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Diol Dehydratase Reaction. Biochemistry, 2005, 44, 2113-2118. :
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Histidine-1+143 Assists 1,2-Hydroxyl Group Migration and Protects Radical Intermediates in Coenzyme
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A Highly Tunable System for the Simultaneous Expression of Multiple Enzymes in <i>Saccharomyces

cerevisiae<[i>. ACS Synthetic Biology, 2015, 4, 12-16.

Survey of Catalytic Residues and Essential Roles of Glutamate-+170 and Aspartate-+335 in Coenzyme
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An electron paramagnetic resonance study on the mechanism-based inactivation of
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Combinatorial Screening for Transgenic Yeasts with High Cellulase Activities in Combination with a
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Methods in Enzymology, 2022, 668, 181-242.




