
Aitor Blanco-Mˆ›guez

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfxzz425z9xaitorublancoumiguezupublicationsubyuyearvpdf

Version:g2y24uy4u26g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

26
papers

826
citations

11
h-index

28
g-index

31
ext. papers

1,493
ext. citations

10.7
avg, IF

4.3
L-index



j Paper IF Citations

26 IntestinalTAkkermansiaTmuciniphilaTpredictsTclinicalTresponseTtoTPDkoTblockadeTinTpatientsTwithT
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14 ComputationalTpredictionTofTtheTbioactivityTpotentialTofTproteomesTbasedTonTexpertTknowledgelT
JournalnofnBiomedicalnInformaticsiT2019iTwoiTonqopo 10.2 1

13 NextTgenerationTcommunityTassessmentTofTbiomedicalTentityTrecognitionTwebTserversxTmetricsiT
performanceiTinteroperabilityTaspectsTofTBeCalmlTJournalnofnCheminformaticsiT2019iTooiTrp 8.6 4

12 ResourcesTandTtoolsTforTtheThighkthroughputiTmultikomicTstudyTofTintestinalTmicrobiotalTBriefingsninn
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9 PrPxTaTpeptidomekbasedTstrainklevelTgenomeTcomparisonTwebTtoollTNucleicnAcidsnResearchiT2017iTrsiTWptskWptw20.1 0

8 ProbioticsiTgutTmicrobiotaiTandTtheirTinfluenceTonThostThealthTandTdiseaselTMolecularnNutritionnandn
FoodnResearchiT2017iTtoiTotnnprn 5.9 442

7 ScreeningTofTtheTHumanTGutTMetaproteomeTIdentifiesTThoukPromotingTPeptidesTEncryptedTinT
ProteinsTofTCommensalTBacterialTFrontiersninnMicrobiologyiT2017iTviToupt 5.7 14

6 ATpeptidomekbasedTphylogenyTpipelineTrevealsTdifferentialTpeptidesTatTtheTstrainTlevelTwithinT
BifidobacteriumTanimalisTsubsplTlactislTFoodnMicrobiologyiT2016iTtniToqukro 6 3

5 TacklingTprobioticTandTgutTmicrobiotaTfunctionalityTthroughTproteomicslTJournalnofnProteomicsiT
2016iToruiTpvkqw 3.9 33

4 ImprovingTPhylogenyTReconstructionTatTtheTStrainTLevelTUsingTPeptidomeTDatasetslTPLoSn
ComputationalnBiologyiT2016iTopiTeonnspuo 5 3

3 FromTaminoTacidTsequenceTtoTbioactivityxTTheTbiomedicalTpotentialTofTantitumorTpeptideslTProteinn
ScienceiT2016iTpsiTonvrkws 6.3 42

2 ReleaseTofTpotentialTprokinflammatoryTpeptidesTfromTSARSkCoVkpTspikeTglycoproteinsTinT
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