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60 yOcriticalOassessmentOofOgeneOcatalogsOforOmetagenomicOanalysiseOBioinformaticscO2021cO 7.2 3

59 BEyGLEOkrOImprovedOPerformancecOScalingcOandOUsabilityOforOaOHighdPerformanceOComputingOLibraryO
forOStatisticalOPhylogeneticseOSystematichBiologycO2019cOnpcOhgmidhgnh 8.4 71

58 ComparativeOmorphologyOandOevolutionOofOtheOcnidosacOinOCladobranchiaOWGastropodarO
HeterobranchiarONudibranchiaYeOFrontiershinhZoologycO2018cOhmcOlk 2.8 17

57 RerootingOTreesOIncreasesOOpportunitiesOforOConcurrentOComputationOandOResultsOinOMarkedlyO
ImprovedOPerformanceOforOPhylogeneticOInferenceO2018cO 2

56 FastOandOsimpleOproteindalignmentdguidedOassemblyOofOorthologousOgeneOfamiliesOfromOmicrobiomeO
sequencingOreadseOMicrobiomecO2017cOmcOhh 16.6 23

55
PreyOpreferenceOfollowsOphylogenyrOevolutionaryOdietaryOpatternsOwithinOtheOmarineOgastropodO
groupOCladobranchiaOWGastropodarOHeterobranchiarONudibranchiaYeOBMChEvolutionaryhBiologycO2017cO
hocOiih

3 36

54 HeterogeneousOHardwareOSupportOinOBEyGLEcOaOHighdPerformanceOComputingOLibraryOforO
StatisticalOPhylogeneticsO2017cO 4

53 yssociationOofOaONovelOMutationOinOtheOPlasmodiumOfalciparumOChloroquineOResistanceOTransporterO
WithODecreasedOPiperaquineOSensitivityeOJournalhofhInfectioushDiseasescO2017cOihncOlnpdlon 7 75

52 ConfiguringOConcurrentOComputationOofOPhylogeneticOPartialOLikelihoodsrOycceleratingOynalysesO
UsingOtheOBEyGLEOLibraryeOLecturehNoteshinhComputerhSciencecO2017cOmkkdmlo 0.9 4

51 PhylogenyOandOEvolutionOofOLepidopteraeOAnnualhReviewhofhEntomologycO2017cOnicOinmdipk 21.8 121

50 FurtherOprogressOonOtheOphylogenyOofONoctuoideaOWInsectarOLepidopteraYOusingOanOexpandedOgeneO
sampleeOSystematichEntomologycO2017cOlicOpidqk 3.4 30

49 PhylotranscriptomicsOresolvesOancientOdivergencesOinOtheOLepidopteraeOSystematichEntomologycO2017
cOlicOkgmdkhn 3.4 28

48 PhylogenyOandOfeedingOtraitOevolutionOofOtheOmegaddiverseOGelechioideaOWLepidopterarO
ObtectomeraYrOnewOinsightOfromOhqOnuclearOgeneseOSystematichEntomologycO2016cOlhcOhhidhki 3.4 28

47 SubdividingOLongdRunningcOVariabledLengthOynalysesOIntoOShortcOFixeddLengthOBOINCOWorkunitseO
JournalhofhGridhComputingcO2016cOhlcOliqdllh 4.2 9

46 PlasmodiumOfalciparumOfieldOisolatesOfromOareasOofOrepeatedOemergenceOofOdrugOresistantOmalariaO
showOnoOevidenceOofOhypermutatorOphenotypeeOInfectionwhGeneticshandhEvolutioncO2015cOkgcOkhpdkii 4.5 18

45 IndependentOemergenceOofOartemisininOresistanceOmutationsOamongOPlasmodiumOfalciparumOinO
SoutheastOysiaeOJournalhofhInfectioushDiseasescO2015cOihhcOnogdq 7 307

44
yOmolecularOphylogenyOandOrevisedOclassificationOforOtheOoldestOditrysianOmothOlineagesO
WLepidopterarOTineoideaYcOwithOimplicationsOforOancestralOfeedingOhabitsOofOtheOmegaddiverseO
DitrysiaeOSystematichEntomologycO2015cOlgcOlgqdlki
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43
yOmolecularOphylogenyOforOtheOoldestOWnonditrysianYOlineagesOofOextantOLepidopteracOwithO
implicationsOforOclassificationcOcomparativeOmorphologyOandOlifedhistoryOevolutioneOSystematich
EntomologycO2015cOlgcOnohdogl

3.4 53

42 RelationshipsOwithinOCladobranchiaOWGastropodarONudibranchiaYObasedOonORNydSeqOdatarOanOinitialO
investigationeORoyalhSocietyhOpenhSciencecO2015cOicOhmghqn 3.3 36

41 yOgatewayOforOphylogeneticOanalysisOpoweredObyOgridOcomputingOfeaturingOGyRLIOiegeOSystematich
BiologycO2014cOnkcOphidp 8.4 167

40
GeneticOlociOassociatedOwithOdelayedOclearanceOofOPlasmodiumOfalciparumOfollowingOartemisininO
treatmentOinOSoutheastOysiaeOProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericacO2013cOhhgcOilgdm

11.5 214

39 yOlargedscalecOhigherdlevelcOmolecularOphylogeneticOstudyOofOtheOinsectOorderOLepidopteraOWmothsO
andObutterfliesYeOPLoShONEcO2013cOpcOempmnp 3.7 201

38 yOmolecularOphylogenyOforOyponomeutoideaOWinsectacOLepidopteracOditrysiaYOandOitsOimplicationsOforO
classificationcObiogeographyOandOtheOevolutionOofOhostOplantOuseeOPLoShONEcO2013cOpcOemmgnn 3.7 43

37 CanORNydSeqOresolveOtheOrapidOradiationOofOadvancedOmothsOandObutterfliesOWHexapodarO
LepidopterarOypoditrysiaYwOynOexploratoryOstudyeOPLoShONEcO2013cOpcOepinhm 3.7 72

36 yOmolecularOphylogenyOforOtheOpyraloidOmothsOWLepidopterarOPyraloideaYOandOitsOimplicationsOforO
higherdlevelOclassificationeOSystematichEntomologycO2012cOkocOnkmdnmn 3.4 67

35 BEyGLErOanOapplicationOprogrammingOinterfaceOandOhighdperformanceOcomputingOlibraryOforO
statisticalOphylogeneticseOSystematichBiologycO2012cOnhcOhogdk 8.4 374

34 yOmolecularOphylogenyOforOtheOleafdrollerOmothsOWLepidopterarOTortricidaeYOandOitsOimplicationsOforO
classificationOandOlifeOhistoryOevolutioneOPLoShONEcO2012cOocOekmmol 3.7 52

33 IncreasedOgeneOsamplingOyieldsOrobustOsupportOforOhigherdlevelOcladesOwithinOBombycoideaO
WLepidopteraYeOSystematichEntomologycO2011cOkncOkhdlk 3.4 58

32 IncreasedOgeneOsamplingOstrengthensOsupportOforOhigherdlevelOgroupsOwithinOleafdminingOmothsOandO
relativesOWLepidopterarOGracillariidaeYeOBMChEvolutionaryhBiologycO2011cOhhcOhpi 3 40

31 ComputingOtheOTreeOofOLiferOLeveragingOtheOPowerOofODesktopOandOServiceOGridsO2011cO 26

30 CanOdeliberatelyOincompleteOgeneOsampleOaugmentationOimproveOaOphylogenyOestimateOforOtheO
advancedOmothsOandObutterfliesOWHexapodarOLepidopteraYweOSystematichBiologycO2011cOngcOopidqn 8.4 78

29 BroaderOincorporationOofObioinformaticsOinOeducationrOopportunitiesOandOchallengeseOBriefingshinh
BioinformaticscO2010cOhhcOmkodlk 13.4 34

28
ValidatingOtheOsystematicOpositionOofOPlationusOSegerscOMuruganOUODumontcOhqqkOWRotiferarO
BrachionidaeYOusingOsequencesOofOtheOlargeOsubunitOofOtheOnuclearOribosomalODNyOandOofO
cytochromeOCOoxidaseeOHydrobiologiacO2010cOnllcOknhdkog

2.4 4

27 ExtremeOpolymorphismOinOaOvaccineOantigenOandOriskOofOclinicalOmalariarOimplicationsOforOvaccineO
developmenteOSciencehTranslationalhMedicinecO2009cOhcOiram 17.5 129

26 TowardOreconstructingOtheOevolutionOofOadvancedOmothsOandObutterfliesOWLepidopterarODitrysiaYrOanO
initialOmolecularOstudyeOBMChEvolutionaryhBiologycO2009cOqcOipg 3 163
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25 ResolvingOarthropodOphylogenyrOexploringOphylogeneticOsignalOwithinOlhOkbOofOproteindcodingO
nuclearOgeneOsequenceeOSystematichBiologycO2008cOmocOqigdkp 8.4 162

24 yOmolecularOfootprintOofOlimbOlossrOsequenceOvariationOofOtheOautopodialOidentityOgeneOHoxadhkeO
JournalhofhMolecularhEvolutioncO2008cOnocOmphdqk 3.1 14

23 yOgenealogicalOapproachOtoOquantifyingOlineageOdivergenceeOEvolution;hInternationalhJournalhofh
OrganichEvolutioncO2008cOnicOilhhdii 3.8 192

22 BiodSTEERrOyOSemanticOWebOworkflowOtoolOforOGridOcomputingOinOtheOlifeOscienceseOFuturehGenerationh
ComputerhSystemscO2007cOikcOlqodmgq 7.5 23

21 BiasedOdataOreduceOefficiencyOandOeffectivenessOofOconservationOreserveOnetworkseOEcologyhLetterscO
2007cOhgcOknldol 10 87

20 GridOServicesOBaseOLibraryrOyOhighdlevelcOproceduralOapplicationOprogrammingOinterfaceOforOwritingO
GlobusdbasedOGridOserviceseOFuturehGenerationhComputerhSystemscO2007cOikcOmhodmii 7.5 37

19 MagicObulletsOandOgoldenOrulesrOdataOsamplingOinOmolecularOphylogeneticseOZoologycO2005cOhgpcOkiqdkn 1.7 38

18
DivergentOgeneOcopiesOinOtheOasexualOclassOBdelloideaOWRotiferaYOseparatedObeforeOtheObdelloidO
radiationOorOwithinObdelloidOfamilieseOProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericacO2004cOhghcOhniidm

11.5 44

17 SimpleOstatisticalOmodelsOpredictOCdtodUOeditedOsitesOinOplantOmitochondrialORNyeOBMChBioinformatics
cO2004cOmcOhki 3.6 33

16 FewOaminoOacidOpositionsOinOrpoBOareOassociatedOwithOmostOofOtheOrifampinOresistanceOinO
MycobacteriumOtuberculosiseOBMChBioinformaticscO2004cOmcOhko 3.6 18

15 SectiondlevelOrelationshipsOofONorthOymericanOygalinisOWOrobanchaceaeYObasedOonODNyOsequenceO
analysisOofOthreeOchloroplastOgeneOregionseOBMChEvolutionaryhBiologycO2004cOlcOhm 3 10

14 GeneticOconsequencesOofOecologicalOreserveOdesignOguidelinesrOynOempiricalOinvestigationeO
ConservationhGeneticscO2003cOlcOliodlkq 2.6 37

13 PhylogeneticOanalysisOrevealsOfiveOindependentOtransfersOofOtheOchloroplastOgeneOrbcLOtoOtheO
mitochondrialOgenomeOinOangiospermseOCurrenthGeneticscO2003cOlkcOhkhdp 2.9 58

12 NecessityOisOtheOmotherOofOinventionrOaOsimpleOgridOcomputingOsystemOusingOcommodityOtoolseO
JournalhofhParallelhandhDistributedhComputingcO2003cOnkcOmopdmpq 4.4 27

11 EffectivenessOofOConservationOTargetsOinOCapturingOGeneticODiversityeOConservationhBiologycO2003cO
hocOihqdiiq 6 63

10 ComparingObootstrapOandOposteriorOprobabilityOvaluesOinOtheOfourdtaxonOcaseeOSystematichBiologycO
2003cOmicOloodpo 8.4 237

9 PhylogeneticOanalysisObasedOonOhpSOribosomalORNyOgeneOsequencesOsupportsOtheOexistenceOofOclassO
polyacanthocephalaOWacanthocephalaYeOMolecularhPhylogeneticshandhEvolutioncO2002cOikcOippdqi 4.1 53

8 RelatingOaminoOacidOsequenceOtoOphenotyperOanalysisOofOpeptidedbindingOdataeOBiometricscO2001cOmocOnkidli1.8 38

Michael P Cummings

4



7 PhylogeneticOrelationshipsOofOPhytophthoraOspeciesObasedOonOribosomalOITSOIODNyOsequenceO
analysisOwithOemphasisOonOWaterhouseOgroupsOVOandOVIeOMycologicalhResearchcO2000cOhglcOhgmmdhgnh 70

6 PhylogeneticOrelationshipsOofOycanthocephalaObasedOonOanalysisOofOhpSOribosomalORNyOgeneO
sequenceseOJournalhofhMolecularhEvolutioncO2000cOmgcOmkidlg 3.1 91

5 yOcaseOforOevolutionaryOgenomicsOandOtheOcomprehensiveOexaminationOofOsequenceObiodiversityeO
MolecularhBiologyhandhEvolutioncO2000cOhocOhoondpp 8.3 57

4 PhylogeneticOrelationshipsOofOplatyhelminthesObasedOonOhpSOribosomalOgeneOsequenceseOMolecularh
PhylogeneticshandhEvolutioncO1998cOhgcOhdhg 4.1 52

3 PigmentOcompositionOofOputativelyOachlorophyllousOangiospermseOPlanthSystematicshandhEvolutioncO
1998cOihgcOhgmdhhh 1.3 24

2 DNyOSEQUENCEOVyRIyTIONOINOTHEORIBOSOMyLOINTERNyLOTRyNSCRIBEDOSPyCEROREGIONOOFO
FRESHWyTEROCLyDOPHORyOSPECIESOWCHLOROPHYTyYheOJournalhofhPhycologycO1996cOkicOhgkmdhgli 3 30

1 ExpandingOtheOReachOofOGridOComputingrOCombiningOGlobusdOandOBOINCdBasedOSystemsohdpm 9
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