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56 ‘nrichingLpublicLdescriptionsLofLmarineLphagesLusingLtheLGenomicLStandardsLyonsortiumLMIGSL
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54 TheLgenomicLstandardsLconsortiumpLbringingLstandardsLtoLlifeLforLmicrobialLecologydLISMEmJournalbL
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51 yomparisonLofLmultipleLmetagenomesLusingLphylogeneticLnetworksLbasedLonLecologicalLindicesdL
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NaturemPrecedingsbL2010bL 6

49 ISwLsoftwareLsuitepLsupportingLstandardsccompliantLexperimentalLannotationLandLenablingLcurationL
atLtheLcommunityLleveldLBioinformaticsbL2010bLhlbLhikjcl 7.2 208
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SciencesbL2010bLibLhglchj 2

41 MeetingLReportLfromLtheLGenomicLStandardsLyonsortiumLUGSyWLWorkshopLgfdLStandardsminmGenomicm
SciencesbL2010bLibLhhkcig 7

40 MeetingLReportLfromLtheLSecondLNMinimumLInformationLforLxiologicalLandLxiomedicalL
InvestigationsNLUMIxxIWLworkshopdLStandardsminmGenomicmSciencesbL2010bLibLhkocll 26

39 MeetingLReportpLNMetagenomicsbLMetadataLandLMetacanalysisNLUMiWLWorkshopLatLtheLPacificL
SymposiumLonLxiocomputingLhfgfdLStandardsminmGenomicmSciencesbL2010bLhbLikmclf 2
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33 ‘xtendingLStandardsLforLGenomicsLandLMetagenomicsLzatapLwLResearchLyoordinationLNetworkLforL
theLGenomicLStandardsLyonsortiumLURyNjGSyWdLStandardsminmGenomicmSciencesbL2009bLgbLnmcof 7

32 MeetingLReportpLNMetagenomicsbLMetadataLandLMetacanalysisNLUMiWLSpecialLInterestLGroupLatLISMxL
hffodLStandardsminmGenomicmSciencesbL2009bLgbLhmncnh 4

31 MeetingLReportLfromLtheLGenomicLStandardsLyonsortiumLUGSyWLWorkshopsLlLandLmdLStandardsminm
GenomicmSciencesbL2009bLgbLlncmg 11
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TranslationalmBioinformaticsbL2009bLhffobLgghck 1

29 StandardsLforL’unctionalLGenomicsL2009bLhoiciho

28 PromotingLcoherentLminimumLreportingLguidelinesLforLbiologicalLandLbiomedicalLinvestigationspLtheL
MIxxILprojectdLNaturemBiotechnologybL2008bLhlbLnnocol 44.5 417

27 WorkingLtogetherLtoLputLmoleculesLonLtheLmapdLNaturebL2008bLjkibLomn 50.4 9

26 TheLminimumLinformationLaboutLaLgenomeLsequenceLUMIGSWLspecificationdLNaturemBiotechnologybL
2008bLhlbLkjgcm 44.5 964

25 HabitatcLitepLaLGSyLcaseLstudyLbasedLonLfreeLtextLtermsLforLenvironmentalLmetadatadLOMICSmAm
JournalmofmIntegrativemBiologybL2008bLghbLghocil 3.8 34

24 TowardLanLonlineLrepositoryLofLStandardLOperatingLProceduresLUSOPsWLforLUmetaWgenomicL
annotationdLOMICSmAmJournalmofmIntegrativemBiologybL2008bLghbLgimcjg 3.8 491

23
zefiningLlinkagesLbetweenLtheLGSyLandLNS’TsLLT‘RLprogrampLhowLtheL‘cologicalLMetadataL
LanguageLU‘MLWLrelatesLtoLGyzMLLandLotherLoutcomesdLOMICSmAmJournalmofmIntegrativemBiologybL
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22 wLstandardLMIGSeMIMSLcompliantLXMLLSchemapLtowardLtheLdevelopmentLofLtheLGenomicL
yontextualLzataLMarkupLLanguageLUGyzMLWdLOMICSmAmJournalmofmIntegrativemBiologybL2008bLghbLggkchg 3.8 52

21 LayingLtheLfoundationLforLaLGenomicLRosettaLStonepLcreatingLinformationLhubsLthroughLtheLuseLofL
consensusLidentifiersdLOMICSmAmJournalmofmIntegrativemBiologybL2008bLghbLghicm 3.8 11

20 TowardLaLstandardsccompliantLgenomicLandLmetagenomicLpublicationLrecorddLOMICSmAmJournalmofm
IntegrativemBiologybL2008bLghbLgkmclf 3.8 31

19 zetectionLofLlargeLnumbersLofLnovelLsequencesLinLtheLmetatranscriptomesLofLcomplexLmarineL
microbialLcommunitiesdLPLoSmONEbL2008bLibLeifjh 3.7 289

18 HandlebarpLaLflexiblebLwebcbasedLinventoryLmanagerLforLhandlingLbarcodedLsamplesdLBioTechniquesbL
2007bLjhbLiffbLifh 2.5 8

17 TheLpositiveLroleLofLtheLecologicalLcommunityLinLtheLgenomicLrevolutiondLMicrobialmEcologybL2007bL
kibLkfmcgg 4.4 5

16 StandardLreportingLrequirementsLforLbiologicalLsamplesLinLmetabolomicsLexperimentspL
environmentalLcontextdLMetabolomicsbL2007bLibLhfichgf 4.7 78
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15 eGenomicspLyataloguingLOurLyompleteLGenomeLyollectionLIIIdLComparativemandmFunctionalmGenomics
bL2007bLhffmbLgcm 3

14 LargecscaleLcomparativeLgenomicLrankingLofLtaxonomicallyLrestrictedLgenesLUTRGsWLinLbacterialLandL
archaealLgenomesdLPLoSmONEbL2007bLhbLeihj 3.7 24

13 zevelopmentLofL’uGOpLanLontologyLforLfunctionalLgenomicsLinvestigationsdLOMICSmAmJournalmofm
IntegrativemBiologybL2006bLgfbLgoochfj 3.8 45

12 yonceptLofLsampleLinLOMIySLtechnologydLOMICSmAmJournalmofmIntegrativemBiologybL2006bLgfbLghmcim 3.8 38

11 wnnotationLofLenvironmentalLOMIySLdatapLapplicationLtoLtheLtranscriptomicsLdomaindLOMICSmAm
JournalmofmIntegrativemBiologybL2006bLgfbLgmhcn 3.8 18

10 wLSpecialLIssueLonLzataLStandardsdLOMICSmAmJournalmofmIntegrativemBiologybL2006bLgfbLnjcoi 3.8 35

9 OpenLsoftwareLforLbiologistspLfromLfamineLtoLfeastdLNaturemBiotechnologybL2006bLhjbLnfgci 44.5 158

8 ‘cologicalLperspectivesLonLtheLsequencedLgenomeLcollectiondLEcologymLettersbL2005bLnbLgiijcgijk 10 24

7 eGenomicspLgenomesLandLtheLenvironmentdLComparativemandmFunctionalmGenomicsbL2005bLlbLikmclh 3

6 xioinformaticsLandLdataLmanagementLsupportLforLenvironmentalLgenomicsdLPLoSmBiologybL2005bLibLehom 9.7 14

5 yataloguingLourLcurrentLgenomeLcollectiondLMicrobiologymuUnitedmKingdomvbL2005bLgkgbLgfglcgfgo 2.9 15

4 TheLsimpleLsequenceLcontingencyLlociLofLHaemophilusLinfluenzaeLandLNeisseriaLmeningitidisdL
JournalmofmClinicalmInvestigationbL2001bLgfmbLlkmclh 15.9 115

3 NotesLonLdesigningLaLpartialLgenomicLdatabasepLTheLPfSxWhkL‘ncyclopaediabLaLsequenceLdatabaseL
forLPseudomonasLfluorescensLSxWhkdLMicrobiologymuUnitedmKingdomvbL2001bLgjmbLhjmchjo 2.9 8

2
TheLlengthLofLaLtetranucleotideLrepeatLtractLinLHaemophilusLinfluenzaeLdeterminesLtheLphaseL
variationLrateLofLaLgeneLwithLhomologyLtoLtypeLIIILzNwLmethyltransferasesdLMolecularmMicrobiologybL
2000bLikbLhggchh
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1 TheLgenerationLofLdiversityLbyLHaemophilusLinfluenzaepLresponsedLTrendsminmMicrobiologybL2000bLnbLjikcl 12.4 5
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