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Increasing Molecular Dynamics Simulation Rates with an 8-Fold Increase in Electrical Power
Efficiency. , 2016, , .
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Engineering, 2015, 46, 123-138.

Rupture mechanism of liquid crystal thin films realized by large-scale molecular simulations.
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Implementing molecular dynamics on hybrid high performance computersad€”Three-body potentials. 75 112
Computer Physics Communications, 2013, 184, 2785-2793. :
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