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Reconstruction of mitochondrial genomes from raw sequencing data provides insights on the
phylogeny of Ixodes ticks and cautions for species misidentification. Ticks and Tick-borne Diseases,
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Description of the female, nymph and larva and mitochondrial genome, and redescription of the male
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aculeatus, with a consideration of the most suitable subgenus for this tick. Parasites and Vectors,
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Rediscovery of Ixodes confusus in Australia with the first description of the male from Australia, a
redescription of the female and the mitochondrial (mt) genomes of five species of Ixodes.
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6 <i>Dermacentor kamshadalus</i> (Acari: Ixodidae), a Tick of Mountain Goats and Sheep in Western
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7 Climatic requirements of the eastern paralysis tick, Ixodes holocyclus, with a consideration of its
possible geographic range up to 2090. International Journal for Parasitology, 2021, 51, 241-249. 1.3 13
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Nuclear (18S-28S rRNA) and mitochondrial genome markers of Carios (Carios) vespertilionis
(Argasidae) support Carios Latreille, 1796 as a lineage embedded in the Ornithodorinae:
re-classification of the Carios sensu Klompen and Oliver (1993) clade into its respective subgenera.
Ticks and Tick-borne Diseases, 2021, 12, 101688.
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Climatic requirements of the southern paralysis tick, Ixodes cornuatus, with a consideration of its
host, Vombatus ursinus, and the possible geographic range of the tick up to 2090. Ticks and Tick-borne
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10 Precise annotation of human, chimpanzee, rhesus macaque and mouse mitochondrial genomes leads to
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11 Precise annotation of tick mitochondrial genomes reveals multiple copy number variation of short
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12 Full-length genome sequence of segmented RNA virus from ticks was obtained using small RNA
sequencing data. BMC Genomics, 2020, 21, 641. 1.2 12
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Two new genera of hard ticks, Robertsicus n. gen. and Archaeocroton n. gen., and the solution to the
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4500, 543-552.
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15 Discovery of a novel iflavirus sequence in the eastern paralysis tick Ixodes holocyclus. Archives of
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The Mitochondrial Genome of the Guanaco Louse, Microthoracius praelongiceps: Insights into the
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19 Ovicidal Efficacy of Abametapir Against Eggs of Human Head and Body Lice (Anoplura: Pediculidae).
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21 Genomic insights into the Ixodes scapularis tick vector of Lyme disease. Nature Communications, 2016,
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22 Fragmented mitochondrial genomes in two suborders of parasitic lice of eutherian mammals
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The mitochondrial genome of the chimpanzee louse, Pediculus schaeffi: insights into the process of
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24 &lt;p&gt;&lt;strong&gt;Ticks of Australia. The species that infest domestic animals and
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A list of the 70 species of Australian ticks; diagnostic guides to and species accounts of Ixodes
holocyclus (paralysis tick), Ixodes cornuatus (southern paralysis tick) and Rhipicephalus australis
(Australian cattle tick); and consideration of the place of Australia in the evolution of ticks with
comments on four controversial ideas. International Journal for Parasitology, 2014, 44, 941-953.
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Phylogenetic analysis of mitochondrial genome sequences indicates that the cattle tick, Rhipicephalus
(Boophilus) microplus, contains a cryptic species. Molecular Phylogenetics and Evolution, 2014, 76,
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27 Molecular phylogeny of soft ticks (Ixodida: Argasidae) inferred from mitochondrial genome and
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Fragmented mitochondrial genomes are present in both major clades of the blood-sucking lice
(suborder Anoplura): evidence from two Hoplopleura rodent lice (family Hoplopleuridae). BMC
Genomics, 2014, 15, 751.
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29 Variation in mitochondrial minichromosome composition between blood-sucking lice of the genus
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Phylogenetic analysis of the mitochondrial genomes and nuclear rRNA genes of ticks reveals a deep
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46 Mitochondrial genomics and the new insect order Mantophasmatodea. Molecular Phylogenetics and
Evolution, 2006, 38, 274-279. 1.2 138

47
Molecular Mechanisms for the Variation of Mitochondrial Gene Content and Gene Arrangement
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Relationships among the three major lineages of the Acari (Arthropoda:Arachnida) inferred from
small subunit rRNA: paraphyly of the Parasitiformes with respect to the Opilioacariformes and
relative rates of nucleotide substitution. Invertebrate Systematics, 2005, 19, 383.
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52 Mitochondrial genome data alone are not enough to unambiguously resolve the relationships of
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53 Synonymy of Boophilus Curtice, 1891 with Rhipicephalus Koch, 1844 (Acari: Ixodidae). Systematic
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54 Phylogeny of the lice (Insecta, Phthiraptera) inferred from small subunit rRNA. Zoologica Scripta,
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