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A Modified Cre-<i>lox<[i> Genetic Switch To Dynamically Control Metabolic Flow in
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Mechanism-based Inactivation of Coenzyme B12-dependent Diol Dehydratase by 3-Unsaturated 1,2-Diols
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Survey of Catalytic Residues and Essential Roles of Glutamate-+170 and Aspartate-+335 in Coenzyme
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Release of a Damaged Cofactor from a Coenzyme B12-Dependent Enzyme: X-Ray Structures of Diol

Dehydratase-Reactivating Factor. Structure, 2005, 13, 1745-1754. 3.3 31

Adenosyltransferase: an enzyme and an escort for coenzyme B12?. Trends in Biochemical Sciences,
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Crystallization and preliminary X-ray analysis of molecular chaperone-like diol
dehydratase-reactivating factor in ADP-bound and nucleotide-free forms. Acta Crystallographica 0.7 4
Section F: Structural Biology Communications, 2005, 61, 603-605.
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An electron paramagnetic resonance study on the mechanism-based inactivation of

adenosylcobalamin-dependent diol dehydrase by glycerol and other substrates. BBA - Proteins and
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