnJournalnofnLegalnMedicinecN2021cNhjlcNhnmndhnmp 3.1 1

43 ForensicNparametersNandNgeneticNstructureNanalysisNofNjgNautosomalNIn’elsNofNtheNpopulationNinN
FreetowncNSierraNLeoneeNInternationalnJournalnofnLegalnMedicinecN2021cNhjlcNnmndnmp 3.1 2

42 xnNhoNMultidIn’elsNpanelNforNanalysisNofNhighlyNdegradedNforensicNbiologicalNsampleseNElectrophoresis
cN2021cNkicNhhkjdhhli 3.6 2

41 ’evelopmentalNvalidationNofNtheNSTRscandhnLzNkitqNaNmN’yeNSTRNkitNenhancedNstabilityNandNabilityNtoN
detectNdegradedNsampleseNInternationalnJournalnofnLegalnMedicinecN2021cNhjlcNkjhdkkg 3.1 1

40 ForensicNcharacteristicsNandNgeneticNstructureNofNhoNautosomalNSTRNlociNinNtheNSierraNLeoneN
populationeNInternationalnJournalnofnLegalnMedicinecN2021cNhjlcNklldklm 3.1 1

39 xNNovelNSNPdSTRNSystemNyasedNonNaNzapillaryN™lectrophoresisNPlatformeNFrontiersninnGeneticscN2021cN
hicNmjmoih 4.5 7

38
zonsideringNtheNflankingNregionNvariantsNofNnonbinaryNSNPNandNphenotypedinformativeNSNPNtoN
constituteNjgNmicrohaplotypeNlociNforNincreasingNtheNdiscriminativeNabilityNofNforensicNapplicationseN
ElectrophoresiscN2021cNkicNhhhldhhim

3.6 3

37 FeasibilityNofNusingNprobabilisticNmethodsNtoNanalyseNmicroRNxNquantitativeNdataNinNforensicallyN
relevantNbodyNfluidsqNaNproofdofdprincipleNstudyeNInternationalnJournalnofnLegalnMedicinecN2021cNhjlcNiikndiimh3.1 0

36 ’evelopmentNandNvalidationNofNnovelNoddyeNshortNtandemNrepeatNmultiplexNsystemNforNforensicN
applicationseNInternationalnJournalnofnLegalnMedicinecN2021cNhjlcNiimjdiink 3.1 1

35 zonstructionNandNforensicNapplicationNofNigNhighlyNpolymorphicNmicrohaplotypeseNRoyalnSocietyn
OpennSciencecN2020cNncNhphpjn 3.3 8

34 ’evelopmentNandNapplicationNofNaNnonbinaryNSNPdbasedNmicrohaplotypeNpanelNforNpaternityNtestingN
involvingNcloseNrelativeseNForensicnSciencenInternational:nGeneticscN2020cNkmcNhgiill 4.3 15

33 TRIMklNSuppressesNtheN’evelopmentNofNNondsmallNzellNLungNzancereNCurrentnMolecularnMedicinecN
2020cNigcNippdjgm 2.5 3

32 GeneticNcharacterizationNofNhpNXdSTRsNinNSierraNLeoneNpopulationNfromNFreetowneNInternationaln
JournalnofnLegalnMedicinecN2020cNhjkcNhmlpdhmmh 3.1 3

31 MultidIndelqNxNMicrohaplotypeNMarkerNzanNyeNTypedNUsingNzapillaryN™lectrophoresisNPlatformseN
FrontiersninnGeneticscN2020cNhhcNlmngoi 4.5 5

30 GeneticNpolymorphismNofNikNYdSTRNlociNinNxltayNHuiNandNKazakhNpopulationsNfromNnorthwestNzhinaeN
LegalnMedicinecN2020cNkncNhghnmg 1.9 3

29 FungalNsuccessionNduringNmammalianNcadaverNdecompositionNandNpotentialNforensicNimplicationseN
ScientificnReportscN2019cNpcNhipgn 4.9 8

28 GenerationNofNN™RzeggjdxdjcNaNpljNcompoundNheterozygousNmutationNhumanNembryonicNstemNcellN
linecNbyNzRISPRfzaspNeditingeNStemnCellnResearchcN2019cNjkcNhghjnh 1.6 0
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27 GeneticNpolymorphismsNofNnewNiiNautosomalNSTRNlociNinNtheNMongolianNethnicNgroupeNInternationaln
JournalnofnLegalnMedicinecN2019cNhjjcNhkgldhkgn 3.1 4

26 xccuracyNofNtheN’emirjianNandNWillemsNmethodsNofNdentalNageNestimationNforNchildrenNfromNcentralN
southernNzhinaeNInternationalnJournalnofnLegalnMedicinecN2019cNhjjcNlpjdmgh 3.1 16

25 GeneticNpolymorphismNinvestigationNofNhmNXdSTRNlociNinNaNHanNpopulationNinNzentralNSouthNzhinaeN
ForensicnSciencenInternational:nGeneticscN2019cNjpcNeihdeij 4.3 3

24 zomparativeNMitogenomicNxnalysisNofNForensicallyNImportantNSarcophagidNFliesNX’ipteraqN
SarcophagidaeYNandNImplicationsNofNSpeciesNIdentificationeNJournalnofnMedicalnEntomologycN2019cNlmcNjpidkgn2.2 8

23 GeneticNpolymorphismNofNipNSTRNlociNinNtheNHunanNHanNpopulationNfromNzhinaeNForensicnSciencesn
ResearchcN2019cNkcNjlhdjlj 3.6 6

22 ThirdNmolarNmineralizationNinNrelationNtoNchronologicNageNestimationNofNtheNHanNinNcentralNsouthernN
zhinaeNInternationalnJournalnofnLegalnMedicinecN2018cNhjicNhkindhkjl 3.1 8

21 ’evelopingNaNMtSNPdbasedNgenotypingNsystemNforNgeneticNidentificationNofNforensicallyNimportantN
fleshNfliesNX’ipteraqNSarcophagidaeYeNForensicnSciencenInternationalcN2018cNipgcNhnodhoo 2.6 1

20 TheNforensicNvalueNofNXdlinkedNmarkersNinNmixeddmaleN’NxNanalysiseNInternationalnJournalnofnLegaln
MedicinecN2018cNhjicNhiohdhiol 3.1

19 TheNxpplicationNofNzOINGeneNforNSpeciesNIdentificationNofNForensicallyNImportantNMuscidNFliesN
X’ipteraqNMuscidaeYeNJournalnofnMedicalnEntomologycN2018cNllcNhhlgdhhlp 2.2 6

18 RevisitingNtheNmaleNgeneticNlandscapeNofNzhinaqNaNmultidcenterNstudyNofNalmostNjocgggNYdSTRN
haplotypeseNHumannGeneticscN2017cNhjmcNkoldkpn 6.3 51

17 ’evelopingNaNnewNnonbinaryNSNPNfluorescentNmultiplexNdetectionNsystemNforNforensicNapplicationNinN
zhinaeNElectrophoresiscN2017cNjocNhhlkdhhmi 3.6 6

16 GeneticNdistributionNofNihNSTRNlociNinNtheNzhineseNHanNpopulationNfromNHainanNIslandNusingN
Goldeneyeâ�¢N’NxNI’NiiNzNKiteNForensicnSciencenInternational:nGeneticscN2017cNipcNehpdeig 4.3 5

15 GeneticNpolymorphismsNofNihNSTRNlociNinNGoldeneyeâ�¢N’NxNI’NiiNzNKitNforNzhineseNLiNethnicNgroupeN
ForensicnSciencenInternational:nGeneticscN2017cNiocNekldekm 4.3 2

14 xssociationNbetweenNanNindelNpolymorphismNinNtheNjWUTRNofNzOLhxiNandNtheNriskNofNsuddenNcardiacN
deathNinNzhineseNpopulationseNLegalnMedicinecN2017cNiocNiidim 1.9 9

13 PopulationNgeneticsNofNimNYdSTRNlociNforNtheNHanNethnicNinNHunanNprovincecNzhinaeNInternationaln
JournalnofnLegalnMedicinecN2017cNhjhcNhhldhhn 3.1 12

12 TheNcompleteNmitochondrialNgenomeNofNtheNfleshNflycNMuscinaNstabulansNX’ipteraqNmuscidaeYeN
MitochondrialnDNAnPartnA:nDNAnMapping,nSequencing,nandnAnalysiscN2016cNincNkgmpdkgng 1.3 7

11 PotentialNuseNofNbacterialNcommunityNsuccessionNforNestimatingNpostdmortemNintervalNasNrevealedN
byNhighdthroughputNsequencingeNScientificnReportscN2016cNmcNikhpn 4.9 49

10 GeneticNpolymorphicNinvestigationNofNihNautosomalNshortNtandemNrepeatNlociNinNtheNzhineseNLiN
ethnicNgroupeNForensicnSciencenInternational:nGeneticscN2016cNikcNehndeho 4.3 5
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9 GeneticNpolymorphismsNofNimNYdSTRNlociNinNtheNMongolianNminorityNfromNHorqinNdistrictcNzhinaeN
InternationalnJournalnofnLegalnMedicinecN2016cNhjgcNpkhdpkm 3.1 16

8
’evelopmentNofNaNcandidateNmethodNforNforensicNmicrobialNgenotypingNusingNmultiplexN
pyrosequencingNcombinedNwithNaNuniversalNbiotinylatedNprimereNForensicnSciencenInternationalcN2015cN
ikmcNehdm

2.6 15

7 GeneticNpolymorphismNofNihNnondzO’ISNSTRNlociNforNHanNpopulationNinNHunanNProvincecNzhinaeN
ForensicnSciencenInternational:nGeneticscN2015cNhncNohdoi 4.3 17

6 ParallelNxnalysisNofNhikNUniversalNSNPsNforNHumanNIdentificationNbyNTargetedNSemiconductorN
SequencingeNScientificnReportscN2015cNlcNhomoj 4.9 18

5 PopulationNgeneticNstudyNofNjkNXdzhromosomeNmarkersNinNlNmainNethnicNgroupsNofNzhinaeNScientificn
ReportscN2015cNlcNhnnhh 4.9 11

4 xngioleiomyomasNinNtheNheadNandNneckqNxNretrospectiveNclinicalNandNimmunohistochemicalNanalysiseN
OncologynLetterscN2014cNocNikhdikn 2.6 26

3 zorrelationNbetweenNsuperoxideNdismutaseNhNandNiNpolymorphismsNandNsusceptibilityNtoNoralN
squamousNcellNcarcinomaeNExperimentalnandnTherapeuticnMedicinecN2014cNncNhnhdhno 2.1 26

2 GeneticNpolymorphismNofNihNnondzO’ISNSTRNlociNinNtheNzhineseNMongolianNethnicNminorityeNForensicn
SciencenInternational:nGeneticscN2014cNpcNejidj 4.3 15

1 xpplicationNofNzameriereâ��sNmethodNforNdentalNageNestimationNinNchildrenNinNSouthNzhinaeNForensicn
SciencesnResearchchdp 3.6 0
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