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Phytophthora Resistance Through Production of a Fungal Protein Elicitor (i2-Cryptogein) in Tobacco.
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of the transformed genotype and phenotype. Cell, 1984, 37, 959-967.

a8 The Potential uses of Agrobacterium Rhizogenes in the Genetic Engineering of Higher Plants: Nature 16
Got There First., 1983, , 153-164.



