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Purple Bacterium <i>Rhodospirillum rubrum</i>. Journal of Bacteriology, 2010, 192, 1324-1331.
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Rhodopseudomonas palustris CGAO10 Appear To Be Controlled by an Internal Molecular Switch on the
Sensor Kinase. Journal of Bacteriology, 2007, 189, 325-335.

Phytoplankton carbon fixation gene (RuBisCO) transcripts and air-sea CO2 flux in the Mississippi River
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Crystal Structure of a RuBisCO-like Protein from the Green Sulfur Bacterium Chlorobium tepidum.
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