9

papers

10

all docs

1477746

1,393 6
citations h-index
10 10
docs citations times ranked

1473754

g-index

2741

citing authors



ARTICLE IF CITATIONS

DNA Methylation in Newborns and Maternal Smoking in Pregnancy: Genome-wide Consortium
Meta-analysis. American Journal of Human Genetics, 2016, 98, 680-696.

A Controlled Trial of Inmunotherapy for Asthma in Allergic Children. New England Journal of 13.9 394
Medicine, 1997, 336, 324-332. )

Maternal BMI at the start of pregnancy and offspring epigenome-wide DNA methylation: findings from
the pregnancy and childhood epigenetics (PACE) consortium. Human Molecular Genetics, 2017, 26,
4067-4085.

Cohort Profile: Pregnancy And Childhood Epigenetics (PACE) Consortium. International Journal of 0.9 105
Epidemiology, 2018, 47, 22-23u. :

Epigenome wide comparison of DNA methylation profile between paired umbilical cord blood and
neonatal blood on Guthrie cards. Epigenetics, 2020, 15, 454-461.

Nicotine and Its Downstream Metabolites in Maternal and Cord Sera: Biomarkers of Prenatal Smoking
Exposure Associated with Offspring DNA Methylation. International Journal of Environmental 1.2 11
Research and Public Health, 2020, 17, 9552.

Gaussian Bayesian network comparisons with graph ordering unknown. Computational Statistics and
Data Analysis, 2021, 157, 107156.

Association of grandmaternal smoking during pregnancy with DNA methylation of grandchildren: the 1.0 4
Isle of Wight study. Epigenomics, 2021, 13, 1473-1483. :

The management of paediatric allergy. Current Opinion in Allergy and Clinical Inmunology, 2013, 13,

S1-S50.




