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143 TheLatomicLstructureLofLproteinaproteinLrecognitionLsitesbLJournalfoffMolecularfBiologyYL1999YLfliYLfekkaml6.5 1730

142 PrinciplesLofLproteinaproteinLrecognitionbLNatureYL1975YLfijYLkdial 50.4 913

141 InteriorLandLsurfaceLofLmonomericLproteinsbLJournalfoffMolecularfBiologyYL1987YLemjYLjheaij 6.5 784

140 wonformationLofLaminoLacidLsideachainsLinLproteinsbLJournalfoffMolecularfBiologyYL1978YLefiYLgikalj 6.5 705

139 SurfaceLandLinsideLvolumesLinLglobularLproteinsbLNatureYL1979YLfkkYLhmeaf 50.4 605

138 SurfaceYLsubunitLinterfacesLandLinteriorLofLoligomericLproteinsbLJournalfoffMolecularfBiologyYL1988YL
fdhYLeiiajh 6.5 590

137 xissectingLproteinaproteinLrecognitionLsitesbLProteins:fStructuretfFunctionfandfBioinformaticsYL2002YL
hkYLgghahg 4.2 490

136 wuPRInLaLwriticalLussessmentLofLPRedictedLInteractionsbLProteins:fStructuretfFunctionfandf
BioinformaticsYL2003YLifYLfam 4.2 487

135 SilkLfibroinnLstructuralLimplicationsLofLaLremarkableLaminoLacidLsequencebLProteins:fStructuretf
FunctionfandfBioinformaticsYL2001YLhhYLeemaff 4.2 487

134 uLdissectionLofLspecificLandLnonaspecificLproteinaproteinLinterfacesbLJournalfoffMolecularfBiologyYL
2004YLggjYLmhgaii 6.5 391

133 ProteinaproteinLdockingLbenchmarkLversionLhbdbLProteins:fStructuretfFunctionfandfBioinformaticsYL
2010YLklYLgeeeah 4.2 326

132 TheLaccessibleLsurfaceLareaLandLstabilityLofLoligomericLproteinsbLNatureYL1987YLgflYLlghaj 50.4 314

131 ProteinaproteinLinteractionLandLquaternaryLstructurebLQuarterlyfReviewsfoffBiophysicsYL2008YLheYLeggald 7 296

130 StructuralLfeaturesLofLproteinanucleicLacidLrecognitionLsitesbLBiochemistryYL1999YLglYLemmmafdek 3.2 293

129 TheLpriceLofLlostLfreedomnLentropyLofLbimolecularLcomplexLformationbLProteinfEngineeringtfDesignf
andfSelectionYL1989YLgYLeag 1.9 288

128 womputerLanalysisLofLproteinaproteinLinteractionbLJournalfoffMolecularfBiologyYL1978YLefhYLgfgahf 6.5 242

127 StructuralLdomainsLinLproteinsLandLtheirLroleLinLtheLdynamicsLofLproteinLfunctionbLProgressfinf
BiophysicsfandfMolecularfBiologyYL1983YLhfYLfeakl 4.7 239
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126 xissectingLsubunitLinterfacesLinLhomodimericLproteinsbLProteins:fStructuretfFunctionfandf
BioinformaticsYL2003YLigYLkdlaem 4.2 238

125 ProteinaProteinLxockingLvenchmarkLfbdnLanLupdatebLProteins:fStructuretfFunctionfandfBioinformaticsYL
2005YLjdYLfehaj 4.2 226

124 ProteinaproteinLinteractionLatLcrystalLcontactsbLProteins:fStructuretfFunctionfandfBioinformaticsYL1995
YLfgYLildak 4.2 226

123 uLproteinaproteinLdockingLbenchmarkbLProteins:fStructuretfFunctionfandfBioinformaticsYL2003YLifYLllame 4.2 218

122 uLstructureabasedLbenchmarkLforLproteinaproteinLbindingLaffinitybLProteinfScienceYL2011YLfdYLhlfame 6.3 194

121 ProteinaproteinLdockingLbenchmarkLversionLgbdbLProteins:fStructuretfFunctionfandfBioinformaticsYL
2008YLkgYLkdiam 4.2 191

120 SpecificLversusLnonaspecificLcontactsLinLproteinLcrystalsbLNaturefStructuralfBiologyYL1997YLhYLmkgah 178

119 WetLandLdryLinterfacesnLtheLroleLofLsolventLinLproteinaproteinLandLproteinaxNuLrecognitionbL
StructureYL1999YLkYLRfkkam 5.2 177

118 TheLkineticsLofLproteinaproteinLrecognitionbLProteins:fStructuretfFunctionfandfBioinformaticsYL1997YL
flYLeigaje 4.2 172

117 —ydrationLofLproteinaproteinLinterfacesbLProteins:fStructuretfFunctionfandfBioinformaticsYL2005YLjdYLgjahi 4.2 164

116 ylusiveLaffinitiesbLProteins:fStructuretfFunctionfandfBioinformaticsYL1995YLfeYLgdam 4.2 157

115 TemplatesLareLavailableLtoLmodelLnearlyLallLcomplexesLofLstructurallyLcharacterizedLproteinsbL
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL2012YLedmYLmhglahe 11.5 151

114 ussessingLpredictionsLofLproteinaproteinLinteractionnLtheLwuPRILexperimentbLProteinfScienceYL2005YL
ehYLfklalg 6.3 135

113 OrthogonalLpackingLofLbetaapleatedLsheetsLinLproteinsbLBiochemistryYL1982YLfeYLgmiiaji 3.2 135

112 ProteinaproteinLrecognitionLanalyzedLbyLdockingLsimulationbLProteins:fStructuretfFunctionfandf
BioinformaticsYL1991YLeeYLfkeald 4.2 134

111 ProteinaproteinLdockingLtestedLinLblindLpredictionsnLtheLwuPRILexperimentbLMolecularfBioSystemsYL
2010YLjYLfgieajf 130

110 LocationLofLstructuralLdomainsLinLproteinbLBiochemistryYL1981YLfdYLjihhaif 3.2 128

109 StructuralLbasisLofLmacromolecularLrecognitionbLAdvancesfinfProteinfChemistryYL2002YLjeYLmakg 126
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108 RoleLofLhydrophobicityLinLtheLbindingLofLcoenzymesbLuppendixbLTranslationalLandLrotationalL
contributionLtoLtheLfreeLenergyLofLdissociationbLBiochemistryYL1978YLekYLfmhgal 3.2 125

107 ProteinLengineeringLofLxyloseLTglucoseVLisomeraseLfromLuctinoplanesLmissouriensisbLebL
wrystallographyLandLsiteadirectedLmutagenesisLofLmetalLbindingLsitesbLBiochemistryYL1992YLgeYLihhmail 3.2 121

106 ProteinLdockingLalgorithmsnLsimulatingLmolecularLrecognitionbLCurrentfOpinionfinfStructuralfBiologyYL
1993YLgYLfjiafjm 8.1 115

105 wommunityawideLassessmentLofLproteinainterfaceLmodelingLsuggestsLimprovementsLtoLdesignL
methodologybLJournalfoffMolecularfBiologyYL2011YLhehYLflmagdf 6.5 114

104 TheLhumanLnmfga—hLgeneLproductLisLaLmitochondrialLnucleosideLdiphosphateLkinasebLJournalfoff
BiologicalfChemistryYL2000YLfkiYLehfjhakf 5.4 113

103 ThreeadimensionalLstructureLofLnucleosideLdiphosphateLkinasebLJournalfoffBioenergeticsfandf
BiomembranesYL2000YLgfYLfeiafi 3.7 108

102 StabilityLandLspecificityLofLproteinaproteinLinteractionsnLtheLcaseLofLtheLtrypsinatrypsinLinhibitorL
complexesbLJournalfoffMolecularfBiologyYL1976YLeddYLemkafee 6.5 105

101 PackingLofLalphaahelicesLontoLbetaapleatedLsheetsLandLtheLanatomyLofLalphacbetaLproteinsbLJournalf
offMolecularfBiologyYL1980YLehgYLmiaefl 6.5 104

100 PyrophosphateaproducingLproteinLdephosphorylationLbyL—PrLkinasecphosphorylasenLaLrelicLofLearlyL
lifesbLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL2002YLmmYLeghhfak 11.5 101

99 ProteinaproteinLrecognitionbLProgressfinfBiophysicsfandfMolecularfBiologyYL1995YLjhYLehiajj 4.7 97

98 xissectingLproteinaRNuLrecognitionLsitesbLNucleicfAcidsfResearchYL2008YLgjYLfkdiaej 20.1 93

97 TheLsubunitLinterfacesLofLweaklyLassociatedLhomodimericLproteinsbLJournalfoffMolecularfBiologyYL
2010YLgmlYLehjajd 6.5 91

96 udenosineLiSadiphosphateLbindingLandLtheLactiveLsiteLofLnucleosideLdiphosphateLkinasebL
BiochemistryYL1994YLggYLhimajk 3.2 91

95 RevisedLstructureLofLaspartokinaseLIahomoserineLdehydrogenaseLILofLyscherichiaLcoliLKefbLyvidenceL
forLfourLidenticalLsubunitsbLFEBSfJournalYL1972YLflYLidkaem 86

94 MacromolecularLrecognitionLinLtheLProteinLxataLvankbLActafCrystallographicafSectionfD:fBiologicalf
CrystallographyYL2007YLjgYLeal 83

93 —umanLandLviralLnucleosidecnucleotideLkinasesLinvolvedLinLantiviralLdrugLactivationnLstructuralLandL
catalyticLpropertiesbLAntiviralfResearchYL2010YLljYLedeafd 10.8 78

92 wommunityawideLevaluationLofLmethodsLforLpredictingLtheLeffectLofLmutationsLonLproteinaproteinL
interactionsbLProteins:fStructuretfFunctionfandfBioinformaticsYL2013YLleYLemldak 4.2 78

91 wellularLphosphorylationLofLantia—IVLnucleosidesbLRoleLofLnucleosideLdiphosphateLkinasebLJournalfoff
BiologicalfChemistryYL1996YLfkeYLkllkamd 5.4 75
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90 xiMoVonLaLVoronoiLtessellationabasedLmethodLforLdiscriminatingLcrystallographicLandLbiologicalL
proteinaproteinLinteractionsbLBioinformaticsYL2008YLfhYLjifal 7.2 72

89 XarayLstructureLofLaLbifunctionalLproteinLkinaseLinLcomplexLwithLitsLproteinLsubstrateL—PrbL
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL2002YLmmYLeghgkahe 11.5 69

88 wrystalLpackingLinLsixLcrystalLformsLofLpancreaticLribonucleasebLJournalfoffMolecularfBiologyYL1992YL
fflYLfhgaie 6.5 67

87
StructureLofLproteinLphosphataseLmethyltransferaseLeLTPPMeVYLaLleucineLcarboxylL
methyltransferaseLinvolvedLinLtheLregulationLofLproteinLphosphataseLfuLactivitybLJournalfoff
BiologicalfChemistryYL2004YLfkmYLlgieal

5.4 65

86 QuantifyingLbiologicalLspecificitynLtheLstatisticalLmechanicsLofLmolecularLrecognitionbLProteins:f
StructuretfFunctionfandfBioinformaticsYL1996YLfiYLhglahi 4.2 63

85 wrystalLstructureLandLfunctionalLcharacterizationLofLyeastLYLRdeewpYLanLenzymeLwithL
NuxTPV—azMNLandLferricLironLreductaseLactivitiesbLJournalfoffBiologicalfChemistryYL2004YLfkmYLghlmdak 5.4 62

84 RevisitingLtheLVoronoiLdescriptionLofLproteinaproteinLinterfacesbLProteinfScienceYL2006YLeiYLfdlfamf 6.3 61

83 StructuralLbasisLforLactivationLofLalphaaboranophosphateLnucleotideLanaloguesLtargetingL
drugaresistantLreverseLtranscriptasebLEMBOfJournalYL2000YLemYLgifdam 13 60

82 NucleophilicLactivationLbyLpositioningLinLphosphorylLtransferLcatalyzedLbyLnucleosideLdiphosphateL
kinasebLBiochemistryYL1999YLglYLhkdeaee 3.2 60

81 xomainsLinLproteinsnLdefinitionsYLlocationYLandLstructuralLprinciplesbLMethodsfinfEnzymologyYL1985YL
eeiYLhfdagd 1.7 58

80 watalyticLmechanismLofLnucleosideLdiphosphateLkinaseLinvestigatedLusingLnucleotideLanaloguesYL
viscosityLeffectsYLandLXarayLcrystallographybLBiochemistryYL1999YLglYLkfjiakf 3.2 57

79 SurfaceLareaLofLglobularLproteinsbLJournalfoffMolecularfBiologyYL1976YLediYLegah 6.5 57

78 wrystalLstructureLofLtheLyeastLPhoxLhomologyLTPXVLdomainLproteinL–rdempLcomplexedLtoL
phosphatidylinositolagaphosphatebLJournalfoffBiologicalfChemistryYL2003YLfklYLidgkeaj 5.4 55

77 TheLthreonineasensitiveLhomoserineLdehydrogenaseLandLaspartokinaseLactivitiesLofLyscherichiaLcoliL
KLefbLuLstudyLofLtheLallostericLequilibriumbLFEBSfJournalYL1969YLeeYLifdam 54

76 ProteinLflexibilityYLnotLdisorderYLisLintrinsicLtoLmolecularLrecognitionbLFzyyyfBiologyfReportsYL2013YLiYLf 54

75 WelcomeLtoLwuPRInLuLwriticalLussessmentLofLPRedictedLInteractionsbLProteins:fStructuretfFunctionf
andfBioinformaticsYL2002YLhkYLfikafik 4.2 52

74 StructuralLanalysisLofLtheLfblLuLmodelLofLXyloseLisomeraseLfromLuctinoplanesLmissouriensisbL
Proteins:fStructuretfFunctionfandfBioinformaticsYL1988YLhYLejiakf 4.2 48

73 RefoldingLstrategiesLfromLinclusionLbodiesLinLaLstructuralLgenomicsLprojectbLJournalfoffStructuralf
andfFunctionalfGenomicsYL2004YLiYLemiafdh 47
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72 ReactionLpathwayLforLtheLquaternaryLstructureLchangeLinLhemoglobinbLBiopolymersYL1985YLfhYLidmafj 2.2 45

71 ThermodynamicsLofLtheLtemperatureainducedLunfoldingLofLglobularLproteinsbLProteinfScienceYL1995YL
hYLegeiafh 6.3 44

70
—PrLkinasecphosphorylaseYLtheLsensorLenzymeLofLcataboliteLrepressionLinL–ramapositiveLbacterianL
structuralLaspectsLofLtheLenzymeLandLtheLcomplexLwithLitsLproteinLsubstratebLJournalfoff
BacteriologyYL2003YLeliYLhddgaed

3.5 41

69 PreasteadyLstateLofLreactionLofLnucleosideLdiphosphateLkinaseLwithLantia—IVLnucleotidesbLJournalfoff
BiologicalfChemistryYL1998YLfkgYLeehmeak 5.4 41

68 womputerLstudiesLofLinteractionsLbetweenLmacromoleculesbLProgressfinfBiophysicsfandfMolecularf
BiologyYL1987YLhmYLfmajg 4.7 41

67 —aemoglobinnLtheLsurfaceLburiedLbetweenLtheLalphaLeLbetaLeLandLalphaLfLbetaLfLdimersLinLtheL
deoxyLandLoxyLstructuresbLJournalfoffMolecularfBiologyYL1985YLelgYLfjkakd 6.5 41

66 TheLquaternaryLstructureLofLcarbonmonoxyLhemoglobinLypsilantibLProteins:fStructuretfFunctionfandf
BioinformaticsYL1993YLeiYLeah 4.2 39

65 ungstrˆ¶msLandLcaloriesbLStructureYL1997YLiYLhkgam 5.2 38

64 uLsoftYLmeanafieldLpotentialLderivedLfromLcrystalLcontactsLforLpredictingLproteinaproteinL
interactionsbLJournalfoffMolecularfBiologyYL1998YLflgYLedgkahk 6.5 38

63 –enomeawideLstudiesLofLproteinaproteinLinteractionbLCurrentfOpinionfinfStructuralfBiologyYL2003YLegYLglgal8.1 37

62 NucleosideLdiphosphateLkinasebLInvestigationLofLtheLintersubunitLcontactsLbyLsiteadirectedL
mutagenesisLandLcrystallographybLJournalfoffBiologicalfChemistryYL1996YLfkeYLemmflagh 5.4 37

61 ThermalLstabilityLofLhexamericLandLtetramericLnucleosideLdiphosphateLkinasesbLyffectLofLsubunitL
interactionbLJournalfoffBiologicalfChemistryYL1996YLfkeYLeklhiaie 5.4 36

60 NucleotideLbindingLtoLnucleosideLdiphosphateLkinasesnLXarayLstructureLofLhumanLNxPKauLinL
complexLwithLuxPLandLcomparisonLtoLproteinLkinasesbLJournalfoffMolecularfBiologyYL2003YLggfYLmeiafj 6.5 33

59 gSaPhosphorylatedLnucleotidesLareLtightLbindingLinhibitorsLofLnucleosideLdiphosphateLkinaseL
activitybLJournalfoffBiologicalfChemistryYL1998YLfkgYLflkkgal 5.4 32

58 TheLthreonineasensitiveLhomoserineLdehydrogenaseLandLaspartokinaseLactivitiesLofLyscherichiaLcoliL
KLefbLRelaxationsLofLtheLallostericLequilibriumbLFEBSfJournalYL1969YLeeYLigdahd 32

57 PeptideLsegmentsLinLproteinaproteinLinterfacesbLJournalfoffBiosciencesYL2007YLgfYLedeaee 2.3 31

56 XarayLstructureLofLMycobacteriumLtuberculosisLnucleosideLdiphosphateLkinasebLProteins:fStructuretf
FunctionfandfBioinformaticsYL2002YLhkYLiijak 4.2 29

55 uLdissectionLofLtheLproteinaproteinLinterfacesLinLicosahedralLvirusLcapsidsbLJournalfoffMolecularf
BiologyYL2007YLgjkYLikhamd 6.5 28
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54 wrystalLstructureLofLtheLYxRiggcLSbLcerevisiaeLproteinYLaLclassLIILmemberLofLtheL—spgeLfamilybL
StructureYL2004YLefYLlgmahk 5.2 28

53 RigidabodyLdockingLwithLmutantLconstraintsLofLinfluenzaLhemagglutininLwithLantibodyL—wembL
Proteins:fStructuretfFunctionfandfBioinformaticsYL1994YLelYLlael 4.2 28

52 ProteinLmodulesLandLproteinaproteinLinteractionbLIntroductionbLAdvancesfinfProteinfChemistryYL2002YL
jeYLeal 27

51 TheLtargetsLofLwuPRILRoundsLegaembLProteins:fStructuretfFunctionfandfBioinformaticsYL2010YLklYLgdjkakf 4.2 25

50 whemicalLrescueLofLphosphorylLtransferLinLaLcavityLmutantnLaLcautionaryLtaleLforLsiteadirectedL
mutagenesisbLBiochemistryYL2001YLhdYLhdgaeg 3.2 25

49 StructuralLanalysisLofLtheLactivationLofLribavirinLanalogsLbyLNxPLkinasenLcomparisonLwithLotherL
ribavirinLtargetsbLMolecularfPharmacologyYL2003YLjgYLiglahj 4.3 24

48 ImprovingLnucleosideLdiphosphateLkinaseLforLantiviralLnucleotideLanalogsLactivationbLJournalfoff
BiologicalfChemistryYL2002YLfkkYLgmmigam 5.4 23

47 wrystalLstructureLofLtheLbifunctionalLchorismateLsynthaseLfromLSaccharomycesLcerevisiaebLJournalf
offBiologicalfChemistryYL2004YLfkmYLjemafi 5.4 22

46 TheLtargetsLofLwuPRILroundsLgaibLProteins:fStructuretfFunctionfandfBioinformaticsYL2005YLjdYLekdai 4.2 22

45 uLminimalLmodelLofLproteinaproteinLbindingLaffinitiesbLProteinfScienceYL2014YLfgYLelegak 6.3 21

44 ReassessingLburiedLsurfaceLareasLinLproteinaproteinLcomplexesbLProteinfScienceYL2013YLffYLehigak 6.3 21

43 uLsurveyLofLhemoglobinLquaternaryLstructuresbLProteins:fStructuretfFunctionfandfBioinformaticsYL
2011YLkmYLfljeakd 4.2 21

42 unalysisLandLpredictionLofLproteinLquaternaryLstructurebLMethodsfinfMolecularfBiologyYL2010YLjdmYLghmajh1.4 20

41 wrystalLstructureLofLyeastLallantoicaseLrevealsLaLrepeatedLjellyLrollLmotifbLJournalfoffBiologicalf
ChemistryYL2004YLfkmYLfghhkaif 5.4 19

40 wrystalLstructureLofLyeastLY—RdhmWczS—eYLaLmemberLofLtheLserineLhydrolaseLfamilybLProteinfScience
YL2005YLehYLegidaj 6.3 18

39 uLstructuralLgenomicsLinitiativeLonLyeastLproteinsbLJournalfoffSynchrotronfRadiationYL2003YLedYLhal 2.4 17

38 TheLParisaSudLyeastLstructuralLgenomicsLpilotaprojectnLfromLstructureLtoLfunctionbLBiochimieYL2004YL
ljYLjekafg 4.6 17

37 StructuralLtemplatesLforLmodelingLhomodimersbLProteinfScienceYL2013YLffYLejiiajg 6.3 15

(2013-2004)

7



36 SideachainLrotamerLtransitionsLatLproteinaproteinLinterfacesbLProteins:fStructuretfFunctionfandf
BioinformaticsYL2010YLklYLgfemafi 4.2 15

35 TheLtargetsLofLwuPRILroundsLjaefbLProteins:fStructuretfFunctionfandfBioinformaticsYL2007YLjmYLjmmakdg 4.2 15

34 whangesLinLproteinLstructureLatLtheLinterfaceLaccompanyingLcomplexLformationbLIUCrJYL2015YLfYLjhgaif 4.7 14

33 TheLtargetsLofLwuPRILroundsLfdafkbLProteins:fStructuretfFunctionfandfBioinformaticsYL2013YLleYLfdkiale 4.2 14

32 uLdockingLanalysisLofLtheLstatisticalLphysicsLofLproteinaproteinLrecognitionbLPhysicalfBiologyYL2005YLfYLSekafg3 14

31
uctivationLofLantiareverseLtranscriptaseLnucleotideLanalogsLbyLnucleosideLdiphosphateLkinasenL
improvementLbyLalphaaboranophosphateLsubstitutionbLNucleosidestfNucleotidesfandfNucleicfAcidsYL
2001YLfdYLfmkagdj

1.4 14

30 —ighathroughputLcrystalaoptimizationLstrategiesLinLtheLSouthLParisLYeastLStructuralL–enomicsL
ProjectnLoneLsizeLfitsLallsbLActafCrystallographicafSectionfD:fBiologicalfCrystallographyYL2005YLjeYLjjhakd 13

29 MechanismLofLphosphorylLtransferLbyLnucleosideLdiphosphateLkinaseLp—LdependenceLandLroleLofL
theLactiveLsiteLLysejLandLTyrijLresiduesbLFEBSfJournalYL2001YLfjlYLemjhake 13

28 NucleosideadiphosphateLkinasenLstructuralLandLkineticLanalysisLofLreactionLpathwayLandL
phosphohistidineLintermediatebLMethodsfinfEnzymologyYL2002YLgihYLeelagh 1.7 13

27 uLpolymeraseLILpalmLinLadenylylLcyclasesbLNatureYL1997YLgllYLghagh 50.4 12

26 ResidueLconservationLinLviralLcapsidLassemblybLProteins:fStructuretfFunctionfandfBioinformaticsYL2008YL
keYLhdkaeh 4.2 12

25
wrystalLstructureLofLtheLY–RfdiwLproteinLfromLSaccharomycesLcerevisiaenLcloseLstructuralL
resemblanceLtoLybLcoliLpantothenateLkinasebLProteins:fStructuretfFunctionfandfBioinformaticsYL2004YL
ihYLkkjalg

4.2 12

24 vindingLofLnucleotidesLtoLnucleosideLdiphosphateLkinasenLaLcalorimetricLstudybLBiochemistryYL2001YL
hdYLhilgam 3.2 12

23 SharedLstructuralLmotifLinLproteinsbLNatureYL1993YLgjiYLfe 50.4 12

22 wloningYLproductionYLandLpurificationLofLproteinsLforLaLmediumascaleLstructuralLgenomicsLprojectbL
MethodsfinfMolecularfBiologyYL2007YLgjgYLfeagk 1.4 12

21 RelatingLMacromolecularLzunctionLandLussociationnLTheLStructuralLvasisLofLProteinâ��xNuLandLRNuL
RecognitionbLCellularfandfMolecularfBioengineeringYL2008YLeYLgfkaggl 3.9 11

20 TheLjfakbLupstreamLregionLofLvombyxLmoriLfibroinLheavyLchainLgeneLisLclusteredLofLrepetitiveL
elementsLandLcandidateLmatrixLassociationLregionsbLGeneYL2003YLgefYLelmami 3.8 11

19 wrystallizationLandLpreliminaryLXarayLdiffractionLstudiesLofLnucleosideLdiphosphateLkinaseLfromL
xictyosteliumLdiscoideumbLJournalfoffMolecularfBiologyYL1991YLfekYLfgmahd 6.5 11
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18
NucleosideLdiphosphateLkinaseLandLtheLactivationLofLantiviralLphosphonateLanalogsLofLnucleotidesnL
bindingLmodeLandLphosphorylationLofLtenofovirLderivativesbLNucleosidestfNucleotidesfandfNucleicf
AcidsYL2009YLflYLkkjamf

1.4 10

17 wrystalLstructureLofLtheLYMLdkmwLproteinLfromLSaccharomycesLcerevisiaeLrevealsLaLnewLsequenceL
familyLofLtheLjellyarollLfoldbLProteinfScienceYL2005YLehYLfdmaei 6.3 9

16 StructuralLgenomicsnLwinningLtheLsecondLhalfLofLtheLgamebLStructureYL2007YLeiYLeghkam 5.2 7

15 wrystalLstructureLofLtheLyeastL—isjLenzymeLsuggestsLaLreactionLmechanismbLProteinfScienceYL2006YL
eiYLeiejafe 6.3 7

14 MechanismLofLtheLnucleosideLdiphosphateLkinaseLreactionnLXarayLstructureLofLtheLphosphohistidineL
intermediatebLTechniquesfinfProteinfChemistryYL1996YLkYLfdmafek 6

13 xockingLPredictionsLofLProteinaProteinLInteractionsLandLTheirLussessmentnLTheLwuPRILyxperimentbL
FocusfonfStructuralfBiologyYL2013YLlkaedh 4

12 wrystalLstructureLofLyeastLYyRdedwpYLaLknotableLmemberLofLtheLRrauLproteinLfamilybLProteinfScience
YL2005YLehYLfkieal 6.3 4

11 ussessingLStructuralLPredictionsLofLProteinâ��ProteinLRecognitionnLTheLwuPRILyxperimentbLReviewsfinf
ComputationalfChemistryYL2015YLegkaekg 3

10 ProteinsLwithLaLringbLStructureYL1994YLfYLikeag 5.2 3

9 StructureLandLstabilityLofLproteinsnLTheLroleLofLsolventbLColloidsfandfSurfacesYL1984YLedYLeak 3

8 wrystallizationLofLybLcoliLaspartokinaseLIahomoserineLdehydrogenaseLIbLFEBSfLettersYL1974YLhiYLgelam 3.8 3

7 PhosphorylationLofLantia—IVLnucleosideLanalogsLbyLnucleosideLdiphosphateLkinasebLNucleosidesfnf
NucleotidesYL1999YLelYLlfmagd 2

6 ProteinaproteinLinteractionnLanLanalysisLbyLcomputerLsimulationbLNovartisfFoundationfSymposiumYL
1991YLejeYLfgkahmoLdiscussionLfidaf 2

5 XarayLStudyLofLProteinâ��ProteinLwomplexesLandLunalysisLofLInterfacesL2010YLeafh 1

4 piiah–RzYLaLshortLnaturalLformLofLtheLRasa–xPLexchangeLfactorLhighLyieldLproductionLandL
characterizationbLFEBSfJournalYL1999YLfjgYLldjaej 1

3 QuantifyingLbiologicalLspecificitynLTheLstatisticalLmechanicsLofLmolecularLrecognitionbLProteins:f
StructuretfFunctionfandfBioinformaticsYL1996YLfiYLhglahhi 4.2 1

2 PrinciplesLofLProteinLâ��LProteinLRecognitionLinLProteaseaInhibitorLandLuntigenauntibodyLwomplexesL
1993YLedgaeeh

1 ProteinaProteinLRecognitionnLunLunalysisLbyLxockingLSimulationbLNATOfASIfSeriesfSeriesfB:fPhysicsYL
1994YLggeaggk

(1994-2009)
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