
K M Kaufman

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/11207786/publications.pdf

Version: 2024-02-01

21

papers

1,113

citations

15

h-index

567281

19

g-index

794594

21

all docs

21

docs citations

21

times ranked

1312

citing authors



K M Kaufman

2

# Article IF Citations

1 Novel associations between FAAH genetic variants and postoperative central opioid-related adverse
effects. Pharmacogenomics Journal, 2015, 15, 436-442. 2.0 31

2 Sex-specific association of X-linked Toll-like receptor 7 (TLR7) with male systemic lupus erythematosus.
Proceedings of the National Academy of Sciences of the United States of America, 2010, 107, 15838-15843. 7.1 324

3
Identification of<i>IRAK1</i>as a risk gene with critical role in the pathogenesis of systemic lupus
erythematosus. Proceedings of the National Academy of Sciences of the United States of America,
2009, 106, 6256-6261.

7.1 218

4 Identification of new SLE-associated genes with a two-step Bayesian study design. Genes and Immunity,
2009, 10, 446-456. 4.1 41

5 Interferon regulatory factor-5 is genetically associated with systemic lupus erythematosus in African
Americans. Genes and Immunity, 2008, 9, 187-194. 4.1 88

6
28 AFRICAN-AMERICAN PEDIGREES MULTIPLEX FOR SYSTEMIC LUPUS ERYTHEMATOSUS WITH HEMOLYTIC
ANEMIA CONFIRM, LOCALIZE, AND DEMONSTRATE GENETIC ASSOCIATION OF SLEH1 AT 11Q14. Journal of
Investigative Medicine, 2005, 53, S259.1-S259.

1.6 0

7
Structural availability influences the capacity of autoantigenic epitopes to induce a widespread
lupus-like autoimmune response. Proceedings of the National Academy of Sciences of the United States
of America, 2004, 101, 3551-3556.

7.1 23

8 Immunization with Peptides from 60â€ƒkDa Ro in Diverse Mouse Strains. Scandinavian Journal of
Immunology, 2002, 56, 477-483. 2.7 13

9
A genetic marker within the CD44 gene confirms linkage at 11p13 in African-American families with
lupus stratified by thrombocytopenia, but genetic association with CD44 is not present. Genes and
Immunity, 2002, 3, S86-S88.

4.1 16

10 Lupus Autoantibodies Recognize the Product of an Alternative Open Reading Frame of SmB/Bâ€².
Biochemical and Biophysical Research Communications, 2001, 285, 1206-1212. 2.1 8

11 Linkage analysis of angiotensin-converting enzyme (ACE) insertion/deletion polymorphism and
systemic lupus erythematosus. Molecular and Cellular Endocrinology, 2001, 177, 81-85. 3.2 73

12 Characterization and genomic sequence of the murine 60â€‰kD Ro gene. Genes and Immunity, 2000, 1,
265-270. 4.1 2

13 Immunization of mice with human 60-kd Ro peptides results in epitope spreading if the peptides are
highly homologous between human and mouse. Arthritis and Rheumatism, 1999, 42, 1017-1024. 6.7 56

14 Characterization of human telomerase complex. Proceedings of the National Academy of Sciences of
the United States of America, 1997, 94, 10075-10079. 7.1 25

15 In vitro expression of the beta subunit of human complement component C8. Molecular Immunology,
1996, 33, 1295-1300. 2.2 8

16 Chimeras of Human Complement C9 Reveal the Site Recognized by Complement Regulatory Protein
CD59. Journal of Biological Chemistry, 1995, 270, 3483-3486. 3.4 32

17 Identity of the Segment of Human Complement C8 Recognized by Complement Regulatory Protein CD59.
Journal of Biological Chemistry, 1995, 270, 19723-19728. 3.4 58

18 Genomic Structure of the Human Complement Protein C8.gamma.: Homology to the Lipocalin Gene
Family. Biochemistry, 1994, 33, 5162-5166. 2.5 35



3

K M Kaufman

# Article IF Citations

19
Characterization of rabbit complement component C8. Functional evidence for the species-selective
recognition of C8 alpha by homologous restriction factor (CD59). Journal of Immunology, 1994, 152,
2501-8.

0.8 16

20 Chromosomal Assignment and Physical Linkage of the Human C8 Loci: Implications Regarding C8
Polymorphisms and Deficiencies. Complement and Inflammation, 1990, 7, 298-301. 0.7 0

21 Chromosomal assignment of genes encoding the Î±, Î², and Î³ subunits of human complement protein C8:
Identification of a close physical linkage between the Î± and the Î² loci. Genomics, 1989, 5, 475-480. 2.9 46


