67 2,044 26 44

papers citations h-index g-index

70 2,530 5.6 4.73

ext. papers ext. citations avg, IF L-index



66

60

58

56

54

52

FRANZ ALLERBERGER

Paper IF Citations

Defining and Evaluating a Core Genome Multilocus Sequence Typing Scheme for Whole-Genome
Sequence-Based Typing of Listeria monocytogenes. Journal of Clinical Microbiology, 2015, 53, 2869-76

Livestock-associated methicillin-resistant Staphylococcus aureus in humans, Europe. Emerging

Infectious Diseases, 2011, 17, 502-5 102 165

Listeria rocourtiae sp. nov. International Journal of Systematic and Evolutionary Microbiology, 2010,
60,2210-2214

Classifying spa types in complexes improves interpretation of typing results for 81
methicillin-resistant Staphylococcus aureus. Journal of Clinical Microbiology, 2006, 44, 2442-8 97

Infection of red deer, cattle, and humans with Mycobacterium bovis subsp. caprae in western
Austria. Journal of Clinical Microbiology, 2002, 40, 2270-2

Listeria: growth, phenotypic differentiation and molecular microbiology. FEMS Immunology and
Medical Microbiology, 2003, 35, 183-9

In-vitro activity of Fosfomycin against vancomycin-resistant enterococci. Journal of Antimicrobial
Chemotherapy, 1999, 43, 211-7

Hemolytic-uremic syndrome associated with enterohemorrhagic Escherichia coli 026:H infection o 6
and consumption of unpasteurized cow[$ milk. /International Journal of Infectious Diseases, 2003, 7, 42-5 5 o4
Antibiotic stewardship implementation in the EU: the way forward. Expert Review of Anti-Infective
Therapy, 2009, 7, 1175-83

SARS-CoV-2 re-infection risk in Austria. European Journal of Clinical Investigation, 2021, 51, e13520 46 61

Rapid identification of multidrug-resistant Mycobacterium tuberculosis isolates by rpoB gene
scanning using high-resolution melting curve PCR analysis. Journal of Antimicrobial Chemotherapy,
2009, 63, 1121-7

Comparative study of five different techniques for epidemiological typing of Escherichia coli O157.
Diagnostic Microbiology and Infectious Disease, 1998, 32, 165-76 29 57

Outbreak of staphylococcal food intoxication after consumption of pasteurized milk products, June
2007, Austria. Wiener Klinische Wochenschrift, 2009, 121, 125-31

Evaluating levels of knowledge on food safety among food handlers from restaurants and various 6
catering businesses in Vienna, Austria 2011/2012. Food Control, 2014, 35, 33-40 ) 53

Multiple-locus variable-number tandem repeat analysis for subtyping of Salmonella enterica subsp.
enterica serovar Enteritidis. /nternational Journal of Medical Microbiology, 2009, 299, 43-51

Genome sequencing of Listeria monocytogenes "Quargel" listeriosis outbreak strains reveals two
different strains with distinct in vitro virulence potential. PLoS ONE, 2014, 9, e89964 37 45

Stress survival islet 1 (SSI-1) survey in Listeria monocytogenes reveals an insert common to listeria

innocua in sequence type 121 L. monocytogenes strains. Applied and Environmental Microbiology,
2011,77,2169-73




(2011-1999)

° Use of automated ribotyping of Austrian Listeria monocytogenes isolates to support 58
5 epidemiological typing. Journal of Microbiological Methods, 1999, 35, 237-44 ) 44

An outbreak of febrile gastroenteritis associated with jellied pork contaminated with Listeria
monocytogenes. Wiener Klinische Wochenschrift, 2009, 121, 149-56

Whole genome sequencing reveals resemblance between ESBL-producing and carbapenem
48  resistant Klebsiella pneumoniae isolates from Austrian rivers and clinical isolates from hospitals. 10.2 40
Science of the Total Environment, 2019, 662, 227-235

Optimization of antibiotic use in hospitals--antimicrobial stewardship and the EU project ABS
international. Chemotherapy, 2008, 54, 260-7

6 Whole genome sequence-based serogrouping of Listeria monocytogenes isolates. Journal of
4 Biotechnology, 2016, 235, 181-6 37 32

European Society of Clinical Microbiology and Infectious Diseases: 2021 update on the treatment
guidance document for Clostridioides difficile infection in adults. Clinical Microbiology and Infection,
2021,

Prospective observational study comparing three different treatment regimes in patients with

44 Clostridium difficile infection. Antimicrobial Agents and Chemotherapy, 2012, 56, 1974-8 59 28

Multicenter Study of Cronobacter sakazakii Infections in Humans, Europe, 2017. Emerging Infectious
Diseases, 2019, 25, 515-522

Bactericidal activity of vancomycin in cerebrospinal fluid. Antimicrobial Agents and Chemotherapy,

42 1999, 43,1932-4 59 26

Isolate-Based Surveillance of by Whole Genome Sequencing in Austria. Frontiers in Microbiology,
2019, 10, 2282

Emergence of coronavirus disease 2019 (COVID-19) in Austria. Wiener Klinische Wochenschrift, 2020
40132, 645-652 233

Whole Genome Sequencing Based Surveillance of for Early Detection and Investigations of
Listeriosis Outbreaks. Frontiers in Public Health, 2019, 7, 139

3 Simultaneous infection with two drug-susceptible Mycobacterium tuberculosis strains in an 5
b immunocompetent host. Journal of Clinical Microbiology, 1999, 37, 4156-7 97 4

Epidemiology of listeriosis in Austria. Wiener Klinische Wochenschrift, 2009, 121, 113-9

Rifaximin disc diffusion test for in vitro susceptibility testing of Clostridium difficile. Journal of

Medical Microbiology, 2011, 60, 1206-1212 32 21

Large Nationwide Outbreak of Invasive Listeriosis Associated with Blood Sausage, Germany,
2018-2019. Emerging Infectious Diseases, 2020, 26, 1456-1464

A Food Handler-Associated, Foodborne Norovirus Gll.4 Sydney 2012-Outbreak Following a

34 Wedding Dinner, Austria, October 2012. Food and Environmental Virology, 2013, 5, 220 4 18

Gene Scanning of an Internalin B Gene Fragment Using High-Resolution Melting Curve Analysis as a

Tool for Rapid Typing of Listeria monocytogenes. Journal of Molecular Diagnostics, 2011, 13, 57-63




FRANZ ALLERBERGER

Identifying and subtyping species of dangerous pathogens by automated ribotyping. Diagnostic

e Microbiology and Infectious Disease, 2003, 47, 313-20 =

Shiga toxin-producing Escherichia coli 0103:H2 outbreak in Germany after school trip to Austria
due to raw cow milk, 2017 - The important role of international collaboration for outbreak
investigations. International Journal of Medical Microbiology, 2018, 308, 539-544

Pregnancy related listeriosis: treatment and control. Expert Review of Anti-Infective Therapy, 2015,
3 13,395-403 55 17

One-step triplex high-resolution melting analysis for rapid identification and simultaneous
subtyping of frequently isolated Salmonella serovars. Applied and Environmental Microbiology, 2012
, 78,3352-60

28 Ongoing outbreak of invasive listeriosis, Germany, 2012 to 2015. Eurosurveillance, 2015, 20, 19.8 16

High-resolution melting analysis of the single nucleotide polymorphism hot-spot region in the rpoB
gene as an indicator of reduced susceptibility to rifaximin in Clostridium difficile. Journal of Medical
Microbiology, 2012, 61, 780-785

Improved protocol for rapid identification of certain spa types using high resolution melting curve

26 Jnalysis. PLoS ONE, 2015, 10, e0116713 37 13

Typing of Austrian Listeria monocytogenes isolates by automated laser fluorescence analysis of
randomly amplified polymorphic DNA. Zentralblatt Fur Bakteriologie: International Journal of
Medical Microbiology, 1997, 286, 33-40

Molecular typing in public health laboratories: from an academic indulgence to an infection control L
24 imperative. Journal of Preventive Medicine and Public Health, 2012, 45, 1-7 37 3

Listeriosis: The Dark Side of Refrigeration and Ensiling 2015, 249-286

Broad-Spectrum Cephalosporin-Resistant spp. Isolated from Diseased Horses in Austria. Animals,

222020, 10,

31 10

Limited value of routine spa typing: a cross-sectional study of methicillin-resistant Staphylococcus
aureus-positive patients in an Austrian hospital. American Journal of Infection Control, 2013, 41, 617-24

Listeriosis outbreak likely due to contaminated liver pEiconsumed in a tavern, Austria, December

2018. Eurosurveillance, 2019, 24, 19.8 10

20

Nationwide outbreak of invasive listeriosis associated with consumption of meat products in health
care facilities, Germany, 2014-2019. Clinical Microbiology and Infection, 2021, 27, 1035.e1-1035.e5

Draft Genome Sequence of Carbapenemase-Producing Isolated from a Patient with Chronic

18 Obstructive Pulmonary Disease. Genome Announcements, 2017, 5, 7

A 2010 Austrian Salmonella enteritidis PT4 outbreak associated with a laying hen holding
previously involved in an S. enteritidis PT4 cluster: pitfalls of regulatory responses in risk
management. Journal of Infection and Public Health, 2012, 5, 332-9

A foodborne outbreak of Salmonella Enteritidis phage type 6 in Austria, 2008. Wiener Klinische

16 Wochenschrift, 2009, 121, 132-6 237

Antibiotic stewardship through the EU project "ABS International". Wiener Klinische Wochenschrift,

2008, 120, 256-63




LIST OF PUBLICATIONS

Population structure-guided profiling of antibiotic resistance patterns in clinical isolates from
14 Germany identifies alleles associated with low levels of cephalosporin resistance. Emerging 189 6
Microbes and Infections, 2020, 9, 1804-1813

Draft Genome Sequence of a 94-Year-Old Listeria monocytogenes Isolate, SLCC208. Genome
Announcements, 2016, 4,

Hospital antibiotic management in Austria--results of the ABS maturity survey of the ABS

12 International group. Wiener Klinische Wochenschrift, 2008, 120, 280-3 23 4

Presence of flLactamase-producing Enterobacterales and Isolates in Marine Mammals.
International Journal of Molecular Sciences, 2021, 22,

10  Use of antibiotics in Austria / Antibiotikaeinsatz in Bterreich. Bodenkultur, 2017, 68, 17-27 03 2

Assessing the Genetic Diversity of Austrian Corynebacterium diphtheriae Clinical Isolates, 2011 to
2019. Journal of Clinical Microbiology, 2021, 59,

The impact of shelf life on exposure as revealed from quality control data associated with the 3
quargel outbreak. International Journal of Food Microbiology, 2018, 279, 64-69 >

Abdominal mycotic aneurysm due to Streptococcus zooepidemicus. Clinical Microbiology Newsletter
, 1996, 18, 46-48

Letter to the editor: Livestock-associated meticillin-resistant (LA-MRSA), Austria, 2013. 108 1
Eurosurveillance, 2017, 22, 9-
Population structure-guided profiling of antibiotic resistance patterns in clinical Listeria

monocytogenes isolates from Germany identifies pbpB3 alleles associated with low levels of

cephalosporin resistance

Draft Genome Sequences of Two Listeria monocytogenes Strains Isolated from Invasive Snails L
4 (Arion vulgaris) in Austria in 2019. Microbiology Resource Announcements, 2021, 10, e0037521 3

The First Bacterial Endocarditis Due to in a Dog.. Pathogens, 2021, 10,

A case of healthcare-associated, multidrug-resistant tuberculosis in Austria: reconsidering the value
2 of cohorting of patients with culture-positive tuberculosis. /nfection Control and Hospital 2
Epidemiology, 2007, 28, 483-5

Austria-wide survey on resistant, potentially pathogenic bacteria at Austrian bathing sites, 2017.

Bodenkultur, 2019, 70, 81-88




