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i Paper IF Citations

151 zighYQualityLvraftLyenomeLSequencesLofLxourLLignocelluloseYvegradingLtacteriaLIsolatedLfromL
PuertoLRicanLxorestLSoillLspZXLspZXLspZXLandLspZLGenomeyAnnouncementsXL2017XLgXL 11

150 TheLgenomeLofLSyntrophorhabdusLaromaticivoransLstrainLUILprovidesLnewLinsightsLforLsyntrophicL
aromaticLcompoundLmetabolismLandLelectronLflowZLEnvironmentalyMicrobiologyXL2015XLciXLfjhcYid 5.2 55

149 MultiphyleticLoriginsLofLmethylotrophyLinLslphaproteobacteriaXLexemplifiedLbyLcomparativeL
genomicsLofLLakeLWashingtonLisolatesZLEnvironmentalyMicrobiologyXL2015XLciXLgfiYgf 5.2 29

148 yenomeLsequenceLandLdescriptionLofLtheLanaerobicLligninYdegradingLbacteriumLTolumonasL
lignolyticaLspZLnovZLStandardsyinyGenomicySciencesXL2015XLcbXLcbh 28

147
uompleteLgenomeLsequenceLofLPlanctomycesLbrasiliensisLtypeLstrainLTvSMLgebgTTUUXLphylogenomicL
analysisLandLreclassificationLofLPlanctomycetesLincludingLtheLdescriptionsLofLyimesiaLgenZLnovZXL
PlanctopirusLgenZLnovZLandLRubinisphaeraLgenZLnovZLandLemendedLdescriptionsLofLtheLorderL
PlanctomycetalesLandLtheLfamilyLPlanctomycetaceaeZLStandardsyinyGenomicySciencesXL2014XLkXLcb

39

146 TheLexpandedLdiversityLofLmethylophilaceaeLfromLLakeLWashingtonLthroughLcultivationLandL
genomicLsequencingLofLnovelLecotypesZLPLoSyONEXL2014XLkXLecbdfgj 3.7 53

145 vraftLyenomeLSequenceLofLSyntrophorhabdusLaromaticivoransLStrainLUIXLaLMesophilicLsromaticL
uompoundYvegradingLSyntrophZLGenomeyAnnouncementsXL2014XLdXL 17

144 uompleteLgenomeLsequenceLofLtheLligninYdegradingLbacteriumLKlebsiellaLspZLstrainLtRLhYdZL
StandardsyinyGenomicySciencesXL2014XLkXLck 27

143 ImprovingLtheLcoverageLofLtheLcyanobacterialLphylumLusingLdiversityYdrivenLgenomeLsequencingZL
ProceedingsyofytheyNationalyAcademyyofySciencesyofytheyUnitedyStatesyofyAmericaXL2013XLccbXLcbgeYj 11.5 566

142 vraftLyenomeLSequenceLofLMethylomicrobiumLburyatenseLStrainLgyXLaLzaloalkalineYTolerantL
MethanotrophicLtacteriumZLGenomeyAnnouncementsXL2013XLcXL 34

141 yenomeLSequenceLofLtheLObligateLyammaproteobacterialLMethanotrophLMethylomicrobiumL
albumLStrainLtyjZLGenomeyAnnouncementsXL2013XLcXLebbcibce 16

140 uompleteLgenomeLsequenceLofLvehalobacterLrestrictusLPwRYKdeTTZUZLStandardsyinyGenomicySciencesXL
2013XLjXLeigYjj 34

139 PermanentLdraftLgenomeLsequenceLofLuomamonasLtestosteroniLKxYcZLStandardsyinyGenomicy
SciencesXL2013XLjXLdekYgf 9

138 uompleteLgenomeLsequenceLofLtheLrapeseedLplantYgrowthLpromotingLSerratiaLplymuthicaLstrainL
sSkZLStandardsyinyGenomicySciencesXL2012XLhXLgfYhd 25

137 TheLfastLchangingLlandscapeLofLsequencingLtechnologiesLandLtheirLimpactLonLmicrobialLgenomeL
assembliesLandLannotationZLPLoSyONEXL2012XLiXLefjjei 3.7 112

136 uompleteLgenomeLsequenceLofLvehalogenimonasLlykanthroporepellensLtypeLstrainLTtLYvuYkTTUUL
andLcomparisonLtoLNvehalococcoidesNLstrainsZLStandardsyinyGenomicySciencesXL2012XLhXLdgcYhf 45

135 uompleteLgenomeLsequenceLofLSerratiaLplymuthicaLstrainLsScdZLStandardsyinyGenomicySciencesXL
2012XLhXLchgYie 15

Lynne Goodwin

2



134 uompleteLgenomeLsequenceLofLtheLplantYassociatedLSerratiaLplymuthicaLstrainLsSceZLStandardsyiny
GenomicySciencesXL2012XLiXLddYeb 16

133 yenomeLsequenceLofLtheLflexirubinYpigmentedLsoilLbacteriumLNiabellaLsoliLtypeLstrainLTüSceYjTTUUZL
StandardsyinyGenomicySciencesXL2012XLiXLdcbYdb 0

132 uompleteLgenomeLsequenceLofLtheLfilamentousLglidingLpredatoryLbacteriumLzerpetosiphonL
aurantiacusLtypeLstrainLTccfYkgTTUUZLStandardsyinyGenomicySciencesXL2011XLgXLeghYib 35

131 uompleteLgenomeLsequenceLofLLeadbetterellaLbyssophilaLtypeLstrainLTfMcgUZLStandardsyinyGenomicy
SciencesXL2011XLfXLdYcd 15

130 uompleteLgenomeLsequenceLofLzydrogenobacterLthermophilusLtypeLstrainLTTKYhUZLStandardsyiny
GenomicySciencesXL2011XLfXLcecYfe 8

129 uompleteLgenomeLsequenceLofLPaludibacterLpropionicigenesLtypeLstrainLTWtfUZLStandardsyiny
GenomicySciencesXL2011XLfXLehYff 24

128 uompleteLgenomeLsequenceLofLtacteroidesLhelcogenesLtypeLstrainLTPLehYcbjUZLStandardsyiny
GenomicySciencesXL2011XLfXLfgYge 7

127 uompleteLgenomeLsequenceLofLWeeksellaLvirosaLtypeLstrainLTkigcUZLStandardsyinyGenomicySciencesXL
2011XLfXLjcYkb 8

126 uompleteLgenomeLsequenceLofLvesulfobulbusLpropionicusLtypeLstrainLTcpreUZLStandardsyinyGenomicy
SciencesXL2011XLfXLcbbYcb 39

125 uompleteLgenomeLsequenceLofLMarivirgaLtractuosaLtypeLstrainLTzYfeUZLStandardsyinyGenomicy
SciencesXL2011XLfXLcgfYhd 15

124 uompleteLgenomeLsequenceLofLvesulfurococcusLmucosusLtypeLstrainLTOiacUZLStandardsyinyGenomicy
SciencesXL2011XLfXLcieYjd 9

123 uompleteLgenomeLsequenceLofLuellulophagaLlyticaLtypeLstrainLTLIMYdcUZLStandardsyinyGenomicy
SciencesXL2011XLfXLddcYed 23

122 NonYcontiguousLfinishedLgenomeLsequenceLofLtacteroidesLcoprosuisLtypeLstrainLTPucekUZLStandardsy
inyGenomicySciencesXL2011XLfXLdeeYfe 4

121 uompleteLgenomeLsequenceLofLtheLextremelyLhalophilicLzalanaerobiumLpraevalensLtypeLstrainL
TySLUZLStandardsyinyGenomicySciencesXL2011XLfXLecdYdc 24

120 uompleteLgenomeLsequenceLofLNitratifractorLsalsuginisLtypeLstrainLTwkIeiYcUZLStandardsyinyGenomicy
SciencesXL2011XLfXLeddYeb 10

119 uompleteLgenomeLsequenceLofLMahellaLaustraliensisLtypeLstrainLTgbYcLtONUZLStandardsyinyGenomicy
SciencesXL2011XLfXLeecYfc 6

118 uompleteLgenomeLsequenceLofLTreponemaLsuccinifaciensLtypeLstrainLThbkcUZLStandardsyinyGenomicy
SciencesXL2011XLfXLehcYib 20

117 uompleteLgenomeLsequenceLofLSyntrophobotulusLglycolicusLtypeLstrainLTxlylyRTUZLStandardsyiny
GenomicySciencesXL2011XLfXLeicYejb 9

(2011-2012)
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116 uompleteLgenomeLsequenceLofLtheLhyperthermophilicLchemolithoautotrophLPyrolobusLfumariiL
typeLstrainLTcsUZLStandardsyinyGenomicySciencesXL2011XLfXLejcYkd 10

115 uompleteLgenomeLsequenceLofLtheLacetateYdegradingLsulfateLreducerLvesulfobaccaLacetoxidansL
typeLstrainLTsSRtdUZLStandardsyinyGenomicySciencesXL2011XLfXLekeYfbc 19

114 uompleteLgenomeLsequenceLofLNwnterobacterLlignolyticusNLSuxcZLStandardsyinyGenomicySciencesXL
2011XLgXLhkYjg 60

113
uompleteLgenomeLsequenceLofLtheLthermophilicXLhydrogenYoxidizingLtacillusLtusciaeLtypeLstrainL
TTdULandLreclassificationLinLtheLnewLgenusXLKyrpidiaLgenZLnovZLasLKyrpidiaLtusciaeLcombZLnovZLandL
emendationLofLtheLfamilyLslicyclobacillaceaeLdaLuostaLandLRaineyXLdbcbZLStandardsyinyGenomicy
SciencesXL2011XLgXLcdcYef

35

112 uompleteLgenomeLsequenceLofLtheLglidingXLheparinolyticLPedobacterLsaltansLtypeLstrainLTcceUZL
StandardsyinyGenomicySciencesXL2011XLgXLebYfb 11

111 NonYcontiguousLfinishedLgenomeLsequenceLofLtheLopportunisticLoralLpathogenLPrevotellaL
multisaccharivoraxLtypeLstrainLTPPPsdbUZLStandardsyinyGenomicySciencesXL2011XLgXLfcYk 2

110 uompleteLgenomeLsequenceLofLTolumonasLauensisLtypeLstrainLTTsLfUZLStandardsyinyGenomicySciences
XL2011XLgXLccdYdb 4

109 uompleteLgenomeLsequenceLofLParvibaculumLlavamentivoransLtypeLstrainLTvSYcTTUUZLStandardsyiny
GenomicySciencesXL2011XLgXLdkjYecb 29

108 uompleteLgenomeLsequenceLofLtheLhalophilicLandLhighlyLhalotolerantLuhromohalobacterLsalexigensL
typeLstrainLTczccTTUUZLStandardsyinyGenomicySciencesXL2011XLgXLeikYjj 28

107 yenomeLsequenceLofLtheLfilamentousXLglidingLThiothrixLniveaLneotypeLstrainLTüPdTTUUZLStandardsyiny
GenomicySciencesXL2011XLgXLekjYfbh 9

106
uompleteLgenomeLsequenceLofLtheLthermophilicLsulfurYreducerLvesulfurobacteriumL
thermolithotrophumLtypeLstrainLTtSsTTUULfromLaLdeepYseaLhydrothermalLventZLStandardsyinyGenomicy
SciencesXL2011XLgXLfbiYcg

10

105 uompleteLgenomeLsequenceLofLualditerrivibrioLnitroreducensLtypeLstrainLTYueiYcUZLStandardsyiny
GenomicySciencesXL2011XLfXLgfYhd 9

104 uompleteLgenomeLsequenceLofLTrueperaLradiovictrixLtypeLstrainLTRQYdfUZLStandardsyinyGenomicy
SciencesXL2011XLfXLkcYk 37

103 uompleteLgenomeLsequenceLofLtacteroidesLsalanitronisLtypeLstrainLTtLijUZLStandardsyinyGenomicy
SciencesXL2011XLfXLckcYk 8

102 uompleteLgenomeLsequenceLofLOdoribacterLsplanchnicusLtypeLstrainLTchgcahUZLStandardsyiny
GenomicySciencesXL2011XLfXLdbbYk 62

101 uompleteLgenomeLsequenceLofLOceanithermusLprofundusLtypeLstrainLTgbhUZLStandardsyinyGenomicy
SciencesXL2011XLfXLdcbYdb 3

100 uompleteLgenomeLsequenceLofLTsukamurellaLpaurometabolaLtypeLstrainLTnoZLeeUZLStandardsyiny
GenomicySciencesXL2011XLfXLefdYgc 8

99 NonYcontiguousLfinishedLgenomeLsequenceLandLcontextualLdataLofLtheLfilamentousLsoilLbacteriumL
KtedonobacterLracemiferLtypeLstrainLTSOSPcYdcUZLStandardsyinyGenomicySciencesXL2011XLgXLkiYccc 72
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98 uompleteLgenomeLsequenceLofLIsosphaeraLpallidaLtypeLstrainLTISctUZLStandardsyinyGenomicySciencesXL
2011XLfXLheYic 40

97 uompleteLgenomeLsequenceLofLuellulophagaLalgicolaLtypeLstrainLTIuchhUZLStandardsyinyGenomicy
SciencesXL2011XLfXLidYjb 22

96 uompleteLgenomeLsequenceLofLRiemerellaLanatipestiferLtypeLstrainLTsTuuLccjfgTUZLStandardsyiny
GenomicySciencesXL2011XLfXLcffYcge 26

95 uompleteLgenomeLsequenceLofLtheLthermophilicLsulfurYreducerLzippeaLmaritimaLtypeLstrainL
TMzTdUUZLStandardsyinyGenomicySciencesXL2011XLfXLebeYcc 6

94 uompleteLgenomeLsequenceLofLzaliscomenobacterLhydrossisLtypeLstrainLTOUZLStandardsyinyGenomicy
SciencesXL2011XLfXLegdYhb 17

93 uompleteLgenomeLsequenceLofLtheLglidingLfreshwaterLbacteriumLxluviicolaLtaffensisLtypeLstrainL
TRWdhdUZLStandardsyinyGenomicySciencesXL2011XLgXLdcYk 19

92 yenomeLsequenceLofLtheLmoderatelyLthermophilicLhalophileLxlexistipesLsinusarabiciLstrainLTMsScbUZL
StandardsyinyGenomicySciencesXL2011XLgXLjhYkh 8

91 uompleteLgenomeLsequenceLofLveinococcusLmaricopensisLtypeLstrainLTLtYefUZLStandardsyinyGenomicy
SciencesXL2011XLfXLcheYid 11

90 yenomeLsequenceLofLtheLsrcticLmethanotrophLMethylobacterLtundripaludumLSVkhZLJournalyofy
BacteriologyXL2011XLckeXLhfcjYk 3.5 50

89 uompleteLgenomeLsequenceLofLtheLaerobicLmarineLmethanotrophLMethylomonasLmethanicaLMubkZL
JournalyofyBacteriologyXL2011XLckeXLibbcYd 3.5 57

88 yenomeLsequenceLofLtheLmethanotrophicLalphaproteobacteriumLMethylocystisLspZLstrainLRockwellL
TsTuuLfkdfdUZLJournalyofyBacteriologyXL2011XLckeXLdhhjYk 3.5 45

87 uompleteLgenomeLsequenceLofLThermomonosporaLcurvataLtypeLstrainLTtkUZLStandardsyinyGenomicy
SciencesXL2011XLfXLceYdd 24

86 uompleteLgenomeLsequenceLofLSyntrophobotulusLglycolicusLtypeLstrainLTxlylyRUZLStandardsyiny
GenomicySciencesXL2011XLfXLeicYjb 3

85 uompleteLgenomeLsequenceLofLRiemerellaLanatipestiferLtypeLstrainLTsTuuLccjfgUZLStandardsyiny
GenomicySciencesXL2011XLfXLcffYge 16

84
TheLgenomeLsequenceLofLMethanohalophilusLmahiiLSLPTTULrevealsLdifferencesLinLtheLenergyL
metabolismLamongLmembersLofLtheLMethanosarcinaceaeLinhabitingLfreshwaterLandLsalineL
environmentsZLArchaeaXL2010XLdbcbXLhkbiei

2 31

83 yenomeLsequenceLofLtheLobligateLmethanotrophLMethylosinusLtrichosporiumLstrainLOtebZLJournaly
ofyBacteriologyXL2010XLckdXLhfkiYj 3.5 76

82 uompleteLgenomeLsequenceLofLuellulomonasLflavigenaLtypeLstrainLTcefUZLStandardsyinyGenomicy
SciencesXL2010XLeXLcgYdg 31

81 SequencingLofLmultipleLclostridialLgenomesLrelatedLtoLbiomassLconversionLandLbiofuelLproductionZL
JournalyofyBacteriologyXL2010XLckdXLhfkfYh 3.5 71

(2010-2011)
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80 uompleteLgenomeLsequenceLofLPlanctomycesLlimnophilusLtypeLstrainLTMˆ…LdkbUZLStandardsyiny
GenomicySciencesXL2010XLeXLfiYgh 28

79 PermanentLdraftLgenomeLsequenceLofLvethiosulfovibrioLpeptidovoransLtypeLstrainLTSwtRLfdbiUZL
StandardsyinyGenomicySciencesXL2010XLeXLjgYkd 8

78 uompleteLgenomeLsequenceLofLxerrimonasLbalearicaLtypeLstrainLTPsTUZLStandardsyinyGenomicy
SciencesXL2010XLeXLcifYjd 9

77 NonYcontiguousLfinishedLgenomeLsequenceLofLsminomonasLpaucivoransLtypeLstrainLTyLUYeUZL
StandardsyinyGenomicySciencesXL2010XLeXLdjgYke 8

76 uompleteLgenomeLsequenceLofLIlyobacterLpolytropusLtypeLstrainLTuuzbucUZLStandardsyinyGenomicy
SciencesXL2010XLeXLebfYcf 7

75 uompleteLgenomeLsequenceLofLNocardiopsisLdassonvilleiLtypeLstrainLTIMRULgbkUZLStandardsyiny
GenomicySciencesXL2010XLeXLedgYeh 27

74 uompleteLgenomeLsequenceLofLVeillonellaLparvulaLtypeLstrainLTTeeUZLStandardsyinyGenomicySciencesXL
2010XLdXLgiYhg 29

73 uompleteLgenomeLsequenceLofLKribbellaLflavidaLtypeLstrainLTIxOLcfekkUZLStandardsyinyGenomicy
SciencesXL2010XLdXLcjhYke 10

72 uompleteLgenomeLsequenceLofLuonexibacterLwoeseiLtypeLstrainLTIvcecgiiUZLStandardsyinyGenomicy
SciencesXL2010XLdXLdcdYk 15

71 uompleteLgenomeLsequenceLofLThermocrinisLalbusLtypeLstrainLTzILccacdUZLStandardsyinyGenomicy
SciencesXL2010XLdXLckfYdbd 14

70 uompleteLgenomeLsequenceLofLMeiothermusLsilvanusLtypeLstrainLTVIYRdUZLStandardsyinyGenomicy
SciencesXL2010XLeXLeiYfh 16

69 uompleteLgenomeLsequenceLofLOlsenellaLuliLtypeLstrainLTVPILvihvYdiuUZLStandardsyinyGenomicy
SciencesXL2010XLeXLihYjf 27

68 uompleteLgenomeLsequenceLofLscidaminococcusLfermentansLtypeLstrainLTVRfUZLStandardsyiny
GenomicySciencesXL2010XLeXLcYcf 19

67 uompleteLgenomeLsequenceLofLMeiothermusLruberLtypeLstrainLTdcUZLStandardsyinyGenomicySciencesXL
2010XLeXLdhYeh 28

66 uompleteLgenomeLsequenceLofLscetohalobiumLarabaticumLtypeLstrainLTZYidjjUZLStandardsyiny
GenomicySciencesXL2010XLeXLgiYhg 16

65 uompleteLgenomeLsequenceLofLIgnisphaeraLaggregansLtypeLstrainLTsQcZScUZLStandardsyinyGenomicy
SciencesXL2010XLeXLhhYig 13

64 uompleteLgenomeLsequenceLofLVulcanisaetaLdistributaLtypeLstrainLTIuYbciUZLStandardsyinyGenomicy
SciencesXL2010XLeXLcciYdg 8

63 uompleteLgenomeLsequenceLofLsrcanobacteriumLhaemolyticumLtypeLstrainLTccbcjUZLStandardsyiny
GenomicySciencesXL2010XLeXLcdhYeg 7
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62 uompleteLgenomeLsequenceLofLThermosediminibacterLoceaniLtypeLstrainLTüWaIWYcddjPUZLStandardsy
inyGenomicySciencesXL2010XLeXLcbjYch 10

61 uompleteLgenomeLsequenceLofLSpirochaetaLsmaragdinaeLtypeLstrainLTSwtRLfddjUZLStandardsyiny
GenomicySciencesXL2010XLeXLcehYff 15

60 uompleteLgenomeLsequenceLofLSThermobaculumLterrenumSLtypeLstrainLTYNPcUZLStandardsyiny
GenomicySciencesXL2010XLeXLcgeYhd 9

59 uompleteLgenomeLsequenceLofLSyntrophothermusLlipocalidusLtypeLstrainLTTytYucUZLStandardsyiny
GenomicySciencesXL2010XLeXLdhjYig 10

58 uompleteLgenomeLsequenceLofLvesulfarculusLbaarsiiLtypeLstrainLTdstcfUZLStandardsyinyGenomicy
SciencesXL2010XLeXLdihYjf 27

57 uompleteLgenomeLsequenceLofLIntrasporangiumLcalvumLtypeLstrainLTiLKIPUZLStandardsyinyGenomicy
SciencesXL2010XLeXLdkfYebe 4

56 uompleteLgenomeLsequenceLofLMethanothermusLfervidusLtypeLstrainLTVdfSUZLStandardsyinyGenomicy
SciencesXL2010XLeXLecgYdf 14

55 uompleteLgenomeLsequenceLofLThermaerobacterLmarianensisLtypeLstrainLTipigaUZLStandardsyiny
GenomicySciencesXL2010XLeXLeeiYfg 7

54 uompleteLgenomeLsequenceLofLXylanimonasLcellulosilyticaLtypeLstrainLTXILbiUZLStandardsyinyGenomicy
SciencesXL2010XLdXLcYj 8

53 uompleteLgenomeLsequenceLofLslicyclobacillusLacidocaldariusLtypeLstrainLTcbfYIsUZLStandardsyiny
GenomicySciencesXL2010XLdXLkYcj 20

52 uompleteLgenomeLsequenceLofLSphaerobacterLthermophilusLtypeLstrainLTSLhbddUZLStandardsyiny
GenomicySciencesXL2010XLdXLfkYgh 20

51 uompleteLgenomeLsequenceLofLStreptosporangiumLroseumLtypeLstrainLTNILkcbbUZLStandardsyiny
GenomicySciencesXL2010XLdXLdkYei 25

50 uompleteLgenomeLsequenceLofLuhitinophagaLpinensisLtypeLstrainLTUQMLdbefUZLStandardsyiny
GenomicySciencesXL2010XLdXLjiYkg 57

49 uompleteLgenomeLsequenceLofLSulfurospirillumLdeleyianumLtypeLstrainLTgcigUZLStandardsyiny
GenomicySciencesXL2010XLdXLcfkYgi 24

48 uompleteLgenomeLsequenceLofLzaloterrigenaLturkmenicaLtypeLstrainLTfkUZLStandardsyinyGenomicy
SciencesXL2010XLdXLcbiYch 28

47 uompleteLgenomeLsequenceLofLzaliangiumLochraceumLtypeLstrainLTSMPYdUZLStandardsyinyGenomicy
SciencesXL2010XLdXLkhYcbh 53

46 uompleteLgenomeLsequenceLofLyeodermatophilusLobscurusLtypeLstrainLTyYdbUZLStandardsyiny
GenomicySciencesXL2010XLdXLcgjYhi 49

45 uompleteLgenomeLsequenceLofLNakamurellaLmultipartitaLtypeLstrainLTYYcbfUZLStandardsyinyGenomicy
SciencesXL2010XLdXLchjYig 28

(2010-2010)
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44 uompleteLgenomeLsequenceLofLSpirosomaLlingualeLtypeLstrainLTcUZLStandardsyinyGenomicySciencesXL
2010XLdXLcihYjg 35

43 uompleteLgenomeLsequenceLofLSegniliparusLrotundusLtypeLstrainLTuvuLcbihUZLStandardsyinyGenomicy
SciencesXL2010XLdXLdbeYcc 9

42 uompleteLgenomeLsequenceLofLSebaldellaLtermitidisLtypeLstrainLTNuTuLccebbUZLStandardsyiny
GenomicySciencesXL2010XLdXLddbYi 16

41 uompleteLgenomeLsequenceLofLThermosphaeraLaggregansLtypeLstrainLTMccTLUZLStandardsyiny
GenomicySciencesXL2010XLdXLdfgYgk 12

40 uompleteLgenomeLsequenceLofLtrachyspiraLmurdochiiLtypeLstrainLTghYcgbUZLStandardsyinyGenomicy
SciencesXL2010XLdXLdhbYk 18

39 uompleteLgenomeLsequenceLofLsminobacteriumLcolombienseLtypeLstrainLTsLsYcUZLStandardsyiny
GenomicySciencesXL2010XLdXLdjbYk 27

38 uompleteLgenomeLsequenceLofLsrcobacterLnitrofigilisLtypeLstrainLTuIUZLStandardsyinyGenomicy
SciencesXL2010XLdXLebbYj 32

37 uompleteLgenomeLsequenceLofLuoraliomargaritaLakajimensisLtypeLstrainLTbfOKsbcbYdfUZLStandardsy
inyGenomicySciencesXL2010XLdXLdkbYk 18

36 uompleteLgenomeLsequenceLofLThermobisporaLbisporaLtypeLstrainLTRgcUZLStandardsyinyGenomicy
SciencesXL2010XLdXLecjYdh 18

35 uompleteLgenomeLsequenceLofLvesulfohalobiumLretbaenseLtypeLstrainLTzRTcbbUUZLStandardsyiny
GenomicySciencesXL2010XLdXLejYfj 17

34 uompleteLgenomeLsequenceLofLsrchaeoglobusLprofundusLtypeLstrainLTsVcjUZLStandardsyinyGenomicy
SciencesXL2010XLdXLediYfh 20

33 uompleteLgenomeLsequenceLofLvenitrovibrioLacetiphilusLtypeLstrainLTNdfhbUZLStandardsyinyGenomicy
SciencesXL2010XLdXLdibYk 11

32 uompleteLgenomeLsequenceLofLyordoniaLbronchialisLtypeLstrainLTefcbUZLStandardsyinyGenomicy
SciencesXL2010XLdXLckYdj 19

31 uompleteLgenomeLsequenceLofLSulfurimonasLautotrophicaLtypeLstrainLTOKcbUZLStandardsyinyGenomicy
SciencesXL2010XLeXLckfYdbd 32

30 uompleteLgenomeLsequenceLofLMethanoplanusLpetroleariusLtypeLstrainLTSwtRLfjfiUZLStandardsyiny
GenomicySciencesXL2010XLeXLdbeYcc 12

29 uompleteLgenomeLsequenceLofLuapnocytophagaLochraceaLtypeLstrainLTVPILdjfgUZLStandardsyiny
GenomicySciencesXL2009XLcXLcbcYk 12

28 sLphylogenyYdrivenLgenomicLencyclopaediaLofLtacteriaLandLsrchaeaZLNatureXL2009XLfhdXLcbghYhb 50.4 803

27 uompleteLgenomeLsequenceLofLzalorhabdusLutahensisLtypeLstrainLTsXYdUZLStandardsyinyGenomicy
SciencesXL2009XLcXLdcjYdg 21
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26 uompleteLgenomeLsequenceLofLteutenbergiaLcavernaeLtypeLstrainLTzKILbcddUZLStandardsyinyGenomicy
SciencesXL2009XLcXLdcYj 11

25 uompleteLgenomeLsequenceLofLuryptobacteriumLcurtumLtypeLstrainLTcdYeUZLStandardsyinyGenomicy
SciencesXL2009XLcXLkeYcbb 13

24 uompleteLgenomeLsequenceLofLvesulfomicrobiumLbaculatumLtypeLstrainLTXUZLStandardsyinyGenomicy
SciencesXL2009XLcXLdkYei 30

23 uompleteLgenomeLsequenceLofLSanguibacterLkeddieiiLtypeLstrainLTSTYifUZLStandardsyinyGenomicy
SciencesXL2009XLcXLccbYj 10

22 uompleteLgenomeLsequenceLofLuatenulisporaLacidiphilaLtypeLstrainLTIvLcekkbjUZLStandardsyiny
GenomicySciencesXL2009XLcXLcckYdg 19

21 uompleteLgenomeLsequenceLofLLeptotrichiaLbuccalisLtypeLstrainLTuYcbceYbUZLStandardsyinyGenomicy
SciencesXL2009XLcXLcdhYed 17

20 uompleteLgenomeLsequenceLofLSaccharomonosporaLviridisLtypeLstrainLTPcbcUZLStandardsyinyGenomicy
SciencesXL2009XLcXLcfcYk 21

19 uompleteLgenomeLsequenceLofLsctinosynnemaLmirumLtypeLstrainLTcbcUZLStandardsyinyGenomicy
SciencesXL2009XLcXLfhYge 32

18 uompleteLgenomeLsequenceLofLPedobacterLheparinusLtypeLstrainLTzIMLihdYeUZLStandardsyinyGenomicy
SciencesXL2009XLcXLgfYhd 19

17 uompleteLgenomeLsequenceLofLzalogeometricumLborinquenseLtypeLstrainLTPReUZLStandardsyiny
GenomicySciencesXL2009XLcXLcgbYk 22

16 uompleteLgenomeLsequenceLofLsnaerococcusLprevotiiLtypeLstrainLTPucUZLStandardsyinyGenomicy
SciencesXL2009XLcXLcgkYhg 18

15 uompleteLgenomeLsequenceLofLstopobiumLparvulumLtypeLstrainLTIPPLcdfhUZLStandardsyinyGenomicy
SciencesXL2009XLcXLchhYie 21

14 uompleteLgenomeLsequenceLofLwggerthellaLlentaLtypeLstrainLTIPPLVPILbdggUZLStandardsyinyGenomicy
SciencesXL2009XLcXLcifYjd 31

13 uompleteLgenomeLsequenceLofLKangiellaLkoreensisLtypeLstrainLTSWYcdgUZLStandardsyinyGenomicy
SciencesXL2009XLcXLddhYee 10

12 uompleteLgenomeLsequenceLofLüonesiaLdenitrificansLtypeLstrainLTPrevotLggcefUZLStandardsyiny
GenomicySciencesXL2009XLcXLdhdYk 10

11 uompleteLgenomeLsequenceLofLzalomicrobiumLmukohataeiLtypeLstrainLTargYdUZLStandardsyiny
GenomicySciencesXL2009XLcXLdibYi 30

10 uompleteLgenomeLsequenceLofLRhodothermusLmarinusLtypeLstrainLTRYcbUZLStandardsyinyGenomicy
SciencesXL2009XLcXLdjeYkb 20

9 uompleteLgenomeLsequenceLofLStreptobacillusLmoniliformisLtypeLstrainLTkkbcUZLStandardsyiny
GenomicySciencesXL2009XLcXLebbYi 16

(2009-2009)
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8 uompleteLgenomeLsequenceLofLPirellulaLstaleyiLtypeLstrainLTsTuuLdieiiUZLStandardsyinyGenomicy
SciencesXL2009XLcXLebjYch 26

7 uompleteLgenomeLsequenceLofLKytococcusLsedentariusLtypeLstrainLTgfcUZLStandardsyinyGenomicy
SciencesXL2009XLcXLcdYdb 94

6 uompleteLgenomeLsequenceLofLvyadobacterLfermentansLtypeLstrainLTNSccfUZLStandardsyinyGenomicy
SciencesXL2009XLcXLceeYfb 19

5 uompleteLgenomeLsequenceLofLThermanaerovibrioLacidaminovoransLtypeLstrainLTSujjeUZLStandardsy
inyGenomicySciencesXL2009XLcXLdgfYhc 19

4 uompleteLgenomeLsequenceLofLSlackiaLheliotrinireducensLtypeLstrainLTRzSLcUZLStandardsyinyGenomicy
SciencesXL2009XLcXLdefYfc 16

3 uompleteLgenomeLsequenceLofLvesulfotomaculumLacetoxidansLtypeLstrainLTggigUZLStandardsyiny
GenomicySciencesXL2009XLcXLdfdYge 33

2 uompleteLgenomeLsequenceLofLStackebrandtiaLnassauensisLtypeLstrainLTLLRYfbKYdcUZLStandardsyiny
GenomicySciencesXL2009XLcXLdefYfc 16

1 yenomeLofLMethylobacillusLflagellatusXLmolecularLbasisLforLobligateLmethylotrophyXLandL
polyphyleticLoriginLofLmethylotrophyZLJournalyofyBacteriologyXL2007XLcjkXLfbdbYi 3.5 83

Lynne Goodwin
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