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l Paper IF Citations

417 –olecularHphylogeneticsHandHtheHoriginsHofHplacentalHmammalsVHNatureTH2001THbXgTHdYbUf 50.4 1178

416 ResolutionHofHtheHearlyHplacentalHmammalHradiationHusingHpayesianHphylogeneticsVHScienceTH2001TH
ZgbTHZabfUcY 33.3 1077

415 vzoHandHvwVUYhHheterozygoteHadvantageHandHpRacUqwRXbHdisadvantageVHScienceTH1999THZfaTHYebfUcZ 33.3 1039

414 spistaticHinteractionHbetweenHywRarSYHandHvzoUpHdelaysHtheHprogressionHtoHowrSVHNatureUGeneticsTH
2002THaYTHbZgUab 36.3 949

413 vzoHandHNyHcellHinhibitoryHreceptorHgenesHinHresolvingHhepatitisHqHvirusHinfectionVHScienceTH2004TH
aXcTHfeZUb 33.3 936

412 oHmolecularHphylogenyHofHlivingHprimatesVHPLoSUGeneticsTH2011THeTHeYXXYabZ 6 916

411 oHmolecularHphylogenyHforHbatsHilluminatesHbiogeographyHandHtheHfossilHrecordVHScienceTH2005THaXeTHcfXUb33.3 834

410
qontrastingHgeneticHinfluenceHofHqqRZHandHqqRcHvariantsHonHvwVUYHinfectionHandHdiseaseH
progressionVHvemophiliaHurowthHandHrevelopmentHStudyHPvurSQTH–ulticenterHowrSHqohortHStudyH
P–oqSQTH–ulticenterHvemophiliaHqohortHStudyHP–vqSQTHSanHtranciscoHqityHqohortHPStqqQTHozwVsH
StudyVHScienceTH1997THZeeTHgcgUdc

33.3 756

409 PlacentalHmammalHdiversificationHandHtheHqretaceousUTertiaryHboundaryVHProceedingsUofUtheU
NationalUAcademyUofUSciencesUofUtheUUnitedUStatesUofUAmericaTH2003THYXXTHYXcdUdY 11.5 666

408 TheHinfluenceHofHvzoHgenotypeHonHowrSVHAnnualUReviewUofUMedicineTH2003THcbTHcacUcY 17.4 635

407 qomparativeHgenomicsHrevealsHinsightsHintoHavianHgenomeHevolutionHandHadaptationVHScienceTH2014TH
abdTHYaYYUZX 33.3 628

406
ueneticHrestrictionHofHowrSHpathogenesisHbyHanHSrtUYHchemokineHgeneHvariantVHozwVsHStudyTH
vemophiliaHurowthHandHrevelopmentHStudyHPvurSQTH–ulticenterHowrSHqohortHStudyHP–oqSQTH
–ulticenterHvemophiliaHqohortHStudyHP–vqSQTHSanHtranciscoHqityHqohortHPStqqQVHScienceTH1998THZegTHafgUga

33.3 583

405 wnnateHpartnershipHofHvzoUpHandHywRarzYHsubtypesHagainstHvwVUYVHNatureUGeneticsTH2007THagTHeaaUbX 36.3 579

404 oHcanineHdistemperHvirusHepidemicHinHSerengetiHlionsHPPantheraHleoQVHNatureTH1996THaegTHbbYUc 50.4 543

403 TheHlateH–ioceneHradiationHofHmodernHtelidaehHaHgeneticHassessmentVHScienceTH2006THaYYTHeaUe 33.3 505

402 –echanismHofHmetHoncogeneHactivationVHCellTH1986THbcTHfgcUgXb 56.2 477

401 onchoredHreferenceHlociHforHcomparativeHgenomeHmappingHinHmammalsVHNatureUGeneticsTH1993THaTHYXaUYZ36.3 457
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400 rynamicsHofHmammalianHchromosomeHevolutionHinferredHfromHmultispeciesHcomparativeHmapsVH
ScienceTH2005THaXgTHdYaUe 33.3 447

399 ratingHtheHoriginHofHtheHqqRcUreltaaZHowrSUresistanceHalleleHbyHtheHcoalescenceHofHhaplotypesVH
AmericanUJournalUofUHumanUGeneticsTH1998THdZTHYcXeUYc 11 428

398 sffectHofHaHsingleHaminoHacidHchangeHinH–vqHclassHwHmoleculesHonHtheHrateHofHprogressionHtoHowrSVH
NewUEnglandUJournalUofUMedicineTH2001THabbTHYddfUec 59.2 417

397 wnteractiveHinfluenceHofHinfectiousHdiseaseHandHgeneticHdiversityHinHnaturalHpopulationsVHTrendsUinU
EcologyUandUEvolutionTH1988THaTHZcbUg 10.9 390

396 NumtTHaHrecentHtransferHandHtandemHamplificationHofHmitochondrialHrNoHtoHtheHnuclearHgenomeHofH
theHdomesticHcatVHJournalUofUMolecularUEvolutionTH1994THagTHYebUgX 3.1 387

395 –ethodsHforHhighUdensityHadmixtureHmappingHofHdiseaseHgenesVHAmericanUJournalUofUHumanUGenetics
TH2004THebTHgegUYXXX 11 386

394 oHhighUdensityHadmixtureHmapHforHdiseaseHgeneHdiscoveryHinHafricanHamericansVHAmericanUJournalUofU
HumanUGeneticsTH2004THebTHYXXYUYa 11 379

393 TheHpromiseHofHcomparativeHgenomicsHinHmammalsVHScienceTH1999THZfdTHbcfUdZTHbegUfY 33.3 372

392 ueneticHrestorationHofHtheHtloridaHpantherVHScienceTH2010THaZgTHYdbYUc 33.3 349

391 TheHNearHsasternHoriginHofHcatHdomesticationVHScienceTH2007THaYeTHcYgUZa 33.3 337

390 retectingHsingleHbaseHsubstitutionsHasHheteroduplexHpolymorphismsVHGenomicsTH1992THYZTHaXYUd 4.3 332

389 oHgeneticHlinkageHmapHofHmicrosatellitesHinHtheHdomesticHcatHPtelisHcatusQVHGenomicsTH1999THceTHgUZa 4.3 329

388 pureaucraticHmischiefhHrecognizingHendangeredHspeciesHandHsubspeciesVHScienceTH1991THZcYTHYYfeUf 33.3 326

387 qommonHgeneticHvariationHandHtheHcontrolHofHvwVUYHinHhumansVHPLoSUGeneticsTH2009THcTHeYXXXegY 6 310

386 qomparativeHanchorHtaggedHsequencesHPqoTSQHforHintegrativeHmappingHofHmammalianHgenomesVH
NatureUGeneticsTH1997THYcTHbeUcd 36.3 306

385 oHvariantHofHtheHgeneHencodingHleukotrieneHobHhydrolaseHconfersHethnicityUspecificHriskHofH
myocardialHinfarctionVHNatureUGeneticsTH2006THafTHdfUeb 36.3 304

384 ueneticHfingerprintingHreflectsHpopulationHdifferentiationHinHtheHqaliforniaHqhannelHwslandHfoxVH
NatureTH1990THabbTHedbUe 50.4 299

383 tromHwildHanimalsHtoHdomesticHpetsTHanHevolutionaryHviewHofHdomesticationVHProceedingsUofUtheU
NationalUAcademyUofUSciencesUofUtheUUnitedUStatesUofUAmericaTH2009THYXdHSupplHYTHggeYUf 11.5 295
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382 –ammalianHphylogenomicsHcomesHofHageVHTrendsUinUGeneticsTH2004THZXTHdaYUg 8.5 288

381 TheHconsequencesHofHdemographicHreductionHandHgeneticHdepletionHinHtheHendangeredHtloridaH
pantherVHCurrentUBiologyTH1993THaTHabXUcX 6.3 276

380 vumanHgenesHthatHlimitHowrSVHNatureUGeneticsTH2004THadTHcdcUeb 36.3 252

379 wnitialHsequenceHandHcomparativeHanalysisHofHtheHcatHgenomeVHGenomeUResearchTH2007THYeTHYdecUfg 9.7 248

378 TheHadaptiveHevolutionHofHtheHmammalianHmitochondrialHgenomeVHBMCUGenomicsTH2008THgTHYYg 4.5 234

377 –olecularHgeneticsHandHevolutionHofHmelanismHinHtheHcatHfamilyVHCurrentUBiologyTH2003THYaTHbbfUca 6.3 229

376 ueneticHevidenceHforHtwoHspeciesHofHelephantHinHofricaVHScienceTH2001THZgaTHYbeaUe 33.3 227

375 uenomeUwideHscansHforHfootprintsHofHnaturalHselectionVHPhilosophicalUTransactionsUofUtheURoyalU
SocietyUBxUBiologicalUSciencesTH2010THadcTHYfcUZXc 5.8 225

374 TheHuenomeHYXyHProjecthHaHwayHforwardVHAnnualUReviewUofUAnimalUBiosciencesTH2015THaTHceUYYY 13.7 223

373 TheHeffectHofHgeneticHvariationHinHchemokinesHandHtheirHreceptorsHonHvwVHtransmissionHandH
progressionHtoHowrSVHImmunologicalUReviewsTH2000THYeeTHggUYYY 11.3 221

372 –itochondrialHgenomesHrevealHanHexplosiveHradiationHofHextinctHandHextantHbearsHnearHtheH
–ioceneUPlioceneHboundaryVHBMCUEvolutionaryUBiologyTH2008THfTHZZX 3 207

371 qompleteHnucleotideHsequencesHofHtheHdomesticHcatHPtelisHcatusQHmitochondrialHgenomeHandHaH
transposedHmtrNoHtandemHrepeatHPNumtQHinHtheHnuclearHgenomeVHGenomicsTH1996THaaTHZZgUbd 4.3 207

370 occountingHforHmultipleHcomparisonsHinHaHgenomeUwideHassociationHstudyHPuWoSQVHBMCUGenomicsTH
2010THYYTHeZb 4.5 191

369 –inkeHwhaleHgenomeHandHaquaticHadaptationHinHcetaceansVHNatureUGeneticsTH2014THbdTHffUgZ 36.3 186

368
qomparativeHanalysisHofHtheHdomesticHcatHgenomeHrevealsHgeneticHsignaturesHunderlyingHfelineH
biologyHandHdomesticationVHProceedingsUofUtheUNationalUAcademyUofUSciencesUofUtheUUnitedUStatesUofU
AmericaTH2014THYYYTHYeZaXUc

11.5 184

367 oHmolecularHsolutionHtoHtheHriddleHofHtheHgiantHpandaOsHphylogenyVHNatureTH1985THaYeTHYbXUb 50.4 184

366 uuidelinesHforHnamingHnonprimateHoPOpsqaHgenesHandHproteinsVHJournalUofUVirologyTH2009THfaTHbgbUe 6.6 182

365 qanineHandHfelineHparvovirusesHcanHuseHhumanHorHfelineHtransferrinHreceptorsHtoHbindTHenterTHandH
infectHcellsVHJournalUofUVirologyTH2001THecTHafgdUgXZ 6.6 178
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364 PatternHandHtimingHofHdiversificationHofHtheHmammalianHorderHqarnivoraHinferredHfromHmultipleH
nuclearHgeneHsequencesVHMolecularUPhylogeneticsUandUEvolutionTH2010THcdTHbgUda 4.1 173

363 –appingHbyHadmixtureHlinkageHdisequilibriumhHadvancesTHlimitationsHandHguidelinesVHNatureUReviewsU
GeneticsTH2005THdTHdZaUaZ 30.1 172

362 owrSHrestrictionHvzoHallotypesHtargetHdistinctHintervalsHofHvwVUYHpathogenesisVHNatureUMedicineTH
2005THYYTHYZgXUZ 50.5 171

361 qytonuclearHgenomicHdissociationHinHofricanHelephantHspeciesVHNatureUGeneticsTH2005THaeTHgdUYXX 36.3 166

360 –odulatingHinfluenceHonHvwVWowrSHbyHinteractingHRoNTsSHgeneHvariantsVHProceedingsUofUtheUNationalU
AcademyUofUSciencesUofUtheUUnitedUStatesUofUAmericaTH2002THggTHYXXXZUe 11.5 166

359 oPOpsqauHgeneticHvariantsHandHtheirHinfluenceHonHtheHprogressionHtoHowrSVHJournalUofUVirologyTH
2004THefTHYYXeXUd 6.6 164

358 sxpressionHofHtheHhumanHcUfmsHprotoUoncogeneHinHhematopoieticHcellsHandHitsHdeletionHinHtheHcqUH
syndromeVHCellTH1985THbZTHbZYUf 56.2 164

357 TowardsHcompleteHandHerrorUfreeHgenomeHassembliesHofHallHvertebrateHspeciesVHNatureTH2021THcgZTHeaeUebd50.4 161

356 vzoUqwRXbHandHhepatitisHqHvirusHpersistenceVHJournalUofUVirologyTH2002THedTHbegZUe 6.6 160

355 PhylogeographyTHpopulationHhistoryHandHconservationHgeneticsHofHjaguarsHPPantheraHoncaTH
–ammaliaTHtelidaeQVHMolecularUEcologyTH2001THYXTHdcUeg 5.7 156

354 PhylogeographyHandHgeneticHancestryHofHtigersHPPantheraHtigrisQVHPLoSUBiologyTH2004THZTHebbZ 9.7 153

353 rispersionHofHtheHrasHfamilyHofHtransformingHgenesHtoHfourHdifferentHchromosomesHinHmanVHNatureTH
1983THaXZTHfagUbZ 50.4 150

352 TheHtigerHgenomeHandHcomparativeHanalysisHwithHlionHandHsnowHleopardHgenomesVHNatureU
CommunicationsTH2013THbTHZbaa 17.4 147

351 oHfamilyHmatterhHconclusiveHresolutionHofHtheHtaxonomicHpositionHofHtheHlongUfingeredHbatsTH
miniopterusVHMolecularUBiologyUandUEvolutionTH2007THZbTHYccaUdY 8.3 144

350 UnusualHpolymorphismsHinHhumanHimmunodeficiencyHvirusHtypeHYHassociatedHwithHnonprogressiveH
infectionVHJournalUofUVirologyTH2000THebTHbadYUed 6.6 143

349 NovelHallelesHofHtheHchemokineUreceptorHgeneHqqRcVHAmericanUJournalUofUHumanUGeneticsTH1997THdYTHYZdYUe11 141

348 palancedHpolymorphismHselectedHbyHgeneticHversusHinfectiousHhumanHdiseaseVHAnnualUReviewUofU
GenomicsUandUHumanUGeneticsTH2002THaTHZdaUgZ 9.7 137

347 wmmunologicHandHvirologicHresponseHtoHhighlyHactiveHantiretroviralHtherapyHinHtheH–ulticenterHowrSH
qohortHStudyVHAidsTH2001THYcTHeacUbd 3.5 135
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346 OriginHofHtheHvwVUsusceptibleHhumanHqrbSHcellHlineHvgVHAIDSUResearchUandUHumanURetrovirusesTH1989
THcTHZcaUc 1.6 132

345 –esozoicHoriginHforHWestHwndianHinsectivoresVHNatureTH2004THbZgTHdbgUcY 50.4 131

344 svolutionHofHmammalianHgenomeHorganizationHinferredHfromHcomparativeHgeneHmappingVHGenomeU
BiologyTH2001THZTHRsVwsWSXXXc 18.3 130

343 ywRWvzoHpleiotropismhHprotectionHagainstHbothHvwVHandHopportunisticHinfectionsVHPLoSUPathogensTH
2006THZTHeeg 7.6 129

342 PhylogeneticsTHgenomeHdiversityHandHoriginHofHmodernHleopardTHPantheraHpardusVHMolecularUEcologyTH
2001THYXTHZdYeUaa 5.7 129

341 –olecularHanalysisHofHintegratedHhumanHpapillomavirusHYdHsequencesHinHtheHcervicalHcancerHcellHlineH
SivaVHVirologyTH1987THYcgTHafgUgf 3.6 129

340 sveryHgenomeHsequenceHneedsHaHgoodHmapVHGenomeUResearchTH2009THYgTHYgZcUf 9.7 122

339 SeroprevalenceHandHgenomicHdivergenceHofHcirculatingHstrainsHofHfelineHimmunodeficiencyHvirusH
amongHtelidaeHandHvyaenidaeHspeciesVHJournalUofUVirologyTH2005THegTHfZfZUgb 6.6 122

338 uenomeUwideHsvidenceHRevealsHthatHofricanHandHsurasianHuoldenHxackalsHoreHristinctHSpeciesVH
CurrentUBiologyTH2015THZcTHZYcfUdc 6.3 118

337 ueneticHvarianceHofHlaboratoryHoutbredHSwissHmiceVHNatureTH1980THZfaTHYceUdY 50.4 118

336 qomparativeHgenomicshHlessonsHfromHcatsVHTrendsUinUGeneticsTH1997THYaTHagaUg 8.5 115

335 qomprehensiveHanalysisHofHclassHwHandHclassHwwHvzoHantigensHandHchronicHhepatitisHpHvirusHinfectionVH
JournalUofUVirologyTH2003THeeTHYZXfaUe 6.6 113

334 –ammalianHgenomeHmappinghHlessonsHandHprospectsVHCurrentUOpinionUinUGeneticsUandUDevelopmentTH
1991THYTHYXcUYY 4.9 110

333 svaluationHofHnonviralHriskHfactorsHforHnasopharyngealHcarcinomaHinHaHhighUriskHpopulationHofH
SouthernHqhinaVHInternationalUJournalUofUCancerTH2009THYZbTHZgbZUe 7.5 109

332 StrongHinfluenceHofHhumanHleukocyteHantigenHPvzoQUrPHgeneHvariantsHonHdevelopmentHofHpersistentH
chronicHhepatitisHpHvirusHcarriersHinHtheHvanHqhineseHpopulationVHHepatologyTH2011THcaTHbZZUf 11.2 106

331 sffectsHofHhumanHTRw–calphaHpolymorphismsHonHantiretroviralHfunctionHandHsusceptibilityHtoHhumanH
immunodeficiencyHvirusHinfectionVHVirologyTH2006THacbTHYcUZe 3.6 105

330 PatternsHofHueneticHriversityHinHRemainingHuiantHPandaHPopulationsVHConservationUBiologyTH2001THYcTHYcgdUYdXe6 104

329 tunctionsTHstructureTHandHreadUthroughHalternativeHsplicingHofHfelineHoPOpsqaHgenesVHGenomeU
BiologyTH2008THgTHRbf 18.3 103
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328
ossociationHofHrqUSwuNHpromoterHpolymorphismHwithHincreasedHriskHforHparenteralTHbutHnotH
mucosalTHacquisitionHofHhumanHimmunodeficiencyHvirusHtypeHYHinfectionVHJournalUofUVirologyTH2004TH
efTHYbXcaUd

6.6 103

327 TheHUglycerophosphateHinHrrosophilaHmelanogasterVHwwVHueneticHaspectsVHGeneticsTH1972THeYTHYZeUaf 4 102

326 uenomicHlegacyHofHtheHofricanHcheetahTHocinonyxHjubatusVHGenomeUBiologyTH2015THYdTHZee 18.3 99

325 qytotoxicHTUlymphocyteHantigenHbHgeneHandHrecoveryHfromHhepatitisHpHvirusHinfectionVHJournalUofU
VirologyTH2004THefTHYYZcfUdZ 6.6 98

324 PhylogeographicHSubspeciesHRecognitionHinHzeopardsHPPantheraHpardusQhH–olecularHueneticH
VariationVHConservationUBiologyTH1996THYXTHYYYcUYYaZ 6 95

323 TheHUglycerophosphateHcycleHinHrrosophilaHmelanogasterVHwVHpiochemicalHandHdevelopmentalH
aspectsVHBiochemicalUGeneticsTH1972THeTHYbYUdY 2.4 93

322 TheHadequacyHofHmorphologyHforHreconstructingHtheHearlyHhistoryHofHplacentalHmammalsVHSystematicU
BiologyTH2007THcdTHdeaUfb 8.4 92

321 onHSTRHtorensicHTypingHSystemHforHueneticHwndividualizationHofHromesticHqatHPtelisHcatusQHSamplesVH
JournalUofUForensicUSciencesTH2005THcXTHYUYX 1.8 90

320 oHradiationHhybridHmapHofHtheHcatHgenomehHimplicationsHforHcomparativeHmappingVHGenomeUResearch
TH2000THYXTHdgYUeXZ 9.7 88

319 SmiletinderhHaHresamplingUbasedHapproachHtoHevaluateHsignaturesHofHselectionHfromHgenomeUwideH
setsHofHmatchingHalleleHfrequencyHdataHinHtwoHorHmoreHdiploidHpopulationsVHGigaScienceTH2015THbTHY 7.6 87

318 ossociationHstudyHofHcommonHgeneticHvariantsHandHvwVUYHacquisitionHinHdTaXXHinfectedHcasesHandH
eTZXXHcontrolsVHPLoSUPathogensTH2013THgTHeYXXacYc 7.6 86

317 TheHevolutionaryHdynamicsHofHtheHlionHPantheraHleoHrevealedHbyHhostHandHviralHpopulationHgenomicsVH
PLoSUGeneticsTH2008THbTHeYXXXZcY 6 86

316 PatternsHofHmolecularHgeneticHvariationHamongHofricanHelephantHpopulationsVHMolecularUEcologyTH
2002THYYTHZbfgUgf 5.7 86

315 –appingHofHtheHgeneHencodingHtheHalphaHsubunitHofHtheHstimulatoryHuHproteinHofHadenylylHcyclaseH
PuNoSYQHtoHZXqYaVZUUUUqYaVaHinHhumanHbyHinHsituHhybridizationVHGenomicsTH1991THYYTHbefUg 4.3 86

314 SignificantHadmixtureHlinkageHdisequilibriumHacrossHaXHc–HaroundHtheHtYHlocusHinHofricanHomericansVH
AmericanUJournalUofUHumanUGeneticsTH2000THddTHgdgUef 11 85

313 oHgenomeUtoUgenomeHanalysisHofHassociationsHbetweenHhumanHgeneticHvariationTHvwVUYHsequenceH
diversityTHandHviralHcontrolVHELifeTH2013THZTHeXYYZa 8.9 85

312 SpecifyingHandHsustainingHpigmentationHpatternsHinHdomesticHandHwildHcatsVHScienceTH2012THaaeTHYcadUbY 33.3 84

311 ueneticHcharacterizationHofHcanineHdistemperHvirusHinHSerengetiHcarnivoresVHVeterinaryUImmunologyU
andUImmunopathologyTH1998THdcTHZcgUdd 2 84
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310 –olecularHevidenceHforHspeciesUlevelHdistinctionsHinHcloudedHleopardsVHCurrentUBiologyTH2006THYdTHZaeYUd 6.3 84

309 sxtensiveHconservationHofHsexHchromosomeHorganizationHbetweenHcatHandHhumanHrevealedHbyH
parallelHradiationHhybridHmappingVHGenomeUResearchTH1999THgTHYZZaUaX 9.7 82

308 ollozymeHrivergenceHWithinHtheHqanidaeVHSystematicUZoologyTH1987THadTHaag 82

307 –utationHinHqsPZgXHdiscoveredHforHcatHmodelHofHhumanHretinalHdegenerationVHJournalUofUHeredityTH
2007THgfTHZYYUZX 2.4 80

306 ueneticsHandHpathogenesisHofHfelineHinfectiousHperitonitisHvirusVHEmergingUInfectiousUDiseasesTH2009TH
YcTHYbbcUcZ 10.2 79

305 uenomicHdifferentiationHamongHnaturalHpopulationsHofHorangUutanHPPongoHpygmaeusQVHCurrentU
BiologyTH1996THdTHYaZdUad 6.3 78

304 qhromosomalUzevelHossemblyHofHtheHosianHSeabassHuenomeHUsingHzongHSequenceHReadsHandH
–ultiUlayeredHScaffoldingVHPLoSUGeneticsTH2016THYZTHeYXXcgcb 6 77

303 RapidHevolutionHofHaHheteroplasmicHrepetitiveHsequenceHinHtheHmitochondrialHrNoHcontrolHregionHofH
carnivoresVHJournalUofUMolecularUEvolutionTH1994THagTHYgYUg 3.1 76

302 RedHfoxHgenomeHassemblyHidentifiesHgenomicHregionsHassociatedHwithHtameHandHaggressiveH
behavioursVHNatureUEcologyUandUEvolutionTH2018THZTHYbegUYbgY 12.3 74

301 –itochondrialHrNoHhaplogroupsHinfluenceHowrSHprogressionVHAidsTH2008THZZTHZbZgUag 3.5 74

300 PolygenicHandHmultifactorialHdiseaseHgeneHassociationHinHmanhHzessonsHfromHowrSVHAnnualUReviewUofU
GeneticsTH2000THabTHcdaUcgY 14.5 74

299 onHonalysisHofHueneUsnzymeHVariabilityHinHNaturalHPopulationsHofHrrosophilaHmelanogasterHandHrVH
simulansVHAmericanUNaturalistTH1969THYXaTHgeUYYa 3.7 74

298 SegmentalHaneuploidyHasHaHprobeHforHstructuralHgenesHinHrrosophilahHmitochondrialHmembraneH
enzymesVHGeneticsTH1973THecTHYccUde 4 74

297 oHpopulationUbasedHstudyHtoHinvestigateHhostHgeneticHfactorsHassociatedHwithHhepatitisHpHinfectionH
andHpathogenesisHinHtheHqhineseHpopulationVHBMCUInfectiousUDiseasesTH2008THfTHY 4 73

296 ueneticHprotectionHagainstHhepatitisHpHvirusHconferredHbyHqqRcreltaaZhHsvidenceHthatHqqRcH
contributesHtoHviralHpersistenceVHJournalUofUVirologyTH2007THfYTHbbYUc 6.6 73

295 uenomicHmicrosatellitesHasHevolutionaryHchronometershHaHtestHinHwildHcatsVHGenomeUResearchTH2002TH
YZTHbYbUZa 9.7 73

294 qomparativeHgenomeHorganizationHofHhumanTHmurineTHandHfelineH–vqHclassHwwHregionVHGenomeU
ResearchTH2003THYaTHYYdgUeg 9.7 73

293 TheHprincipalHgeneticHdeterminantsHforHnasopharyngealHcarcinomaHinHqhinaHinvolveHtheHvzoHclassHwH
antigenHrecognitionHgrooveVHPLoSUGeneticsTH2012THfTHeYXXaYXa 6 72
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292 PetHcatHhairHimplicatesHmurderHsuspectVHNatureTH1997THafdTHeeb 50.4 72

291 PandasTHpeopleHandHpolicyVHNatureTH1994THadgTHYegUfX 50.4 72

290 –appingHofHanHendogenousHretroviralHsequenceHtoHhumanHchromosomeHYfVHNatureTH1983THaXaTHebUe 50.4 72

289 oHhomozygousHsingleUbaseHdeletionHinH–zPvHcausesHtheHdiluteHcoatHcolorHphenotypeHinHtheH
domesticHcatVHGenomicsTH2006THffTHdgfUeXc 4.3 71

288 TheHulobalHwnvertebrateHuenomicsHollianceHPuwuoQhHdevelopingHcommunityHresourcesHtoHstudyH
diverseHinvertebrateHgenomesVHJournalUofUHeredityTH2014THYXcTHYUYf 2.4 70

287 TheHTamingHofHtheHqatVHScientificUAmericanTH2009THaXXTHdfUec 0.5 70

286 oHcommonHvzoUrPoYHvariantHisHaHmajorHdeterminantHofHhepatitisHpHvirusHclearanceHinHvanHqhineseVH
JournalUofUInfectiousUDiseasesTH2011THZXaTHgbaUe 7 70

285 PhylogeographicHpatternsHandHevolutionHofHtheHmitochondrialHrNoHcontrolHregionHinHtwoH
neotropicalHcatsHP–ammaliaTHfelidaeQVHJournalUofUMolecularUEvolutionTH1998THbeTHdYaUZb 3.1 70

284 qhromosomalHlocalizationHofHtheHgenesHencodingHtwoHformsHofHtheHuHproteinHbetaHpolypeptideTHbetaH
YHandHbetaHaTHinHmanVHGenomicsTH1990THfTHafXUd 4.3 69

283 oHmolecularHapproachHtoHtheHidentificationHandHindividualizationHofHhumanHandHanimalHcellsHinH
culturehHisozymeHandHallozymeHgeneticHsignaturesVHInUVitroTH1980THYdTHYYgUac 69

282 StateHofHcatHgenomicsVHTrendsUinUGeneticsTH2008THZbTHZdfUeg 8.5 68

281 –annoseHbindingHlectinHgenotypesHinfluenceHrecoveryHfromHhepatitisHpHvirusHinfectionVHJournalUofU
VirologyTH2005THegTHgYgZUd 6.6 68

280 uenomeUwideHsignaturesHofHcomplexHintrogressionHandHadaptiveHevolutionHinHtheHbigHcatsVHScienceU
AdvancesTH2017THaTHeYeXXZgg 14.3 67

279 –itochondrialHrNoHhaplogroupsHinfluenceHlipoatrophyHafterHhighlyHactiveHantiretroviralHtherapyVH
JournalUofUAcquiredUImmuneUDeficiencyUSyndromesUeowwwfTH2009THcYTHYYYUd 3.1 67

278 slevatedHmaleHsuropeanHandHfemaleHofricanHcontributionsHtoHtheHgenomesHofHofricanHomericanH
individualsVHHumanUGeneticsTH2007THYZXTHeYaUZZ 6.3 66

277 svolutionaryHanalysisHofHaHlargeHmtrNoHtranslocationHPnumtQHintoHtheHnuclearHgenomeHofHtheH
PantheraHgenusHspeciesVHGeneTH2006THaddTHZgZUaXZ 3.8 64

276 qomparisonHofHcarnivoreTHomnivoreTHandHherbivoreHmammalianHgenomesHwithHaHnewHleopardH
assemblyVHGenomeUBiologyTH2016THYeTHZYY 18.3 61

275 tourHindependentHmutationsHinHtheHfelineHfibroblastHgrowthHfactorHcHgeneHdetermineHtheH
longUhairedHphenotypeHinHdomesticHcatsVHJournalUofUHeredityTH2007THgfTHcccUdd 2.4 61

(2007-1997)
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274 qaptiveHbreedingHofHtheHcheetahHPocinonyxHjubatusQHinHNorthHomericanHzoosHPYfeYâ��YgfdQVHZooU
BiologyTH1989THfTHaUYd 1.6 61

273 TheHqheetahHinHueneticHPerilVHScientificUAmericanTH1986THZcbTHfbUgZ 0.5 61

272 –ultistageHgenomewideHassociationHstudyHidentifiesHaHlocusHatHYqbYHassociatedHwithHrateHofHvwVUYH
diseaseHprogressionHtoHclinicalHowrSVHJournalUofUInfectiousUDiseasesTH2010THZXYTHdYfUZd 7 60

271 qqzazYHandHvwVWowrSHsusceptibilityVHNatureUMedicineTH2009THYcTHYYYXUZ 50.5 60

270
ossociationHofHpolymorphismsHinHhumanHleukocyteHantigenHclassHwHandHtransporterHassociatedHwithH
antigenHprocessingHgenesHwithHresistanceHtoHhumanHimmunodeficiencyHvirusHtypeHYHinfectionVH
JournalUofUInfectiousUDiseasesTH2003THYfeTHYbXbUYX

7 60

269 RapidHradiationHeventsHinHtheHfamilyHUrsidaeHindicatedHbyHlikelihoodHphylogeneticHestimationHfromH
multipleHfragmentsHofHmtrNoVHMolecularUPhylogeneticsUandUEvolutionTH1999THYaTHfZUgZ 4.1 60

268 svolutionHofHaHmajorHdrugHmetabolizingHenzymeHdefectHinHtheHdomesticHcatHandHotherHfelidaehH
phylogeneticHtimingHandHtheHroleHofHhypercarnivoryVHPLoSUONETH2011THdTHeYfXbd 3.7 59

267 –olecularHevolutionHandHtheHroleHofHoxidativeHstressHinHtheHexpansionHandHfunctionalHdiversificationH
ofHcytosolicHglutathioneHtransferasesVHBMCUEvolutionaryUBiologyTH2010THYXTHZfY 3 59

266 SafetyHissuesHinHcellUbasedHinterventionHtrialsVHFertilityUandUSterilityTH2003THfXTHYXeeUfc 4.8 58

265 PatternsHofHYHandHXHchromosomeHrNoHsequenceHdivergenceHduringHtheHtelidaeHradiationVHGeneticsTH
1998THYbfTHYZbcUcc 4 58

264 ueneticHvariationHinHtheHqqzYfUqqzaUqqzbHchemokineHgeneHclusterHinfluencesHvwVHTypeHYH
transmissionHandHowrSHdiseaseHprogressionVHAmericanUJournalUofUHumanUGeneticsTH2006THegTHYZXUf 11 57

263 qonsideringHgeneticHprofilesHinHfunctionalHstudiesHofHimmuneHresponsivenessHtoHvwVUYVHImmunologyU
LettersTH2001THegTHYaYUbX 4.1 56

262 risparateHphylogeographicHpatternsHofHmolecularHgeneticHvariationHinHfourHcloselyHrelatedHSouthH
omericanHsmallHcatHspeciesVHMolecularUEcologyTH1999THfTHSegUgb 5.7 56

261 svolutionHofHfelineHimmunodeficiencyHvirusHinHtelidaehHimplicationsHforHhumanHhealthHandHwildlifeH
ecologyVHVeterinaryUImmunologyUandUImmunopathologyTH2008THYZaTHaZUbb 2 55

260 oHYVcU–bUresolutionHradiationHhybridHmapHofHtheHcatHgenomeHandHcomparativeHanalysisHwithHtheH
canineHandHhumanHgenomesVHGenomicsTH2007THfgTHYfgUgd 4.3 55

259 TheHtelineHuenomeHProjectVHAnnualUReviewUofUGeneticsTH2002THadTHdceUfd 14.5 55

258 wnfluenceHofHqqRcHpromoterHhaplotypesHonHowrSHprogressionHinHofricanUomericansVHAidsTH2000THYbTHZYYeUZZ3.5 55

257 uhettoHlegacyVHCurrentUBiologyTH1991THYTHZXgUYY 6.3 55
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256 RegulatoryHpolymorphismsHinHtheHcyclophilinHoHgeneTHPPwoTHaccelerateHprogressionHtoHowrSVHPLoSU
PathogensTH2007THaTHeff 7.6 54

255 –orphologicalHVariabilityHandHosymmetryHinHtheHqheetahHPocinonyxHjubatusQTHaHueneticallyHUniformH
SpeciesVHEvolutionyUInternationalUJournalUofUOrganicUEvolutionTH1986THbXTHef 3.8 54

254 PangolinHgenomesHandHtheHevolutionHofHmammalianHscalesHandHimmunityVHGenomeUResearchTH2016TH
ZdTHYaYZUYaZZ 9.7 54

253 uenomicallyHintactHendogenousHfelineHleukemiaHvirusesHofHrecentHoriginVHJournalUofUVirologyTH2004TH
efTHbaeXUc 6.6 53

252 NuclearHgeneHsequencesHconfirmHanHancientHlinkHbetweenHNewHZealandOsHshortUtailedHbatHandHSouthH
omericanHnoctilionoidHbatsVHMolecularUPhylogeneticsUandUEvolutionTH2003THZfTHaXfUYg 4.1 53

251 spizootiologyHandHmanagementHofHfelineHleukemiaHvirusHinHtheHtloridaHpumaVHJournalUofUWildlifeU
DiseasesTH2008THbbTHcaeUcZ 1.3 52

250 PatternsHofHmolecularHgeneticHvariationHamongHcatHbreedsVHGenomicsTH2008THgYTHYUYY 4.3 51

249 –qPUYU–qPUaUsotaxinHgeneHclusterHinfluencesHvwVUYHtransmissionVHAidsTH2003THYeTHZaceUdc 3.5 51

248 SerosurveyHofHviralHinfectionsHinHfreeUrangingHNamibianHcheetahsHPocinonyxHjubatusQVHJournalUofU
WildlifeUDiseasesTH2004THbXTHZaUaY 1.3 51

247 vumanHimmunodeficiencyHvirusHtypeHYHPvwVUYQUspecificHqrfSUTUcellHresponsesHforHgroupsHofH
vwVUYUinfectedHindividualsHwithHdifferentHvzoUpRacHgenotypesVHJournalUofUVirologyTH2002THedTHYZdXaUYX 6.6 51

246 revelopmentHofHaHfelineHwholeHgenomeHradiationHhybridHpanelHandHcomparativeHmappingHofHhumanH
chromosomeHYZHandHZZHlociVHGenomicsTH1999THceTHYUf 4.3 51

245
WhiteHsharkHgenomeHrevealsHancientHelasmobranchHadaptationsHassociatedHwithHwoundHhealingHandH
theHmaintenanceHofHgenomeHstabilityVHProceedingsUofUtheUNationalUAcademyUofUSciencesUofUtheUUnitedU
StatesUofUAmericaTH2019THYYdTHbbbdUbbcc

11.5 51

244 ueneticHwndividualizationHofHromesticHqatsHUsingHtelineHSTRHzociHforHtorensicHopplicationsVHJournalU
ofUForensicUSciencesTH1997THbZTHYbZcfx 1.8 50

243 SubspeciesHgeneticHassignmentsHofHworldwideHcaptiveHtigersHincreaseHconservationHvalueHofHcaptiveH
populationsVHCurrentUBiologyTH2008THYfTHcgZUd 6.3 49

242 PathologicalHmanifestationsHofHfelineHimmunodeficiencyHvirusHPtwVQHinfectionHinHwildHofricanHlionsVH
VirologyTH2009THagXTHYUYZ 3.6 48

241 zightHwholeHgenomeHsequenceHforHSNPHdiscoveryHacrossHdomesticHcatHbreedsVHBMCUGenomicsTH2010TH
YYTHbXd 4.5 48

240 riversityHofH–wqoHandHlinkageHdisequilibriumHwithHvzoUpHinHtwoHNorthHomericanHpopulationsVH
HumanUImmunologyTH2006THdeTHYcZUf 2.3 48

239 PublicHStemHqellHpankshHqonsiderationsHofHxusticeHinHStemHqellHResearchHandHTherapyVHHastingsU
CenterUReportTH2003THaaTHYa 3.3 48

(2003-2007)
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238 TheHoriginHofHhumanHchromosomeHYHandHitsHhomologsHinHplacentalHmammalsVHGenomeUResearchTH
2003THYaTHYffXUf 9.7 48

237 OlfactoryHReceptorHSubgenomesHzinkedHwithHproadHscologicalHodaptationsHinHSauropsidaVHMolecularU
BiologyUandUEvolutionTH2015THaZTHZfaZUba 8.3 47

236 –utationHdiscoveredHinHaHfelineHmodelHofHhumanHcongenitalHretinalHblindingHdiseaseH2010THcYTHZfcZUg 47

235 scologicalHandHbiogeographicalHinferencesHonHtwoHsympatricHandHenigmaticHondeanHcatHspeciesH
usingHgeneticHidentificationHofHfaecalHsamplesVHMolecularUEcologyTH2008THYeTHdefUgX 5.7 47

234 qomparativeHgenomeHorganizationHofHtheHmajorHhistocompatibilityHcomplexhHlessonsHfromHtheH
telidaeVHImmunologicalUReviewsTH1999THYdeTHYaaUbb 11.3 47

233 –olecularHphylogenyHofHmitochondrialHcytochromeHbHandHYZSHrRNoHsequencesHinHtheHtelidaehHocelotH
andHdomesticHcatHlineagesVHMolecularUPhylogeneticsUandUEvolutionTH1996THdTHacYUdc 4.1 47

232 oHgeneHPpeviQHonHhumanHchromosomeHdHisHanHintegrationHsiteHforHbaboonHtypeHqHrNoHprovirusHinH
humanHcellsVHCellTH1978THYbTHggcUYXXc 56.2 47

231 PatternsHofHfelineHimmunodeficiencyHvirusHmultipleHinfectionHandHgenomeHdivergenceHinHaH
freeUrangingHpopulationHofHofricanHlionsVHJournalUofUVirologyTH2004THefTHaeeeUgY 6.6 46

230 uenomeUwideHassociationHstudyHimplicatesHPoRrapUbasedHowrSHrestrictionVHJournalUofUInfectiousU
DiseasesTH2011THZXaTHYbgYUcXZ 7 45

229 PolymorphismsHofHqUzcHareHassociatedHwithHqrbSHTHcellHlossHinHvwVUYHinfectedHindividualsVHPLoSU
GeneticsTH2007THaTHeYg 6 45

228 twVHcrossUspeciesHtransmissionhHanHevolutionaryHprospectiveVHVeterinaryUImmunologyUandU
ImmunopathologyTH2008THYZaTHYcgUdd 2 44

227 ueneticHcharacterizationHofHfelineHleukemiaHvirusHfromHtloridaHpanthersVHEmergingUInfectiousU
DiseasesTH2008THYbTHZcZUg 10.2 44

226 pehavioralHriskHexposureHandHhostHgeneticsHofHsusceptibilityHtoHvwVUYHinfectionVHJournalUofUInfectiousU
DiseasesTH2006THYgaTHYdUZd 7 44

225 qomparativeHgenomicHstructureHofHhumanTHdogTHandHcatH–vqhHvzoTHrzoTHandHtzoVHJournalUofU
HeredityTH2007THgfTHagXUg 2.4 44

224
ristributionHofHtwoHvwVUYUresistantHpolymorphismsHPSrtYUaOoHandHqqRZUdbwQHinHsastHosianHandHworldH
populationsHandHitsHimplicationHinHowrSHepidemiologyVHAmericanUJournalUofUHumanUGeneticsTH1999TH
dcTHYXbeUca

11 44

223 qhromosomalHlocalizationHofHtheHhumanHinterleukinHYHalphaHPwzUYHalphaQHgeneVHGenomicsTH1988THZTHaYXUb 4.3 44

222 zongUtermHnonprogressiveHinfectionHwithHhumanHimmunodeficiencyHvirusHtypeHYHinHaHhemophiliaH
cohortVHJournalUofUInfectiousUDiseasesTH1999THYfXTHYegXUfXZ 7 43

221 TheHqompleteHPhylogenyHofHPangolinshHScalingHUpHResourcesHforHtheH–olecularHTracingHofHtheH–ostH
TraffickedH–ammalsHonHsarthVHJournalUofUHeredityTH2018THYXgTHabeUacg 2.4 42
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220 PhylogeographicHpatternsHofHfelineHimmunodeficiencyHvirusHgeneticHdiversityHinHtheHdomesticHcatVH
VirologyTH1998THZcYTHZabUba 3.6 42

219 PhylogenomicsHofHtheHdogHandHfoxHfamilyHPqanidaeTHqarnivoraQHrevealedHbyHchromosomeHpaintingVH
ChromosomeUResearchTH2008THYdTHYZgUba 4.4 42

218 qytogeneticHmethodologiesHforHgeneHmappingHandHcomparativeHanalysesHinHmammalianHcellHcultureH
systemsVHGeneUAnalysisUTechniquesTH1987THbTHecUfc 42

217 –itochondrialHphylogeographyHilluminatesHtheHoriginHofHtheHextinctHcaspianHtigerHandHitsH
relationshipHtoHtheHamurHtigerVHPLoSUONETH2009THbTHebYZc 3.7 42

216 pigHcatHgenomicsVHAnnualUReviewUofUGenomicsUandUHumanUGeneticsTH2005THdTHbXeUZg 9.7 41

215 qontaminationHofHvodgkinOsHdiseaseHcellHculturesVHNatureTH1981THZfgTHZZfUaX 50.4 41

214 qhromosomerhHaHreferenceUbasedHgenomeHarrangementHtoolHforHproducingHdraftHchromosomeH
sequencesVHGigaScienceTH2016THcTHaf 7.6 40

213 wnHsearchHofHowrSUresistanceHgenesVHScientificUAmericanTH1997THZeeTHbbUcY 0.5 40

212 onHapproximatelyHYbXUkbHdeletionHassociatedHwithHfelineHspinalHmuscularHatrophyHimpliesHanH
essentialHzwXYHfunctionHforHmotorHneuronHsurvivalVHGenomeUResearchTH2006THYdTHYXfbUgX 9.7 40

211 NucleotideHsequenceHanalysisHofHpumaHlentivirusHPPzVUYbQhHgenomicHorganizationHandHrelationshipHtoH
otherHlentivirusesVHVirologyTH1994THZXZTHfcaUdb 3.6 40

210 onHSTRHforensicHtypingHsystemHforHgeneticHindividualizationHofHdomesticHcatHPtelisHcatusQHsamplesVH
JournalUofUForensicUSciencesTH2005THcXTHYXdYUeX 1.8 40

209 vostHgeneticHinfluencesHonHhighlyHactiveHantiretroviralHtherapyHefficacyHandHowrSUfreeHsurvivalVH
JournalUofUAcquiredUImmuneUDeficiencyUSyndromesUeowwwfTH2008THbfTHZdaUeY 3.1 39

208 wdentifyingHselectedHregionsHfromHheterozygosityHandHdivergenceHusingHaHlightUcoverageHgenomicH
datasetHfromHtwoHhumanHpopulationsVHPLoSUONETH2008THaTHeYeYZ 3.7 39

207 sndogenousHretrovirusHinsertionHinHtheHywTHoncogeneHdeterminesHwhiteHandHwhiteHspottingHinH
domesticHcatsVHGqxUGenesiUGenomesiUGeneticsTH2014THbTHYffYUgY 3.2 38

206 SympatricHosianHfelidHphylogeographyHrevealsHaHmajorHwndochineseUSundaicHdivergenceVHMolecularU
EcologyTH2014THZaTHZXeZUgZ 5.7 38

205 qhromosomalHlocalizationHofHnucleicHacidUbindingHproteinsHbyHaffinityHmappinghHassignmentHofHtheH
wRsUbindingHproteinHgeneHtoHhumanHchromosomeHgVHNucleicUAcidsUResearchTH1989THYeTHdYXaUf 20.1 38

204 oH–OzsqUzoRHPvYzOusNYHOtHTvsHtszwroshHw––UNOzOuwqozHrwSToNqsVHEvolutionyUInternationalU
JournalUofUOrganicUEvolutionTH1985THagTHbeaUbfe 3.8 38

203 ueneHlossTHadaptiveHevolutionHandHtheHcoUevolutionHofHplumageHcolorationHgenesHwithHopsinsHinH
birdsVHBMCUGenomicsTH2015THYdTHecY 4.5 37

(2015-1998)
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202 –ammalianHkeratinHassociatedHproteinsHPyRToPsQHsubgenomeshHdisentanglingHhairHdiversityHandH
adaptationHtoHterrestrialHandHaquaticHenvironmentsVHBMCUGenomicsTH2014THYcTHeeg 4.5 37

201 smergingHvirusesHinHtheHtelidaehHshiftingHparadigmsVHVirusesTH2012THbTHZadUce 6.2 37

200 PatternsHofHethnicHdiversityHamongHtheHgenesHthatHinfluenceHowrSVHHumanUMolecularUGeneticsTH2004TH
YaHSpecHNoHYTHRgUYg 5.6 37

199 oH–olecularHPhylogenyHofHtheHtelidaehHwmmunologicalHristanceVHEvolutionyUInternationalUJournalUofU
OrganicUEvolutionTH1985THagTHbea 3.8 37

198 urowthHofHlionHandHpumaHlentivirusesHinHdomesticHcatHcellsHandHcomparisonsHwithHtwVVHVirologyTH1997TH
ZaaTHYfcUgZ 3.6 36

197 uST–YHandHuSTTYHgeneHdeletionsHandHtheHriskHforHnasopharyngealHcarcinomaHinHvanHqhineseVH
CancerUEpidemiologyUBiomarkersUandUPreventionTH2008THYeTHYedXUa 4 36

196 PartialHstructureHofHtheHhumanHalphaHZPwVQHcollagenHchainHandHchromosomalHlocalizationHofHtheHgeneH
PqOzboZQVHHumanUGeneticsTH1987THeeTHaYfUZb 6.3 36

195 TissueHsamplingHmethodsHandHstandardsHforHvertebrateHgenomicsVHGigaScienceTH2012THYTHf 7.6 35

194 wntentionalHgeneticHintrogressionHinfluencesHsurvivalHofHadultsHandHsubadultsHinHaHsmallTHinbredHfelidH
populationVHJournalUofUAnimalUEcologyTH2011THfXTHgcfUde 4.7 35

193 ueneticHvariantsHinHnuclearUencodedHmitochondrialHgenesHinfluenceHowrSHprogressionVHPLoSUONETH
2010THcTHeYZfdZ 3.7 35

192 onalysesHofHsweetHreceptorHgeneHPTasYrZQHandHpreferenceHforHsweetHstimuliHinHspeciesHofHqarnivoraVH
JournalUofUHeredityTH2009THYXXHSupplHYTHSgXUYXX 2.4 35

191
oHtumorHnecrosisHfactorUalphaUinducibleHpromoterHvariantHofHinterferonUgammaHacceleratesHqrbSHTH
cellHdepletionHinHhumanHimmunodeficiencyHvirusUYUinfectedHindividualsVHJournalUofUInfectiousU
DiseasesTH2003THYffTHZZfUaY

7 35

190 TheHqheetahOsHqonservationHqontroversyVHConservationUBiologyTH1994THfTHYYcaUYYcc 6 35

189 TheHfishesHofHuenomeHYXyVHMarineUGenomicsTH2012THeTHaUd 1.9 34

188 refiningHandHmappingHmammalianHcoatHpatternHgeneshHmultipleHgenomicHregionsHimplicatedHinH
domesticHcatHstripesHandHspotsVHGeneticsTH2010THYfbTHZdeUec 4 34

187 StewardshipHofHhumanHbiospecimensTHrNoTHgenotypeTHandHclinicalHdataHinHtheHuWoSHeraVHAnnualU
ReviewUofUGenomicsUandUHumanUGeneticsTH2009THYXTHYgaUZXg 9.7 34

186 qloudedHleopardHphylogenyHrevisitedhHsupportHforHspeciesHrecognitionHandHpopulationHdivisionH
betweenHporneoHandHSumatraVHFrontiersUinUZoologyTH2007THbTHYc 2.8 34

185 –olecularHgeneticsHinHtheHdomesticHcatHandHitsHrelativesVHTrendsUinUGeneticsTH1986THZTHYaeUYbZ 8.5 34
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184 onHautosomalHgeneticHlinkageHmapHofHtheHdomesticHcatTHtelisHsilvestrisHcatusVHGenomicsTH2009THgaTHaXcUYa 4.3 33

183
–olecularHueneticUristanceHsstimatesHomongHtheHUrsidaeHasHwndicatedHbyHOneUHandH
TwoUrimensionalHProteinHslectrophoresisVHEvolutionyUInternationalUJournalUofUOrganicUEvolutionTH
1989THbaTHZfZ

3.8 33

182 ueneticHvariationHwithinHandHamongHlionHtamarinsVHAmericanUJournalUofUPhysicalUAnthropologyTH1986TH
eYTHYUYY 2.5 33

181 oHnewHgeneticHlocusTHpeviTHonHhumanHchromosomeHdHwhichHcontrolsHtheHreplicationHofHbaboonHtypeH
qHvirusHinHhumanHcellsVHCellTH1977THYZTHZcYUdZ 56.2 33

180 oHvighUResolutionHSNPHorrayUpasedHzinkageH–apHonchorsHaHNewHromesticHqatHrraftHuenomeH
ossemblyHandHProvidesHretailedHPatternsHofHRecombinationVHGqxUGenesiUGenomesiUGeneticsTH2016THdTHYdXeUYd3.2 32

179
TheHfirstHwholeHgenomeHandHtranscriptomeHofHtheHcinereousHvultureHrevealsHadaptationHinHtheH
gastricHandHimmuneHdefenseHsystemsHandHpossibleHconvergentHevolutionHbetweenHtheHOldHandHNewH
WorldHvulturesVHGenomeUBiologyTH2015THYdTHZYc

18.3 32

178 PatternsHofHsizeHhomoplasyHatHYXHmicrosatelliteHlociHinHpumasHPPumaHconcolorQVHMolecularUBiologyU
andUEvolutionTH2001THYfTHYYcYUd 8.3 32

177 PatternsHofHdiversityHamongHSwNsHelementsHisolatedHfromHthreeHYUchromosomeHgenesHinHcarnivoresVH
MolecularUBiologyUandUEvolutionTH2000THYeTHfZcUg 8.3 32

176 PhenotypicHexpressionsHofHqqRcUdeltaaZWdeltaaZHhomozygosityVHJournalUofUAcquiredUImmuneU
DeficiencyUSyndromesTH1999THZZTHecUfZ 32

175 –olecularHcharacterizationHandHgeneticHmappingHofHclassHwHandHclassHwwH–vqHgenesHofHtheHdomesticH
catVHImmunogeneticsTH1988THZeTHbYbUZc 3.2 32

174 qorrelativeHgeneticHvariationHinHnaturalHpopulationsHofHcatsTHmiceHandHmenVHNatureTH1980THZffTHcfXUa 50.4 32

173 uenomeUWideHsvolutionaryHonalysisHofHNaturalHvistoryHandHodaptationHinHtheHWorldOsHTigersVH
CurrentUBiologyTH2018THZfTHafbXUafbgVed 6.3 32

172 TheHevolutionaryHhistoryHofHextinctHandHlivingHlionsVHProceedingsUofUtheUNationalUAcademyUofUSciencesU
ofUtheUUnitedUStatesUofUAmericaTH2020THYYeTHYXgZeUYXgab 11.5 31

171 ueneticHwntrogressionHandHtheHSurvivalHofHtloridaHPantherHyittensVHBiologicalUConservationTH2010TH
YbaTHZefgUZegd 6.2 31

170 SequencesTHannotationHandHsingleHnucleotideHpolymorphismHofHtheHmajorHhistocompatibilityH
complexHinHtheHdomesticHcatVHPLoSUONETH2008THaTHeZdeb 3.7 31

169 SeroprevalenceHofHToxoplasmaHgondiiHinHomericanHfreeUrangingHorHcaptiveHpumasHPtelisHconcolorQH
andHbobcatsHPzynxHrufusQVHVeterinaryUParasitologyTH2004THYZXTHYUg 2.8 31

168 wntegrationHofHtheHfelineHradiationHhybridHandHlinkageHmapsVHMammalianUGenomeTH2001THYZTHbadUbY 3.2 31

167 ResolutionHofHrecentHradiationsHwithinHthreeHevolutionaryHlineagesHofHfelidaeHusingHmitochondrialH
restrictionHfragmentHlengthHpolymorphismHvariationVHJournalUofUMammalianUEvolutionTH1996THaTHgeUYZX 2.2 31

(1996-2009)
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166 ueneticHmonitorsHofHzooHpopulationshH–orphologicalHandHelectrophoreticHassaysVHZooUBiologyTH1986TH
cTHZYcUZaZ 1.6 31

165 uenomicsVHOnHchoosingHmammalianHgenomesHforHsequencingVHScienceTH2001THZgZTHZZdbUd 33.3 31

164 ueneticHPolymorphismsHofHqYPZsYTHuSTPYTHNQOYHandH–POHandHtheHRiskHofHNasopharyngealH
qarcinomaHinHaHvanHqhineseHPopulationHofHSouthernHqhinaVHBMCUResearchUNotesTH2010THaTHZYZ 2.3 30

163 oHrhesusHmacaqueHradiationHhybridHmapHandHcomparativeHanalysisHwithHtheHhumanHgenomeVH
GenomicsTH2005THfdTHafaUgc 4.3 30

162 rominantHeffectsHofHqqRZUqqRcHhaplotypesHinHvwVUYHdiseaseHprogressionVHJournalUofUAcquiredU
ImmuneUDeficiencyUSyndromesUeowwwfTH2004THaeTHYcabUf 3.1 30

161 qomparativeHanalysisHofHmalateHdehydrogenasesHofHrrosophilaHmelanogasterVHBiochemicalUGeneticsTH
1973THYXTHYgYUZXc 2.4 30

160 qqRcHpromoterHallelesHandHspecificHrNoHbindingHfactorsVHScienceTH1999THZfbTHZZa 33.3 29

159
–OzsqUzoRHusNsTwqUrwSToNqsHsSTw–oTsSHo–ONuHTvsHURSwrosHoSHwNrwqoTsrHpYHONsUHoNrH
TWOUrw–sNSwONozHPROTswNHszsqTROPvORsSwSVHEvolutionyUInternationalUJournalUofUOrganicU
EvolutionTH1989THbaTHZfZUZgc

3.8 29

158 uenomeHonnotationHResourceHtieldsUUuoRtwszrhHaHgenomeHbrowserHforHtelisHcatusVHJournalUofU
HeredityTH2007THgfTHafdUg 2.4 28

157 qytoUnuclearHgenomicHdissociationHandHtheHofricanHelephantHspeciesHquestionVHQuaternaryU
InternationalTH2007THYdgUYeXTHbUYd 2 28

156 uenomicHinferencesHfromHofrotheriaHandHtheHevolutionHofHelephantsVHCurrentUOpinionUinUGeneticsUandU
DevelopmentTH2005THYcTHdcZUg 4.9 28

155 wnsertionalHpolymorphismsHofHendogenousHfelineHleukemiaHvirusesVHJournalUofUVirologyTH2005THegTHagegUfd6.6 28

154 sffectHofHhostHgeneticsHonHtheHdevelopmentHofHcytomegalovirusHretinitisHinHpatientsHwithHowrSVH
JournalUofUInfectiousUDiseasesTH2010THZXZTHdXdUYa 7 27

153 qonservationHgeneticsHofHtheHkoalaHPPhascolarctosHcinereusQhHlowHmitochondrialHrNoHvariationH
amongstHsouthernHoustralianHpopulationsVHGeneticalUResearchTH1997THdgTHZcUaa 1.1 27

152 qomparativeHfelineHgenomicshHaHpoqWPoqHcontigHmapHofHtheHmajorHhistocompatibilityHcomplexHclassH
wwHregionVHGenomicsTH2001THeYTHZfZUgc 4.3 27

151 TheHancestryHofHtheHgiantHpandaVHScientificUAmericanTH1987THZceTHYXZUe 0.5 27

150 onnotatedHfeaturesHofHdomesticHcatHUHtelisHcatusHgenomeVHGigaScienceTH2014THaTHYa 7.6 26

149 vowHtheHleopardHhidesHitsHspotshHoSwPHmutationsHandHmelanismHinHwildHcatsVHPLoSUONETH2012THeTHecXafd 3.7 26
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148 sxposureHtoHdiseaseHagentsHinHtheHendangeredHwberianHlynxHPQVHEuropeanUJournalUofUWildlifeUResearchTH
2008THcbTHYeYUYef 2 26

147 qonsistentHeffectsHofHTSuYXYHgeneticHvariabilityHonHmultipleHoutcomesHofHexposureHtoHhumanH
immunodeficiencyHvirusHtypeHYVHJournalUofUVirologyTH2006THfXTHdeceUda 6.6 26

146 TheHfelineHmajorHhistocompatibilityHcomplexHisHrearrangedHbyHanHinversionHwithHaHbreakpointHinHtheH
distalHclassHwHregionVHImmunogeneticsTH2005THcdTHeXZUg 3.2 26

145 NonpathogenicHlionHandHpumaHlentivirusesHimpartHresistanceHtoHsuperinfectionHbyHvirulentHfelineH
immunodeficiencyHvirusVHJournalUofUAcquiredUImmuneUDeficiencyUSyndromesUeowwwfTH2002THZgTHYUYX 3.1 26

144 sxposureHtoHtwVHandHtwPVHinHwildHandHcaptiveHcheetahsVHZooUBiologyTH1993THYZTHYacUYbZ 1.6 26

143 ossociationHofHYHchromosomeHhaplogroupHwHwithHvwVHprogressionTHandHvooRTHoutcomeVHHumanU
GeneticsTH2009THYZcTHZfYUgb 6.3 25

142 uenomicHorganizationTHsequenceHdivergenceTHandHrecombinationHofHfelineHimmunodeficiencyHvirusH
fromHlionsHinHtheHwildVHBMCUGenomicsTH2008THgTHdd 4.5 25

141 –olecularHgeneticHinsightsHonHcheetahHPocinonyxHjubatusQHecologyHandHconservationHinHNamibiaVH
JournalUofUHeredityTH2008THggTHZUYa 2.4 25

140 revelopmentHofHYHchromosomeHintraspecificHpolymorphicHmarkersHinHtheHtelidaeVHJournalUofU
HeredityTH2007THgfTHbXXUYa 2.4 25

139 ueneHconversionHbetweenHmammalianHqqRZHandHqqRcHchemokineHreceptorHgeneshHaHpotentialH
mechanismHforHreceptorHdimerizationVHGenomicsTH2007THgXTHZYaUZb 4.3 25

138 resigningHandHoptimizingHcomparativeHanchorHprimersHforHcomparativeHgeneHmappingHandH
phylogeneticHinferenceVHNatureUProtocolsTH2007THZTHaXZZUaX 18.8 25

137 qoronavirusHoutbreakHinHcheetahshHlessonsHforHSoRSVHCurrentUBiologyTH2004THYbTHRZZeUf 6.3 25

136 oHcommonHproviralHintegrationHregionTHfitUYTHinHTUcellHtumorsHinducedHbyHmycUcontainingHfelineH
leukemiaHvirusesVHVirologyTH1993THYgdTHfbcUf 3.6 25

135 TheHTamingHofHtheHcatVHueneticHandHarchaeologicalHfindingsHhintHthatHwildcatsHbecameHhousecatsH
earlierUUandHinHaHdifferentHplaceUUthanHpreviouslyHthoughtVHScientificUAmericanTH2009THaXXTHdfUec 0.5 25

134 RecurrentHevolutionHofHmelanismHinHSouthHomericanHfelidsVHPLoSUGeneticsTH2015THYYTHeYXXbfgZ 6 24

133 PumaHgenomesHfromHNorthHandHSouthHomericaHprovideHinsightsHintoHtheHgenomicHconsequencesHofH
inbreedingVHNatureUCommunicationsTH2019THYXTHbedg 17.4 24

132 twVHdiversityhHtwVHPleHsubtypeHcompositionHmayHinfluenceHdiseaseHoutcomeHinHofricanHlionsVH
VeterinaryUImmunologyUandUImmunopathologyTH2011THYbaTHaafUbd 2 24

131 –itochondrialHintrogressionsHintoHtheHnuclearHgenomeHofHtheHdomesticHcatVHJournalUofUHeredityTH
2007THgfTHbYbUZX 2.4 24
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130 uenomicsVHoHdogOsHbreakfastmVHScienceTH2003THaXYTHYfcbUc 33.3 24

129 wnheritedHmotorHneuronHdiseaseHinHdomesticHcatshHaHmodelHofHspinalHmuscularHatrophyVHPediatricU
ResearchTH2005THceTHaZbUaX 3.2 24

128 TheHalphaUglycerophosphateHcycleHinHrrosophilaHmelanogasterVHwVVH–etabolicTHultrastructuralTHandH
adaptiveHconsequencesHofHalphaupdhUlHJnullJHmutationsVHJournalUofUCellUBiologyTH1974THdaTHfdbUfZ 7.3 24

127 ReconstructingHtheHgenomicHarchitectureHofHmammalianHancestorsHusingHmultispeciesHcomparativeH
mapsVHHumanUGenomicsTH2003THYTHaXUbX 6.8 23

126 StromalHcellUderivedHfactorUYHgenotypeTHcoreceptorHtropismTHandHvwVHtypeHYHdiseaseHprogressionVH
JournalUofUInfectiousUDiseasesTH2005THYgZTHYcgeUdXc 7 23

125 sxchangesHofHshortHpolymorphicHrNoHsegmentsHpredatingHspeciationHinHfelineHmajorH
histocompatibilityHcomplexHclassHwHgenesVHJournalUofUMolecularUEvolutionTH1994THagTHZZUaa 3.1 23

124 ueneticHassociationsHofHvariantsHinHgenesHencodingHvwVUdependencyHfactorsHrequiredHforHvwVUYH
infectionVHJournalUofUInfectiousUDiseasesTH2010THZXZTHYfadUbc 7 22

123 vzoUpHpwbHallelesHandHvwVUYHtransmissionHinHheterosexualHcouplesVHAidsTH2007THZYTHZZcUg 3.5 22

122 ueneticHfactorsHleadingHtoHchronicHspsteinUparrHvirusHinfectionHandHnasopharyngealHcarcinomaHinH
SouthHsastHqhinahHstudyHdesignTHmethodsHandHfeasibilityVHHumanUGenomicsTH2006THZTHadcUec 6.8 22

121 ueneticHdiversityHinHleukemiaUproneHferalHhouseHmiceHinfectedHwithHmurineHleukemiaHvirusVH
BiochemicalUGeneticsTH1980THYfTHgYcUZf 2.4 22

120 oHdomesticHcatHXHchromosomeHlinkageHmapHandHtheHsexUlinkedHorangeHlocushHmappingHofHorangeTH
multipleHoriginsHandHepistasisHoverHnonagoutiVHGeneticsTH2009THYfYTHYbYcUZc 4 21

119 –ulticohortHgenomewideHassociationHstudyHrevealsHaHnewHsignalHofHprotectionHagainstHvwVUYH
acquisitionVHJournalUofUInfectiousUDiseasesTH2012THZXcTHYYccUdZ 7 21

118 telineHarylsulfataseHpHPoRSpQhHisolationHandHexpressionHofHtheHcrNoTHcomparisonHwithHhumanHoRSpTH
andHgeneHlocalizationHtoHfelineHchromosomeHoYVHGenomicsTH1992THYbTHbXaUYY 4.3 21

117 TheHextentHandHcharacterHofHbiochemicalHgeneticHvariationHinHtheHdomesticHcatVHJournalUofUHeredityTH
1980THeYTHaUf 2.4 21

116 oldehydeHdehydrogenaseHYHPozrvYQHisoformHexpressionHandHpotentialHclinicalHimplicationsHinH
hepatocellularHcarcinomaVHPLoSUONETH2017THYZTHeXYfZZXf 3.7 20

115 PlaguesHandHadaptationhHzessonsHfromHtheHtelidaeHmodelsHforHSoRSHandHowrSVHBiologicalU
ConservationTH2006THYaYTHZccUZde 6.2 20

114 PrimateHTNtHpromotersHrevealHmarkersHofHphylogenyHandHevolutionHofHinnateHimmunityVHPLoSUONETH
2007THZTHedZY 3.7 20

113 uenomeUWideHossociationHStudyHofH–ywdeHsxpressionHandHitsHqlinicalHwmplicationsHinHvpVURelatedH
vepatocellularHqarcinomaHinHSouthernHqhinaVHCellularUPhysiologyUandUBiochemistryTH2017THbZTHYabZUYace 3.9 19
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112 TheHeffectHofHRoNTsSHchemokineHgeneticHvariantsHonHearlyHvwVUYHplasmaHRNoHamongHofricanH
omericanHinjectionHdrugHusersVHJournalUofUAcquiredUImmuneUDeficiencyUSyndromesUeowwwfTH2005THafTHcfbUg 3.1 19

111 UsingHmutualHinformationHtoHmeasureHtheHimpactHofHmultipleHgeneticHfactorsHonHowrSVHJournalUofU
AcquiredUImmuneUDeficiencyUSyndromesUeowwwfTH2006THbZTHabeUcb 3.1 19

110
sffectsHofHplasmaHvwVHRNoTHqrbSHTHlymphocytesTHandHtheHchemokineHreceptorsHqqRcHandHqqRZbHonH
vwVHdiseaseHprogressionHinHhemophiliacsVHvemophiliaHurowthHandHrevelopmentHStudyVHJournalUofU
AcquiredUImmuneUDeficiencyUSyndromesUeowwwfTH1999THZYTHaYeUZc

3.1 19

109 qomparativeHfeaturesHofHaHcoronavirusHisolatedHfromHaHcheetahHwithHfelineHinfectiousHperitonitisVH
VirusUResearchTH1989THYaTHYcUZe 6.4 19

108
–arkerHofHproliferationHyiUdeHexpressionHisHassociatedHwithHtransformingHgrowthHfactorHbetaHYHandH
canHpredictHtheHprognosisHofHpatientsHwithHhepaticHpHvirusUrelatedHhepatocellularHcarcinomaVHCancerU
ManagementUandUResearchTH2018THYXTHdegUdgd

3.6 18

107 svolutionaryHgenomicsHandHadaptiveHevolutionHofHtheHvedgehogHgeneHfamilyHPShhTHwhhHandHrhhQHinH
vertebratesVHPLoSUONETH2014THgTHeebYaZ 3.7 18

106 telineHimmunodeficiencyHvirusHPtwVQHinHwildHPallasOHcatsVHVeterinaryUImmunologyUandU
ImmunopathologyTH2010THYabTHgXUc 2 18

105 uenomicHodaptationsHandHsvolutionaryHvistoryHofHtheHsxtinctHScimitarUToothedHqatTHvomotheriumH
latidensVHCurrentUBiologyTH2020THaXTHcXYfUcXZcVec 6.3 18

104 qXqRbHpolymorphismsHandHvwVUYHpathogenesisVHJournalUofUAcquiredUImmuneUDeficiencyUSyndromesTH
1998THYgTHbaX 17

103 TheHroleHofHgeneHduplicationHandHunconstrainedHselectiveHpressuresHinHtheHmelanopsinHgeneHfamilyH
evolutionHandHvertebrateHcircadianHrhythmHregulationVHPLoSUONETH2012THeTHecZbYa 3.7 17

102 ValidationHofHaHshortHtandemHrepeatHmultiplexHtypingHsystemHforHgeneticHindividualizationHofH
domesticHcatHsamplesVHCroatianUMedicalUJournalTH2007THbfTHcbeUcc 1.6 17

101
TheHevolutionHofHcatsVHuenomicHpawHprintsHinHtheHrNoHofHtheHworldOsHwildHcatsHhaveHclarifiedHtheHcatH
familyHtreeHandHuncoveredHseveralHremarkableHmigrationsHinHtheirHpastVHScientificUAmericanTH2007TH
ZgeTHdfUec

0.5 17

100 uor–ohHueneticHalgorithmHforHinferringHdemographicHhistoryHofHmultipleHpopulationsHfromHalleleH
frequencyHspectrumHdataVHGigaScienceTH2020THgTH 7.6 16

99 vostHgenomicHinfluencesHonHvwVWowrSVHGenomeUBiologyTH2013THYbTHZXY 18.3 16

98 XHqhromosomeHsvolutionHinHqetartiodactylaVHGenesTH2017THfTH 4.2 16

97 RoleHofHexonicHvariationHinHchemokineHreceptorHgenesHonHowrShHqqRzZHtYdeYHassociationHwithH
pneumocystisHpneumoniaVHPLoSUGeneticsTH2011THeTHeYXXZaZf 6 16

96 oHnuclearHrNoHphylogenyHofHtheHwoollyHmammothHP–ammuthusHprimigeniusQVHMolecularU
PhylogeneticsUandUEvolutionTH2006THbXTHdZXUe 4.1 16

95 WholeUuenomeHwdentificationTHPhylogenyTHandHsvolutionHofHtheHqytochromeHPbcXHtamilyHZHPqYPZQH
SubfamiliesHinHpirdsVHGenomeUBiologyUandUEvolutionTH2016THfTHYYYcUaY 3.9 15

(2016-2005)
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94 qonservationHueneticsHofHtheHqheetahhHzessonsHzearnedHandHNewHOpportunitiesVHJournalUofUHeredity
TH2017THYXfTHdeYUdee 2.4 15

93 odaptiveHevolutionHofHtheHmatrixHextracellularHphosphoglycoproteinHinHmammalsVHBMCUEvolutionaryU
BiologyTH2011THYYTHabZ 3 15

92 rynamicHandHnonspecificHdispersalHofHhumanHTUcellHleukemiaWlymphomaHvirusHtypeUwHintegrationHinH
culturedHlymphomaHcellsVHVirologyTH1986THYcbTHdeUec 3.6 15

91 svolutionHofHgeneHregulationHinHruminantsHdiffersHbetweenHevolutionaryHbreakpointHregionsHandH
homologousHsyntenyHblocksVHGenomeUResearchTH2019THZgTHcedUcfg 9.7 15

90 qontinuedHdeclineHinHgeneticHdiversityHamongHwildHcheetahsHPocinonyxHjubatusQHwithoutHfurtherHlossH
ofHsemenHqualityVHBiologicalUConservationTH2016THZXXTHYgZUYgg 6.2 14

89 TheHPopulationHOriginsHandHsxpansionHofHteralHqatsHinHoustraliaVHJournalUofUHeredityTH2016THYXeTHYXbUYb 2.4 14

88 sffectHofHhostHgeneticsHonHincidenceHofHvwVHneuroretinalHdisorderHinHpatientsHwithHowrSVHJournalUofU
AcquiredUImmuneUDeficiencyUSyndromesUeowwwfTH2010THcbTHabaUcY 3.1 14

87 vaplotypeHdiversityHinHtheHinterleukinUbHgeneHisHnotHassociatedHwithHvwVUYHtransmissionHandHowrSH
progressionVHImmunogeneticsTH2003THccTHYceUYdb 3.2 14

86 NonpathogenicHzionHandHPumaHzentivirusesHwmpartHResistanceHtoHSuperinfectionHbyHVirulentHtelineH
wmmunodeficiencyHVirusVHJournalUofUAcquiredUImmuneUDeficiencyUSyndromesUeowwwfTH2002THZgTHYUYX 3.1 14

85 owrShHaHroleHforHhostHgenesVHHospitalUPracticeUeowwsfTH1998THaaTHcaUdTHcgUdXTHddUeHpassim 2.2 14

84 oH–utationHinHzTpPZHqausesHqongenitalHulaucomaHinHromesticHqatsHPtelisHcatusQVHPLoSUONETH2016TH
YYTHeXYcbbYZ 3.7 14

83 TheHuenomeHRussiaHprojecthHclosingHtheHlargestHremainingHomissionHonHtheHworldHuenomeHmapVH
GigaScienceTH2015THbTHca 7.6 13

82 ossociationHofHhostHgeneticHriskHfactorsHwithHtheHcourseHofHcytomegalovirusHretinitisHinHpatientsH
infectedHwithHhumanHimmunodeficiencyHvirusVHAmericanUJournalUofUOphthalmologyTH2011THYcYTHgggUYXXdVeb4.9 13

81 oHsuiteHofHgeneticHmarkersHusefulHinHassessingHwildcatHPtelisHsilvestrisHsspVQUdomesticHcatHPtelisH
silvestrisHcatusQHadmixtureVHJournalUofUHeredityTH2011THYXZHSupplHYTHSfeUgX 2.4 13

80
RiskHfactorsHforHsymptomaticHhyperlactatemiaHandHlacticHacidosisHamongHcombinationHantiretroviralH
therapyUtreatedHadultsHinHpotswanahHresultsHfromHaHclinicalHtrialVHAIDSUResearchUandUHumanU
RetrovirusesTH2012THZfTHecgUdc

1.6 13

79 TheHancestralHcarnivoreHkaryotypeHPZnHkHafQHlivesHtodayHinHringtailsVHJournalUofUHeredityTH2008THggTHZbYUca 2.4 13

78 uenomicsVH–muHYdUUcomparativeHgenomicHhighlightsVHScienceTH2002THZgdTHYdYeUf 33.3 13

77 PolymorphismsHinHtheHaOHuntranslatedHregionHofHtheHwHkappaHpW–orUaHPNtypwQHgeneHlocatedHonH
chromosomeHYbVHHumanUGeneticsTH1994THgaTHdgbUd 6.3 13
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76 ueneticHancestryHofHtheHextinctHxavanHandHpaliHtigersVHJournalUofUHeredityTH2015THYXdTHZbeUce 2.4 12

75 –olecularHevidenceHforHaHrecentHdemographicHexpansionHinHtheHpumaHPPumaHconcolorQHP–ammaliaTH
telidaeQVHGeneticsUandUMolecularUBiologyTH2013THadTHcfdUge 2 12

74 oHmutationHinHywRarSYHthatHresultsHinHtruncationHandHlackHofHcellHsurfaceHexpressionVH
ImmunogeneticsTH2007THcgTHfZaUg 3.2 12

73 vypervariableHgenomicHvariationHtoHreconstructHtheHnaturalHhistoryHofHpopulationshHlessonsHfromHtheH
bigHcatsVHElectrophoresisTH1995THYdTHYeeYUb 3.6 12

72 TransientHlinkageHdisequilibriumHinHrrosophilaVHNatureTH1971THZaXTHaacUd 50.4 12

71 oHpopulationHgeneticHdatabaseHofHcatHbreedsHdevelopedHinHcoordinationHwithHaHdomesticHcatHSTRH
multiplexVHJournalUofUForensicUSciencesTH2012THceTHcgdUdXY 1.8 11

70 qhromosomalHmappingHofHlysosomalHenzymeHstructuralHgenesHinHtheHdomesticHcatVHGenomicsTH1988TH
ZTHaZgUad 4.3 11

69 odaptiveHgenomicHevolutionHofHopsinsHrevealsHthatHearlyHmammalsHflourishedHinHnocturnalH
environmentsVHBMCUGenomicsTH2018THYgTHYZY 4.5 11

68
wnnovativeHassemblyHstrategyHcontributesHtoHunderstandingHtheHevolutionHandHconservationH
geneticsHofHtheHendangeredHSolenodonHparadoxusHfromHtheHislandHofHvispaniolaVHGigaScienceTH2018TH
eTH

7.6 10

67 roesHgeneticHintrogressionHimproveHfemaleHreproductiveHperformancemHoHtestHonHtheHendangeredH
tloridaHpantherVHOecologiaTH2012THYdfTHZfgUaXX 2.9 10

66 tishHlateralHlineHinnovationhHinsightsHintoHtheHevolutionaryHgenomicHdynamicsHofHaHuniqueH
mechanosensoryHorganVHMolecularUBiologyUandUEvolutionTH2012THZgTHaffeUgf 8.3 10

65 squineHsyntenyHmappingHofHcomparativeHanchorHtaggedHsequencesHPqoTSQHfromHhumanH
qhromosomeHcVHMammalianUGenomeTH1999THYXTHYXfZUb 3.2 10

64 uenomicHprospectingVHNatureUMedicineTH1995THYTHebZUb 50.5 10

63 PrecisionHnomenclatureHforHtheHnewHgenomicsVHGigaScienceTH2019THfTH 7.6 9

62 reHnovoHsequencingTHassemblyHandHanalysisHofHeightHdifferentHtranscriptomesHfromHtheH–alayanH
pangolinVHScientificUReportsTH2016THdTHZfYgg 4.9 9

61 svaluationHandHintegrationHofHgeneticHsignatureHforHpredictionHriskHofHnasopharyngealHcarcinomaHinH
SouthernHqhinaVHBioMedUResearchUInternationalTH2014THZXYbTHbabXeZ 3 9

60 –appingHofHtheHdomesticHcatHJSwzVsRJHcoatHcolorHlocusHidentifiesHaHuniqueHgenomicHlocationHforH
silverHinHmammalsVHJournalUofUHeredityTH2009THYXXHSupplHYTHSfUYa 2.4 9

59 opplyingHmolecularHgeneticHtoolsHtoHtigerHconservationVHIntegrativeUZoologyTH2010THcTHacYUadZ 1.9 9

(2010-2015)

21



58 TheHplatypusHgenomeHunraveledVHCellTH2008THYaaTHgcaUc 56.2 9

57 –ORPvOzOuwqozHVoRwopwzwTYHoNrHoSY––sTRYHwNHTvsHqvssTovHPoqwNONYXHxUpoTUSQTHoH
usNsTwqozzYHUNwtOR–HSPsqwsSVHEvolutionyUInternationalUJournalUofUOrganicUEvolutionTH1986THbXTHefUfc 3.8 9

56 –itogenomicHsequencesHsupportHaHnorthUsouthHsubspeciesHsubdivisionHwithinHSolenodonH
paradoxusVHMitochondrialUDNAUPartUAxUDNAUMappingiUSequencingiUandUAnalysisTH2017THZfTHddZUdeX 1.3 8

55 opplyingHmolecularHgeneticHtoolsHtoHtheHconservationHandHactionHplanHforHtheHcriticallyHendangeredH
tarHsasternHleopardHPPantheraHpardusHorientalisQVHComptesURendusUkUBiologiesTH2003THaZdHSupplHYTHSgaUe 1.4 8

54 oNozYSwSHOtHtzUqTUoTwNuHoSY––sTRYHwNHqvssTovSVHEvolutionyUInternationalUJournalUofUOrganicU
EvolutionTH1987THbYTHZZeUZZf 3.8 8

53 oreHpangolinsHscapegoatsHofHtheHqOVwrUYgHoutbreakUqoVHtransmissionHandHpathologyHevidencemVH
ConservationULettersTH2020THYaTHeYZecb 6.9 8

52 uenomeUwideHsequenceHanalysesHofHethnicHpopulationsHacrossHRussiaVHGenomicsTH2020THYYZTHbbZUbcf 4.3 8

51 uenomeUWideHonalysesHRevealHueneHwnfluenceHonHvwVHriseaseHProgressionHandHvwVUYqHocquisitionH
inHSouthernHofricaVHAIDSUResearchUandUHumanURetrovirusesTH2017THaaTHcgeUdXg 1.6 7

50 PuttingHRussiaHonHtheHgenomeHmapVHScienceTH2015THacXTHebe 33.3 7

49 TheHdynamicHproliferationHofHqanSwNssHmirrorsHtheHcomplexHevolutionHofHteliformsVHBMCU
EvolutionaryUBiologyTH2014THYbTHYae 3 7

48 revelopmentHofH–vqUzinkedH–icrosatelliteH–arkersHinHtheHromesticHqatHandHTheirHUseHtoHsvaluateH
–vqHriversityHinHromesticHqatsTHqheetahsTHandHuirHzionsVHJournalUofUHeredityTH2014THYXcTHbgaUcXc 2.4 7

47 uenomesHandHevolutionhHtheHpowerHofHcomparativeHgenomicsVHCurrentUOpinionUinUGeneticsUandU
DevelopmentTH2005THYcTHcdgUeY 4.9 7

46 StatusHofHtheHworldOsHsmallestHmammalTHtheHbumbleUbeeHbatHqraseonycterisHthonglongyaiTHinH
–yanmarVHOryxTH2006THbXTHbcdUbda 1.5 7

45 TheHgenomicsHgenerationVHCurrentUBiologyTH1993THaTHagcUage 6.3 7

44 QuantitativeHpolymeraseHchainHreactionUbasedHassayHforHestimatingHrNoHyieldHextractedHfromH
domesticHcatHspecimensVHCroatianUMedicalUJournalTH2003THbbTHaZeUaY 1.6 7

43 PositiveHSelectionHzinkedHwithHuenerationHofHNovelH–ammalianHrentitionHPatternsVHGenomeUBiologyU
andUEvolutionTH2016THfTHZebfUcg 3.9 6

42 ovianHpinocularityHandHodaptationHtoHNocturnalHsnvironmentshHuenomicHwnsightsHfromHaHvighlyH
rerivedHVisualHPhenotypeVHGenomeUBiologyUandUEvolutionTH2019THYYTHZZbbUZZcc 3.9 6

41 zackHofHassociationsHbetweenHvzoHclassHwwHallelesHandHresistanceHtoHvwVUYHinfectionHamongHwhiteTH
nonUvispanicHhomosexualHmenVHJournalUofUAcquiredUImmuneUDeficiencyUSyndromesUeowwwfTH2004THaeTHYaYaUe3.1 6
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40 zinkageHmappingHofHhumanHpolymorphicHproteinsHidentifiedHbyHtwoUdimensionalHelectrophoresisVH
GenomicsTH1991THYYTHfecUfb 4.3 6

39 NewHhighHcopyHtandemHrepeatHinHtheHcontentHofHtheHchickenHWHchromosomeVHChromosomaTH2018TH
YZeTHeaUfa 2.8 5

38 PurhHaHpangolinHgenomeHhubHforHtheHresearchHcommunityVHDatabasexUtheUJournalUofUBiologicalU
DatabasesUandUCurationTH2016THZXYdTH 5 5

37 RestoringHtigersHtoHtheHqaspianHregionVHScienceTH2011THaaaTHfZZUa 33.3 5

36 qatsVHCurrentUBiologyTH2004THYbTHRgffUg 6.3 5

35 –olecularHcloningTHchromosomalHassignmentTHandHnucleotideHsequenceHofHtheHfelineHhomeoboxH
vOXaoVHGenomicsTH1991THYYTHYXXeUYa 4.3 5

34 UltracontinuousHSingleHvaplotypeHuenomeHossembliesHforHtheHromesticHqatHPtelisHcatusQHandHosianH
zeopardHqatHPPrionailurusHbengalensisQVHJournalUofUHeredityTH2021THYYZTHYdcUYea 2.4 5

33 poneUassociatedHgeneHevolutionHandHtheHoriginHofHflightHinHbirdsVHBMCUGenomicsTH2016THYeTHaeY 4.5 5

32 yaryotypeHsvolutionHinHYXHPinnipedHSpecieshHVariabilityHofHveterochromatinHversusHvighH
qonservatismHofHsuchromatinHasHRevealedHbyHqomparativeH–olecularHqytogeneticsVHGenesTH2020THYYTH 4.2 4

31 ueneticHsvidenceHforHqontrastingHWetlandHandHSavannahHvabitatHSpecializationsHinHrifferentH
PopulationsHofHzionsHPPantheraHleoQVHJournalUofUHeredityTH2016THYXeTHYXYUa 2.4 4

30 WholeUuenomeHonalysisHofH–ycobacteriumHtuberculosisHfromHPatientsHwithHTuberculousH
SpondylitisTHRussiaVHEmergingUInfectiousUDiseasesTH2018THZbTHcegUcfa 10.2 4

29 onalyticalHJbakeUoffJHofHwholeHgenomeHsequencingHqualityHforHtheHuenomeHRussiaHprojectHusingHaH
smallHcohortHforHautoimmuneHhepatitisVHPLoSUONETH2018THYaTHeXZXXbZa 3.7 4

28 ortifactsHofHtheHYVgxHfelineHgenomeHassemblyHderivedHfromHtheHfelineUspecificHsatelliteHsequenceVH
JournalUofUHeredityTH2009THYXXHSupplHYTHSYbUf 2.4 4

27 qloningHandHchromosomeHmappingHofHtheHfelineHgenesHpZYWotYHandHpZeyipYVHGeneTH1997THYgfTHYbYUe 3.8 4

26
ueneticHcharacterizationHofHparentalHcellHlinesHandHbiochemicalHanalysisHofHsomaticHcellHhybridsH
betweenHmouseHPRouQHcellsHandHfibroblastsHofHotelesHpaniscusHchamekHPprimatesTHplatyrrhiniQVH
AmericanUJournalUofUPrimatologyTH1993THaXTHYfYUYgb

2.5 4

25 uenomicHevidenceHforHtheHqhineseHmountainHcatHasHaHwildcatHconspecificHPQHandHitsHintrogressionHtoH
domesticHcatsVHScienceUAdvancesTH2021THeTH 14.3 4

24 sxaminationHofHdiseaseUbasedHselectionTHdemographicHhistoryHandHpopulationHstructureHinHsuropeanH
YUchromosomeHhaplogroupHwVHJournalUofUHumanUGeneticsTH2010THccTHdYaUZX 4.3 3

23 odaptiveHchaosHandHowrSVHCurrentUBiologyTH1992THZTHZXaUc 6.3 3

(1992-1991)

23



22 oHpeautifulHzifehHvighHRiskUvighHPayoffHinHueneticHScienceVHAnnualUReviewUofUAnimalUBiosciencesTH
2020THfTHYUZb 13.7 3

21 uenomeUwideHassociationHstudyHidentifiesHnewHlociHassociatedHwithHriskHofHvpVHinfectionHandH
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