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Dynamics of genome architecture and chromatin function during human B cell differentiation and
neoplastic transformation. Nature Communications, 2021, 12, 651.

Chromatin activation as a unifying principle underlying pathogenic mechanisms in multiple myeloma. 5.5 35
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Clonal dynamics monitoring during clinical evolution in chronic lymphocytic leukaemia. Scientific
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The reference epigenome and regulatory chromatin landscape of chronic lymphocytic leukemia.
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Exome sequencing identifies recurrent mutations of the splicing factor SF3B1 gene in chronic
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