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79 HighaThroughputMVirtualMScreeningMandMValidationMofMaMSuRSawoVafMMainMProteaseMNoncovalentM
InhibitorbMJournal of Chemical Information and ModelingYM2021YM 6.1 12

78 wonvertingMtabularMdataMintoMimagesMforMdeepMlearningMwithMconvolutionalMneuralMnetworksbM
Scientific ReportsYM2021YMeeYMeegfi 4.9 6

77 LearningMcurvesMforMdrugMresponseMpredictionMinMcancerMcellMlinesbMBMC BioinformaticsYM2021YMffYMfif 3.6 3

76 uMgenomicMdataMresourceMforMpredictingMantimicrobialMresistanceMfromMlaboratoryaderivedM
antimicrobialMsusceptibilityMphenotypesbMBriefings in BioinformaticsYM2021YMffYM 13.4 2

75 TheMPuTRIwMvioinformaticsMResourceMwenternMexpandingMdataMandManalysisMcapabilitiesbMNucleic Acids 
ResearchYM2020YMhlYMxjdjaxjef 20.1 206

74 ynhancedMwoayxpressionMyxtrapolationMUwOXyNVMGeneMSelectionMMethodMforMvuildingMuntiawancerM
xrugMResponseMPredictionMModelsbMGenesYM2020YMeeYM 4.2 4

73 ynsembleMtransferMlearningMforMtheMpredictionMofMantiacancerMdrugMresponsebMScientific ReportsYM2020YM
edYMeldhd 4.9 15

72 wysticMzibrosisMRapidMResponsenMTranslatingMMultiaomicsMxataMintoMwlinicallyMRelevantMInformationbM
MBioYM2019YMedYM 7.8 16

71 PuTRIwMasMaMuniqueMresourceMforMstudyingMantimicrobialMresistancebMBriefings in BioinformaticsYM2019YM
fdYMedmhaeedf 13.4 43

70 uIMMeetsMyxascaleMwomputingnMudvancingMwancerMResearchMWithMLargeaScaleMHighMPerformanceM
womputingbMFrontiers in OncologyYM2019YMmYMmlh 5.3 10

69 xevelopingManMinMsilicoMminimumMinhibitoryMconcentrationMpanelMtestMforMKlebsiellaMpneumoniaebM
Scientific ReportsYM2018YMlYMhfe 4.9 83

68 wuNxLycSupervisornMaMworkflowMframeworkMforMmachineMlearningMappliedMtoMcancerMresearchbMBMC 
BioinformaticsYM2018YMemYMhme 3.6 21

67 PredictingMtumorMcellMlineMresponseMtoMdrugMpairsMwithMdeepMlearningbMBMC BioinformaticsYM2018YMemYMhlj 3.6 51

66 ImprovementsMtoMPuTRIwYMtheMallabacterialMvioinformaticsMxatabaseMandMunalysisMResourceMwenterbM
Nucleic Acids ResearchYM2017YMhiYMxigiaxihf 20.1 809

65 PopulationMGenomicMunalysisMofMeYkkkMyxtendedaSpectrumMvetaaLactamaseaProducingMIsolatesYM
HoustonYMTexasnMUnexpectedMubundanceMofMwlonalMGroupMgdkbMMBioYM2017YMlYM 7.8 79

64 WholeaGenomeMSequencingMofMaMHumanMwlinicalMIsolateMofMtheMNovelMSpeciesMspbMnovbMGenome 
AnnouncementsYM2017YMiYM 32

63 WholeaGenomeMSequencingMofMHumanMwlinicalMIsolatesMRevealsMMisidentificationMandM
MisunderstandingsMofMYMYMandbMMSphereYM2017YMfYM 5 78
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62 untimicrobialMResistanceMPredictionMinMPuTRIwMandMRuSTbMScientific ReportsYM2016YMjYMfkmgd 4.9 120

61 RuSTtknMaMmodularMandMextensibleMimplementationMofMtheMRuSTMalgorithmMforMbuildingMcustomM
annotationMpipelinesMandMannotatingMbatchesMofMgenomesbMScientific ReportsYM2015YMiYMlgji 4.9 1061

60 wompleteMgenomeMsequenceMofMtheMfilamentousMglidingMpredatoryMbacteriumMHerpetosiphonM
aurantiacusMtypeMstrainMUeehamiUTVVbMStandards in Genomic SciencesYM2011YMiYMgijakd 35

59 wompleteMgenomeMsequenceMofMRhodospirillumMrubrumMtypeMstrainMUSeVbMStandards in Genomic 
SciencesYM2011YMhYMfmgagdf 31

58 wompleteMgenomeMsequenceMofMTolumonasMauensisMtypeMstrainMUTuMhVbMStandards in Genomic Sciences
YM2011YMiYMeefafd 4

57 wompleteMgenomeMsequenceMofMzerroglobusMplacidusMuyxIIefxObMStandards in Genomic SciencesYM
2011YMiYMidajd 27

56 wompleteMgenomeMsequenceMofMtheMhalophilicMandMhighlyMhalotolerantMwhromohalobacterMsalexigensM
typeMstrainMUeHeeUTVVbMStandards in Genomic SciencesYM2011YMiYMgkmall 28

55 wompleteMgenomeMsequenceMofMTsukamurellaMpaurometabolaMtypeMstrainMUnobMggVbMStandards in 
Genomic SciencesYM2011YMhYMghfaie 8

54 NonacontiguousMfinishedMgenomeMsequenceMandMcontextualMdataMofMtheMfilamentousMsoilMbacteriumM
KtedonobacterMracemiferMtypeMstrainMUSOSPeafeVbMStandards in Genomic SciencesYM2011YMiYMmkaeee 72

53 wompleteMgenomeMsequenceMofMThermomonosporaMcurvataMtypeMstrainMUvmVbMStandards in Genomic 
SciencesYM2011YMhYMegaff 24

52
TheMgenomeMsequenceMofMMethanohalophilusMmahiiMSLPUTVMrevealsMdifferencesMinMtheMenergyM
metabolismMamongMmembersMofMtheMMethanosarcinaceaeMinhabitingMfreshwaterMandMsalineM
environmentsbMArchaeaYM2010YMfdedYMjmdkgk

2 31

51 wompleteMgenomeMsequenceMofMRhizobiumMleguminosarumMbvbMtrifoliiMstrainMWSMegfiYManMeffectiveM
microsymbiontMofMannualMMediterraneanMcloversbMStandards in Genomic SciencesYM2010YMfYMghkaij 45

50 SequencingMofMmultipleMclostridialMgenomesMrelatedMtoMbiomassMconversionMandMbiofuelMproductionbM
Journal of BacteriologyYM2010YMemfYMjhmhaj 3.5 71

49 wompleteMgenomeMsequenceMofMzerrimonasMbalearicaMtypeMstrainMUPuTVbMStandards in Genomic 
SciencesYM2010YMgYMekhalf 9

48 wompleteMgenomeMsequenceMofMVeillonellaMparvulaMtypeMstrainMUTegVbMStandards in Genomic SciencesYM
2010YMfYMikaji 29

47 wompleteMgenomeMsequenceMofMKribbellaMflavidaMtypeMstrainMUIzOMehgmmVbMStandards in Genomic 
SciencesYM2010YMfYMeljamg 10

46 wompleteMgenomeMsequenceMofMwonexibacterMwoeseiMtypeMstrainMUIxegeikkVbMStandards in Genomic 
SciencesYM2010YMfYMfefam 15

45 wompleteMgenomeMsequenceMofMucidaminococcusMfermentansMtypeMstrainMUVRhVbMStandards in 
Genomic SciencesYM2010YMgYMeaeh 19
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44 wompleteMgenomeMsequenceMofMIgnisphaeraMaggregansMtypeMstrainMUuQebSeVbMStandards in Genomic 
SciencesYM2010YMgYMjjaki 13

43 wompleteMgenomeMsequenceMofMTThermobaculumMterrenumTMtypeMstrainMUYNPeVbMStandards in 
Genomic SciencesYM2010YMgYMeigajf 9

42 wompleteMgenomeMsequenceMofMulicyclobacillusMacidocaldariusMtypeMstrainMUedhaIuVbMStandards in 
Genomic SciencesYM2010YMfYMmael 20

41 wompleteMgenomeMsequenceMofMSphaerobacterMthermophilusMtypeMstrainMUSMjdffVbMStandards in 
Genomic SciencesYM2010YMfYMhmaij 20

40 wompleteMgenomeMsequenceMofMStreptosporangiumMroseumMtypeMstrainMUNIMmeddVbMStandards in 
Genomic SciencesYM2010YMfYMfmagk 25

39 wompleteMgenomeMsequenceMofMwhitinophagaMpinensisMtypeMstrainMUUQMMfdghVbMStandards in 
Genomic SciencesYM2010YMfYMlkami 57

38 wompleteMgenomeMsequenceMofMSulfurospirillumMdeleyianumMtypeMstrainMUiekiVbMStandards in 
Genomic SciencesYM2010YMfYMehmaik 24

37 wompleteMgenomeMsequenceMofMHaloterrigenaMturkmenicaMtypeMstrainMUhkVbMStandards in Genomic 
SciencesYM2010YMfYMedkaej 28

36 wompleteMgenomeMsequenceMofMHaliangiumMochraceumMtypeMstrainMUSMPafVbMStandards in Genomic 
SciencesYM2010YMfYMmjaedj 53

35 wompleteMgenomeMsequenceMofMGeodermatophilusMobscurusMtypeMstrainMUGafdVbMStandards in 
Genomic SciencesYM2010YMfYMeilajk 49

34 wompleteMgenomeMsequenceMofMNakamurellaMmultipartitaMtypeMstrainMUYaedhVbMStandards in Genomic 
SciencesYM2010YMfYMejlaki 28

33 wompleteMgenomeMsequenceMofMSpirosomaMlingualeMtypeMstrainMUeVbMStandards in Genomic SciencesYM
2010YMfYMekjali 35

32 wompleteMgenomeMsequenceMofMSegniliparusMrotundusMtypeMstrainMUwxwMedkjVbMStandards in Genomic 
SciencesYM2010YMfYMfdgaee 9

31 wompleteMgenomeMsequenceMofMSebaldellaMtermitidisMtypeMstrainMUNwTwMeegddVbMStandards in 
Genomic SciencesYM2010YMfYMffdak 16

30 wompleteMgenomeMsequenceMofMThermosphaeraMaggregansMtypeMstrainMUMeeTLVbMStandards in 
Genomic SciencesYM2010YMfYMfhiaim 12

29 wompleteMgenomeMsequenceMofMworaliomargaritaMakajimensisMtypeMstrainMUdhOKudedafhVbMStandards 
in Genomic SciencesYM2010YMfYMfmdam 18

28 wompleteMgenomeMsequenceMofMThermobisporaMbisporaMtypeMstrainMURieVbMStandards in Genomic 
SciencesYM2010YMfYMgelafj 18

27 wompleteMgenomeMsequenceMofMxesulfohalobiumMretbaenseMtypeMstrainMUHRUeddVVbMStandards in 
Genomic SciencesYM2010YMfYMglahl 17
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26 wompleteMgenomeMsequenceMofMurchaeoglobusMprofundusMtypeMstrainMUuVelVbMStandards in Genomic 
SciencesYM2010YMfYMgfkahj 20

25 wompleteMgenomeMsequenceMofMxenitrovibrioMacetiphilusMtypeMstrainMUNfhjdVbMStandards in Genomic 
SciencesYM2010YMfYMfkdam 11

24 wompleteMgenomeMsequenceMofMGordoniaMbronchialisMtypeMstrainMUghedVbMStandards in Genomic 
SciencesYM2010YMfYMemafl 19

23 wompleteMgenomeMsequenceMofMSulfurimonasMautotrophicaMtypeMstrainMUOKedVbMStandards in Genomic 
SciencesYM2010YMgYMemhafdf 32

22 wompleteMgenomeMsequenceMofMHalorhabdusMutahensisMtypeMstrainMUuXafVbMStandards in Genomic 
SciencesYM2009YMeYMfelafi 21

21 wompleteMgenomeMsequenceMofMveutenbergiaMcavernaeMtypeMstrainMUHKIMdeffVbMStandards in Genomic 
SciencesYM2009YMeYMfeal 11

20 wompleteMgenomeMsequenceMofMwryptobacteriumMcurtumMtypeMstrainMUefagVbMStandards in Genomic 
SciencesYM2009YMeYMmgaedd 13

19 wompleteMgenomeMsequenceMofMxesulfomicrobiumMbaculatumMtypeMstrainMUXVbMStandards in Genomic 
SciencesYM2009YMeYMfmagk 30

18 wompleteMgenomeMsequenceMofMSanguibacterMkeddieiiMtypeMstrainMUSTakhVbMStandards in Genomic 
SciencesYM2009YMeYMeedal 10

17 wompleteMgenomeMsequenceMofMwatenulisporaMacidiphilaMtypeMstrainMUIxMegmmdlVbMStandards in 
Genomic SciencesYM2009YMeYMeemafi 19

16 wompleteMgenomeMsequenceMofMLeptotrichiaMbuccalisMtypeMstrainMUwaedegabVbMStandards in Genomic 
SciencesYM2009YMeYMefjagf 17

15 wompleteMgenomeMsequenceMofMSaccharomonosporaMviridisMtypeMstrainMUPedeVbMStandards in Genomic 
SciencesYM2009YMeYMeheam 21

14 wompleteMgenomeMsequenceMofMuctinosynnemaMmirumMtypeMstrainMUedeVbMStandards in Genomic 
SciencesYM2009YMeYMhjaig 32

13 wompleteMgenomeMsequenceMofMunaerococcusMprevotiiMtypeMstrainMUPweVbMStandards in Genomic 
SciencesYM2009YMeYMeimaji 18

12 wompleteMgenomeMsequenceMofMutopobiumMparvulumMtypeMstrainMUIPPMefhjVbMStandards in Genomic 
SciencesYM2009YMeYMejjakg 21

11 wompleteMgenomeMsequenceMofMyggerthellaMlentaMtypeMstrainMUIPPMVPIMdfiiVbMStandards in Genomic 
SciencesYM2009YMeYMekhalf 31

10 wompleteMgenomeMsequenceMofMKangiellaMkoreensisMtypeMstrainMUSWaefiVbMStandards in Genomic 
SciencesYM2009YMeYMffjagg 10

9 wompleteMgenomeMsequenceMofMJonesiaMdenitrificansMtypeMstrainMUPrevotMiieghVbMStandards in 
Genomic SciencesYM2009YMeYMfjfam 10

(2009-2010)
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8 wompleteMgenomeMsequenceMofMHalomicrobiumMmukohataeiMtypeMstrainMUargafVbMStandards in 
Genomic SciencesYM2009YMeYMfkdak 30

7 wompleteMgenomeMsequenceMofMRhodothermusMmarinusMtypeMstrainMURaedVbMStandards in Genomic 
SciencesYM2009YMeYMflgamd 20

6 wompleteMgenomeMsequenceMofMStreptobacillusMmoniliformisMtypeMstrainMUmmdeVbMStandards in 
Genomic SciencesYM2009YMeYMgddak 16

5 wompleteMgenomeMsequenceMofMKytococcusMsedentariusMtypeMstrainMUiheVbMStandards in Genomic 
SciencesYM2009YMeYMefafd 94

4 wompleteMgenomeMsequenceMofMxyadobacterMfermentansMtypeMstrainMUNSeehVbMStandards in Genomic 
SciencesYM2009YMeYMeggahd 19

3 wompleteMgenomeMsequenceMofMThermanaerovibrioMacidaminovoransMtypeMstrainMUSullgVbMStandards 
in Genomic SciencesYM2009YMeYMfihaje 19

2 wompleteMgenomeMsequenceMofMSlackiaMheliotrinireducensMtypeMstrainMURHSMeVbMStandards in Genomic 
SciencesYM2009YMeYMfghahe 16

1 wompleteMgenomeMsequenceMofMxesulfotomaculumMacetoxidansMtypeMstrainMUiikiVbMStandards in 
Genomic SciencesYM2009YMeYMfhfaig 33
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