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30 DefiningStheSriskSofSSARShCoVhmSvariantsSonSimmuneSprotectioniiSNaturegS2022gS 50.4 7

29 ConvertingStabularSdataSintoSimagesSforSdeepSlearningSwithSconvolutionalSneuralSnetworksiS
ScientificpReportsgS2021gSllgSllnmp 4.9 6

28 ASgenomicSdataSresourceSforSpredictingSantimicrobialSresistanceSfromSlaboratoryhderivedS
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ResearchgS2020gSosgSDqkqhDqlm 20.1 206

25 MolecularSArchitectureSofSEarlySDisseminationSandSMassiveSSecondSWaveSofStheSSARShCoVhmSVirusS
inSaSMajorSMetropolitanSAreaS2020gS 11

24 PredictingSantimicrobialSresistanceSusingSconservedSgenesiSPLoSpComputationalpBiologygS2020gSlqgSelkksnlt5 10

23 EnhancedSCohExpressionSExtrapolationScCOXENdSGeneSSelectionSMethodSforSBuildingSAntihCancerS
DrugSResponseSPredictionSModelsiSGenesgS2020gSllgS 4.2 4

22 MolecularSArchitectureSofSEarlySDisseminationSandSMassiveSSecondSWaveSofStheSSARShCoVhmSVirusS
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21 EnsembleStransferSlearningSforStheSpredictionSofSantihcancerSdrugSresponseiSScientificpReportsgS2020gS
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14 AntimicrobialSResistanceSPredictionSinSPATRICSandSRASTiSScientificpReportsgS2016gSqgSmrtnk 4.9 120
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13 CurationgSintegrationSandSvisualizationSofSbacterialSvirulenceSfactorsSinSPATRICiSBioinformaticsgS2015gS
nlgSmpmhs 7.2 37

12 EnablingScomparativeSmodelingSofScloselySrelatedSgenomesuSexampleSgenusSBrucellaiS3pBiotechgS
2015gSpgSlklhlkp 2.8 3

11 RASTtkuSaSmodularSandSextensibleSimplementationSofStheSRASTSalgorithmSforSbuildingScustomS
annotationSpipelinesSandSannotatingSbatchesSofSgenomesiSScientificpReportsgS2015gSpgSsnqp 4.9 1061

10 ComparativeSphylogenomicsSandSevolutionSofStheSBrucellaeSrevealSaSpathStoSvirulenceiSJournalpofp
BacteriologygS2014gSltqgStmkhnk 3.5 73

9 TheSSEEDSandStheSRapidSAnnotationSofSmicrobialSgenomesSusingSSubsystemsSTechnologyScRASTdiS
NucleicpAcidspResearchgS2014gSomgSDmkqhlo 20.1 2534

8 PATRICgStheSbacterialSbioinformaticsSdatabaseSandSanalysisSresourceiSNucleicpAcidspResearchgS2014gS
omgSDpslhtl 20.1 823

7 InformaticshDrivenSInfectiousSDiseaseSResearchiSCommunicationspinpComputerpandpInformationp
SciencegS2013gSnhll 0.3

6 ASRickettsiaSgenomeSoverrunSbySmobileSgeneticSelementsSprovidesSinsightSintoStheSacquisitionSofS
genesScharacteristicSofSanSobligateSintracellularSlifestyleiSJournalpofpBacteriologygS2012gSltogSnrqhto 3.5 115

5 ComparativeSgenomicsSofSearlyhdivergingSBrucellaSstrainsSrevealsSaSnovelSlipopolysaccharideS
biosynthesisSpathwayiSMBiogS2012gSngSekkmoqhll 7.8 23

4 ComparativeSgenomicsSofSearlyhdivergingSBrucellaSstrainsSrevealsSaSnovelSlipopolysaccharideS
biosynthesisSpathwayiSMBiogS2012gSngSekkmoqhlm 7.8 23

3 AnalysisSofStenSBrucellaSgenomesSrevealsSevidenceSforShorizontalSgeneStransferSdespiteSaSpreferredS
intracellularSlifestyleiSJournalpofpBacteriologygS2009gSltlgSnpqthrt 3.5 86

2 RickettsiaSphylogenomicsuSunwindingStheSintricaciesSofSobligateSintracellularSlifeiSPLoSpONEgS2008gSngSemkls3.7 137
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