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26 IntestinalTAkkermansiaTmuciniphilaTpredictsTclinicalTresponseTtoTPDkoTblockadeTinTpatientsTwithT
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performanceiTinteroperabilityTaspectsTofTBeCalmlTJournalnofnCheminformaticsiT2019iTooiTrp 8.6 4
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9 PrPxTaTpeptidomekbasedTstrainklevelTgenomeTcomparisonTwebTtoollTNucleicnAcidsnResearchiT2017iTrsiTWptskWptw20.1 0
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ProteinsTofTCommensalTBacterialTFrontiersninnMicrobiologyiT2017iTviToupt 5.7 14

6 ATpeptidomekbasedTphylogenyTpipelineTrevealsTdifferentialTpeptidesTatTtheTstrainTlevelTwithinT
BifidobacteriumTanimalisTsubsplTlactislTFoodnMicrobiologyiT2016iTtniToqukro 6 3

5 TacklingTprobioticTandTgutTmicrobiotaTfunctionalityTthroughTproteomicslTJournalnofnProteomicsiT
2016iToruiTpvkqw 3.9 33

4 ImprovingTPhylogenyTReconstructionTatTtheTStrainTLevelTUsingTPeptidomeTDatasetslTPLoSn
ComputationalnBiologyiT2016iTopiTeonnspuo 5 3

3 FromTaminoTacidTsequenceTtoTbioactivityxTTheTbiomedicalTpotentialTofTantitumorTpeptideslTProteinn
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