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206 –ostMtransmissionMdynamicsMofMfirstZMandMthirdZstageMlarvaeMinMaaMParasitologyYM2022YMdZfj 2.7

205 vomputationalMtntigenMwiscoveryMforMxukaryoticMPathogensMUsingMVacceedaMMethodsdindMoleculard
BiologyYM2021YMedkfYMelZge 1.4 1

204 TheMcontroversiesMsurroundingMassemblagesMtMandMuaaMCurrentdResearchdindParasitologydandd
VectorsbornedDiseasesYM2021YMdYMdccchh 1

203 MachineMlearningMandMapplicationsMinMmicrobiologyaMFEMSdMicrobiologydReviewsYM2021YMghYM 15.1 16

202 tMnewMsubspeciesMofMfoundMinMtheMtustralianMterrestrialMleechaMParasitologyYM2021YMdgkYMddehZddfi 2.7 5

201 tpplyingMMachineMLearningMtoMPredictMtheMxxportomeMofMuovineMandMvanineMSpeciesMThatMvauseM
uabesiosisaMPathogensYM2021YMdcYM 4.5 3

200 PredictingMProteinMTherapeuticMvandidatesMforMuovineMuabesiosisMUsingMSecondaryMStructureM
PropertiesMandMMachineMLearningaMFrontiersdindGeneticsYM2021YMdeYMjdidfe 4.5 2

199 RecentMtrendsMinMtheMuseMofMsocialMmediaMinMparasitologyMandMtheMapplicationMofMalternativeMmetricsaaM
CurrentdResearchdindParasitologydanddVectorsbornedDiseasesYM2021YMdYMdcccdf 1

198 PlasmodiumMfalciparumM–istidineZRichMProteinMeMandMfMzeneMweletionsMinMStrainsMfromMNigeriaYM
SudanYMandMSouthMSudanaMEmergingdInfectiousdDiseasesYM2021YMejYMgjdZgjl 10.2 3

197 ResearchMintoMZWhatM–aveMWeMLearntMinMtheMLastMThirtyMYearsraMPathogensYM2020YMlYM 4.5 8

196 SpeciesMdiversityMandMgenomeMevolutionMofMtheMpathogenicMprotozoanMparasiteYMNeosporaMcaninumaM
InfectionrdGeneticsdanddEvolutionYM2020YMkgYMdcgggg 4.5 2

195 MolecularMdetectionMofMantimalarialMdrugMresistanceMinMfromMreturnedMtravellersMtoMNSWYMtustraliaM
duringMecckZecdkaMPathogensYM2020YMlYM 4.5 3

194
tMreviewMofMtheMsystematicsYMspeciesMidentificationMandMdiagnosticsMofMtheMTrypanosomatidaeMusingM
theMmaxicircleMkinetoplastMwNtmMfromMpastMtoMpresentaMInternationaldJournaldfordParasitologyYM2020YM
hcYMgglZgic

4.3 1

193 vontributionMofMintronsMtoMtheMspeciesMdiversityMassociatedMwithMtheMapicomplexanMparasiteYM
NeosporaMcaninumaMParasitologydResearchYM2020YMddlYMgfdZggh 2.4 1

192 wetectingMsequenceMvariantsMinMclinicallyMimportantMprotozoanMparasitesaMInternationaldJournaldford
ParasitologyYM2020YMhcYMdZdk 4.3 1

191 fcMyearsMofMparasitologyMresearchManalysedMbyMtextMminingaMParasitologyYM2020YMdgjYMdigfZdihj 2.7 3

190 wiversityMprofilingMofMxenicMculturesMofMfollowingMsystematicMantibioticMtreatmentMandMprospectsMforM
genomeMsequencingaMParasitologyYM2020YMdgjYMelZfk 2.7
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189 xvolutionaryM™nsightMintoMtheMTrypanosomatidaeMUsingMtlignmentZyreeMPhylogenomicsMofMtheM
KinetoplastaMPathogensYM2019YMkYM 4.5 5

188 xvaluationMofMtheMxasyScreenMProtozoanMwetectionMKitMforMtheMdiagnosisMofMxntamoebaMhistolyticaaM
PathologyYM2019YMhdYMgeiZgek 1.6 1

187
TheMcompleteMcodingMregionMofMtheMmaxicircleMasMaMsuperiorMphylogeneticMmarkerMforMexploringM
evolutionaryMrelationshipsMbetweenMmembersMofMtheMLeishmaniinaeaMInfectionrdGeneticsdandd
EvolutionYM2019YMjcYMlcZdcc

4.5 10

186 MolecularMdetectionMofMdrugMresistantMmalariaMinMSouthernMThailandaMMalariadJournalYM2019YMdkYMejh 3.6 15

185 SemiZQuantitativeYMwuplexedMqPvRMtssayMforMtheMwetectionMofMsppaMUsingMuisulphiteMvonversionM
TechnologyaMTropicaldMedicinedanddInfectiousdDiseaseYM2019YMgYM 3.5 2

184
™dentificationMofMvlinicalM™nfectionsMofM™mportedMintoMtustraliamMRevisingMSpeciationMwithMPolymeraseM
vhainMReactionZRyLPMofMtheMKinetoplastMMaxicircleaMAmericandJournaldofdTropicaldMedicinedandd
HygieneYM2019YMdcdYMhlcZicd

3.2 2

183 vomparisonMandMRecommendationsMforMUseMofMwientamoebaMfragilisMRealZTimeMPvRMtssaysaMJournald
ofdClinicaldMicrobiologyYM2019YMhjYM 9.7 5

182 tnnotatingMtheMThypotheticalTMinMhypotheticalMproteinsmM™nZsilicoManalysisMofMuncharacterisedMproteinsM
forMtheMtpicomplexanMparasiteYMNeosporaMcaninumaMVeterinarydParasitologyYM2019YMeihYMelZfj 2.8 3

181 xvolutionaryMtRMSMRacemMtntimalarialMResistanceMMolecularMSurveillanceaMTrendsdindParasitologyYM
2018YMfgYMfeeZffg 6.4 9

180 xpidemiologyMandMassociatedMriskMfactorsMofMgiardiasisMinMaMperiZurbanMsettingMinMNewMSouthMWalesM
tustraliaaMEpidemiologydanddInfectionYM2018YMdgjYMedh 4.3 4

179 tMzeneZuasedMPositiveMSelectionMwetectionMtpproachMtoM™dentifyMVaccineMvandidatesMUsingMasMaMTestM
vaseMProtozoanMPathogenaMFrontiersdindGeneticsYM2018YMlYMffe 4.5 12

178 ResistanceMscreeningMandMtrendManalysisMofMimportedMfalciparumMmalariaMinMNSWYMtustraliaMUecdcMtoM
ecdiVaMPLoSdONEYM2018YMdfYMecdljfil 3.7 11

177 zenomeMWideM™dentificationMofMMutationalM–otspotsMinMtheMtpicomplexanMParasiteMNeosporaM
caninumMandMtheM™mplicationsMforMVirulenceaMGenomedBiologydanddEvolutionYM2018YMdcYMegdjZegfd 3.9 12

176
wifferentialMzammaM™nterferonZMandMTumorMNecrosisMyactorMtlphaZwrivenMvytokineMResponseM
wistinguishesMtcuteM™nfectionMofMaMMetatherianM–ostMwithMToxoplasmaMgondiiMandMNeosporaM
caninumaMInfectiondanddImmunityYM2017YMkhYM

3.7 8

175 OnMtheMapplicationMofMreverseMvaccinologyMtoMparasiticMdiseasesmMaMperspectiveMonMfeatureMselectionM
andMrankingMofMvaccineMcandidatesaMInternationaldJournaldfordParasitologyYM2017YMgjYMjjlZjlc 4.3 10

174 wynamicMislandMmodelMbasedMonMspectralMclusteringMinMgeneticMalgorithmM2017YM 4

173 StagedMheterogeneityMlearningMtoMidentifyMconformationalMuZcellMepitopesMfromMantigenMsequencesaM
BMCdGenomicsYM2017YMdkYMddf 4.5 5

172 TheMevolutionMofMtrypanosomatidMtaxonomyaMParasitesdanddVectorsYM2017YMdcYMekj 4 67
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171
™solationMofMNovelMTrypanosomatidYMZeloniaMaustraliensisMspaMnovaMUKinetoplastidamM
TrypanosomatidaeVMProvidesMSupportMforMaMzondwananMOriginMofMwixenousMParasitismMinMtheM
LeishmaniinaeaMPLoSdNeglecteddTropicaldDiseasesYM2017YMddYMeccchedh

4.8 41

170 wetectionMofMwientamoebaMfragilisMinManimalMfaecesMusingMspeciesMspecificMrealMtimeMPvRMassayaM
VeterinarydParasitologyYM2016YMeejYMgeZj 2.8 14

169 uulkyMTrichomonadMzenomesmMxncodingMaMSwissMtrmyMKnifeaMTrendsdindParasitologyYM2016YMfeYMjkfZjlj 6.4 8

168 tngiostrongylusMcantonensismMaMreviewMofMitsMdistributionYMmolecularMbiologyMandMclinicalMsignificanceM
asMaMhumanMpathogenaMParasitologyYM2016YMdgfYMdckjZddk 2.7 113

167 vomparisonMofMentericMprotozoanMinfectionsMinMfourMtustralianMhospitalsmMvariableMtestsMandMvariableM
resultsaMParasitologydOpenYM2016YMeYM 1.5 1

166 wientamoebaMfragilisYMtheMNeglectedMTrichomonadMofMtheM–umanMuowelaMClinicaldMicrobiologyd
ReviewsYM2016YMelYMhhfZkc 34 63

165 ™nMVitroMtntimicrobialMSusceptibilityMPatternsMofMulastocystisaMAntimicrobialdAgentsdandd
ChemotherapyYM2015YMhlYMggdjZef 5.9 8

164 TheMTranscriptomeMSequenceMofMwientamoebaMfragilisMOffersMNewMuiologicalM™nsightsMonMitsM
MetabolismYMKinomeYMwegradomeMandMPotentialMMechanismsMofMPathogenicityaMProtistYM2015YMdiiYMfklZgck2.5 15

163
™mprovingMtheMgeneMstructureMannotationMofMtheMapicomplexanMparasiteMNeosporaMcaninumMfulfilsMaM
vitalMrequirementMtowardsManMinMsilicoZderivedMvaccineaMInternationaldJournaldfordParasitologyYM2015YM
ghYMfchZdk

4.3 10

162 PositiveZunlabeledMlearningMforMtheMpredictionMofMconformationalMuZcellMepitopesaMBMCd
BioinformaticsYM2015YMdiMSupplMdkYMSde 3.6 14

161 tMliveMvaccineMagainstMNeosporaMcaninumMabortionsMinMcattleaMVaccineYM2015YMffYMdellZfcd 4.1 23

160 MolecularMepidemiologyMofMimportedMcasesMofMleishmaniasisMinMtustraliaMfromMecckMtoMecdgaMPLoSd
ONEYM2015YMdcYMecddlede 3.7 13

159 TheMPrevalenceMofMtngiostrongylusMcantonensisbmackerrasaeMvomplexMinMMolluscsMfromMtheMSydneyM
RegionaMPLoSdONEYM2015YMdcYMecdekdek 3.7 14

158 wescriptiveMepidemiologyMofMinfectiousMgastrointestinalMillnessesMinMSydneyYMtustraliaYMeccjZecdcaM
WesterndPacificdSurveillancedanddResponsedJournal:dWPSARYM2015YMiYMjZdi 1 13

157 TreatmentMfailureMinMpatientsMwithMchronicMulastocystisMinfectionaMJournaldofdMedicaldMicrobiologyYM
2014YMifYMeheZehj 3.2 27

156 wescriptionMofMwientamoebaMfragilisMcystMandMprecysticMformsMfromMhumanMsamplesaMJournaldofd
ClinicaldMicrobiologyYM2014YMheYMeikcZf 9.7 39

155 wiscoveringMaMvaccineMagainstMneosporosisMusingMcomputersmMisMitMfeasibleraMTrendsdindParasitologyYM
2014YMfcYMgcdZdd 6.4 16

154 UpdateMonMtheMpathogenicMpotentialMandMtreatmentMoptionsMforMulastocystisMspaMGutdPathogensYM2014
YMiYMdj 5.4 92
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153
xvaluationMofMtheMxasyScreenâ�¢MentericMparasiteMdetectionMkitMforMtheMdetectionMofMulastocystisMsppaYM
vryptosporidiumMsppaYMwientamoebaMfragilisYMxntamoebaMcomplexYMandMziardiaMintestinalisMfromM
clinicalMstoolMsamplesaMDiagnosticdMicrobiologydanddInfectiousdDiseaseYM2014YMjkYMdglZhe

2.9 36

152 tctivityMofMbenzimidazolesMagainstMwientamoebaMfragilisMUTrichomonadidaYMMonocercomonadidaeVM
inMvitroMandMcorrelationMofMbetaZtubulinMsequencesMasManMindicatorMofMresistanceaMParasiteYM2014YMedYMgd 3 3

151 ™nfluenzaMtM–tTsMconservedMepitopesMandMbroadlyMneutralizingMantibodiesmMaMpredictionMmethodaM
JournaldofdBioinformaticsdanddComputationaldBiologyYM2014YMdeYMdghccef 1 4

150 TertiaryMstructureZbasedMpredictionMofMconformationalMuZcellMepitopesMthroughMuMfactorsaM
BioinformaticsYM2014YMfcYMieigZjf 7.2 24

149 VacceedmMaMhighZthroughputMinMsilicoMvaccineMcandidateMdiscoveryMpipelineMforMeukaryoticMpathogensM
basedMonMreverseMvaccinologyaMBioinformaticsYM2014YMfcYMefkdZf 7.2 38

148 xnhancingMinMsilicoMproteinZbasedMvaccineMdiscoveryMforMeukaryoticMpathogensMusingMpredictedM
peptideZM–vMbindingMandMpeptideMconservationMscoresaMPLoSdONEYM2014YMlYMeddhjgh 3.7 17

147 xpidemiologyMandMgeographicalMdistributionMofMentericMprotozoanMinfectionsMinMsydneyYMaustraliaaM
JournaldofdPublicdHealthdResearchYM2014YMfYMelk 2.2 25

146 vontrolMoptionsMforMNeosporaMcaninumZZisMthereManythingMnewMorMareMweMgoingMbackwardsraM
ParasitologyYM2014YMdgdYMdghhZjc 2.7 35

145 RecentMadvancesMinMmolecularMbiologyMofMparasiticMvirusesaMInfectiousdDisordersdsdDrugdTargetsYM2014YM
dgYMdhhZij 1.1 7

144 WhatMisMtheMglobalMeconomicMimpactMofMNeosporaMcaninumMinMcattleMZMtheMbillionMdollarMquestionaM
InternationaldJournaldfordParasitologyYM2013YMgfYMdffZge 4.3 293

143 tMreviewMofMtheMinfectionYMgeneticsYMandMevolutionMofMNeosporaMcaninummMfromMtheMpastMtoMtheM
presentaMInfectionrdGeneticsdanddEvolutionYM2013YMdfYMdffZhc 4.5 85

142 tMnovelMstrategyMforMclassifyingMtheMoutputMfromManMinMsilicoMvaccineMdiscoveryMpipelineMforMeukaryoticM
pathogensMusingMmachineMlearningMalgorithmsaMBMCdBioinformaticsYM2013YMdgYMfdh 3.6 26

141 vystMformationMandMfaecalZoralMtransmissionMofMwientamoebaMfragilisZZtheMmissingMlinkMinMtheMlifeM
cycleMofManMemergingMpathogenaMInternationaldJournaldfordParasitologyYM2013YMgfYMkjlZkf 4.3 45

140 tMguideMtoMinMsilicoMvaccineMdiscoveryMforMeukaryoticMpathogensaMBriefingsdindBioinformaticsYM2013YMdgYMjhfZjg13.4 23

139 SubtypeMdistributionMofMulastocystisMisolatesMfromMaMvarietyMofManimalsMfromMNewMSouthMWalesYM
tustraliaaMVeterinarydParasitologyYM2013YMdliYMkhZl 2.8 54

138 zastrointestinalMpathogenMdistributionMinMsymptomaticMchildrenMinMSydneyYMtustraliaaMJournaldofd
EpidemiologydanddGlobaldHealthYM2013YMfYMddZed 5.5 10

137 SubtypeMdistributionMofMulastocystisMisolatesMidentifiedMinMaMSydneyMpopulationMandMpathogenicM
potentialMofMulastocystisaMEuropeandJournaldofdClinicaldMicrobiologydanddInfectiousdDiseasesYM2013YMfeYMffhZgf5.3 45

136 OnMtheMefficacyMandMsafetyMofMvaccinationMwithMliveMtachyzoitesMofMNeosporaMcaninumMforMpreventionM
ofMneosporaZassociatedMfetalMlossMinMcattleaMVaccinedJournalYM2013YMecYMllZdch 39
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135 PrevalenceMofMgastrointestinalMpathogensMinMdevelopedMandMdevelopingMcountriesmMsystematicM
reviewMandMmetaZanalysisaMJournaldofdPublicdHealthdResearchYM2013YMeYMgeZhf 2.2 87

134 tMmicroscopicMdescriptionMandMultrastructuralMcharacterisationMofMwientamoebaMfragilismManMemergingM
causeMofMhumanMentericMdiseaseaMInternationaldJournaldfordParasitologyYM2012YMgeYMdflZhf 4.3 14

133 OocystsMandMhighMseroprevalenceMofMNeosporaMcaninumMinMdogsMlivingMinMremoteMtboriginalM
communitiesMandMwildMdogsMinMtustraliaaMVeterinarydParasitologyYM2012YMdkjYMkhZle 2.8 36

132 xntericMprotozoaMinMtheMdevelopedMworldmMaMpublicMhealthMperspectiveaMClinicaldMicrobiologydReviewsYM
2012YMehYMgecZgl 34 238

131 vurrentMtreatmentMoptionsMforMwientamoebaMfragilisMinfectionsaMInternationaldJournaldford
Parasitology:dDrugsdanddDrugdResistanceYM2012YMeYMecgZdh 4 26

130 xvaluatingMhighZthroughputMabMinitioMgeneMfindersMtoMdiscoverMproteinsMencodedMinMeukaryoticM
pathogenMgenomesMmissedMbyMlaboratoryMtechniquesaMPLoSdONEYM2012YMjYMehcicl 3.7 23

129 wetectionMandMtransmissionMofMwientamoebaMfragilisMfromMenvironmentalMandMhouseholdMsamplesaM
AmericandJournaldofdTropicaldMedicinedanddHygieneYM2012YMkiYMeffZi 3.2 14

128 ™nMvitroMsusceptibilityMtestingMofMwientamoebaMfragilisaMAntimicrobialdAgentsdanddChemotherapyYM2012
YMhiYMgkjZlg 5.9 17

127 TheMcoreMmouseMresponseMtoMinfectionMbyMneosporaMcaninumMdefinedMbyMgeneMsetMenrichmentM
analysesaMBioinformaticsdanddBiologydInsightsYM2012YMiYMdkjZece 5.3 2

126 NewMadvancesMinMtheMinZvitroMcultureMofMwientamoebaMfragilisaMParasitologyYM2012YMdflYMkigZl 2.7 9

125 PrevalenceMofMgastrointestinalMpathogensMinMSubZSaharanMtfricamMsystematicMreviewMandM
metaZanalysisaMJournaldofdPublicdHealthdindAfricaYM2011YMeYMefc 1 34

124 TheMambiguousMlifeMofMwientamoebaMfragilismMtheMneedMtoMinvestigateMcurrentMhypothesesMonM
transmissionaMParasitologyYM2011YMdfkYMhhjZje 2.7 29

123 tMcaseZcontrolledMstudyMofMwientamoebaMfragilisMinfectionsMinMchildrenaMParasitologyYM2011YMdfkYMkdlZef 2.7 29

122 ™mplicationsMofMwildMdogMecologyMonMtheMsylvaticMandMdomesticMlifeMcycleMofMNeosporaMcaninumMinM
tustraliaaMVeterinarydJournalYM2011YMdkkYMegZff 2.5 34

121 xxtensiveMproductionMofMNeosporaMcaninumMtissueMcystsMinMaMcarnivorousMmarsupialMsuccumbingMtoM
experimentalMneosporosisaMVeterinarydResearchYM2011YMgeYMjh 3.8 18

120
vomparisonMofMmicroscopyYMcultureYMandMconventionalMpolymeraseMchainMreactionMforMdetectionMofM
blastocystisMspaMinMclinicalMstoolMsamplesaMAmericandJournaldofdTropicaldMedicinedanddHygieneYM2011YM
kgYMfckZde

3.2 79

119 tMreviewMofMwientamoebaMfragilisMcarriageMinMhumansmMseveralMreasonsMwhyMthisMorganismMshouldMbeM
consideredMinMtheMdiagnosisMofMgastrointestinalMillnessaMGutdMicrobesYM2011YMeYMfZde 8.8 92

118
xvaluationMofMmultiplexMtandemMrealZtimeMPvRMforMdetectionMofMvryptosporidiumMsppaYMwientamoebaM
fragilisYMxntamoebaMhistolyticaYMandMziardiaMintestinalisMinMclinicalMstoolMsamplesaMJournaldofdClinicald
MicrobiologyYM2011YMglYMehjZie

9.7 97
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117 OnMtheMuiologicalMandMzeneticMwiversityMinMNeosporaMcaninumaMDiversityYM2010YMeYMgddZgfk 2.5 19

116 ™mportanceMofMnonentericMprotozoanMinfectionsMinMimmunocompromisedMpeopleaMClinicald
MicrobiologydReviewsYM2010YMefYMjlhZkfi 34 65

115 NewlyMdefinedMconditionsMforMtheMinMvitroMcultivationMandMcryopreservationMofMwientamoebaMfragilismM
newMtechniquesMsetMtoMfastMtrackMmolecularMstudiesMonMthisMorganismaMParasitologyYM2010YMdfjYMdkijZjk 2.7 21

114 tMreviewMofMtheMclinicalMpresentationMofMdientamoebiasisaMAmericandJournaldofdTropicaldMedicinedandd
HygieneYM2010YMkeYMidgZl 3.2 95

113 tMsecondMgenerationMmultiplexMPvRMforMtypingMstrainsMofMNeosporaMcaninumMusingMsixMwNtMtargetsaM
MoleculardanddCellulardProbesYM2010YMegYMecZi 3.3 19

112
vomparisonMofMmicroscopyYMtwoMxenicMcultureMtechniquesYMconventionalMandMrealZtimeMPvRMforMtheM
detectionMofMwientamoebaMfragilisMinMclinicalMstoolMsamplesaMEuropeandJournaldofdClinicaldMicrobiologyd
anddInfectiousdDiseasesYM2010YMelYMgddZi

5.3 57

111
MicroarrayManalysesMofMmouseMresponsesMtoMinfectionMbyMNeosporaMcaninumMidentifiesMdiseaseM
associatedMcellularMpathwaysMinMtheMhostMresponseaMMoleculardanddBiochemicaldParasitologyYM2010YM
djgYMddjZej

1.9 12

110 tustralianMdingoesMareMdefinitiveMhostsMofMNeosporaMcaninumaMInternationaldJournaldfordParasitologyYM
2010YMgcYMlghZhc 4.3 158

109 TheMfirstMreportMofMovineMcerebralMneosporosisMandMevaluationMofMNeosporaMcaninumMprevalenceMinM
sheepMinMNewMSouthMWalesaMVeterinarydParasitologyYM2010YMdjcYMdfjZge 2.8 40

108 RepeatedMwientamoebaMfragilisMinfectionsmMaMcaseMreportMofMtwoMfamiliesMfromMSydneyYMtustraliaaM
GastroenterologydInsightsYM2009YMdYMeg 2.1 4

107 LimitedMgeneticMdiversityMamongMgenotypesMofMxnterocytozoonMbieneusiMstrainsMisolatedMfromM
–™VZinfectedMpatientsMfromMSydneyYMtustraliaaMJournaldofdMedicaldMicrobiologyYM2009YMhkYMfhhZfhj 3.2 31

106 tMuniqueMthioredoxinMofMtheMparasiticMnematodeM–aemonchusMcontortusMwithMglutaredoxinMactivityaM
FreedRadicaldBiologydanddMedicineYM2009YMgiYMhjlZkh 7.8 16

105 NeosporaMcaninumZZhowMcloseMareMweMtoMdevelopmentMofManMefficaciousMvaccineMthatMpreventsM
abortionMinMcattleraMInternationaldJournaldfordParasitologyYM2009YMflYMddjfZkj 4.3 77

104 ™solationMofMToxoplasmaMgondiiMfromMtheMbrainMofMaMdogMinMtustraliaMandMitsMbiologicalMandMmolecularM
characterizationaMVeterinarydParasitologyYM2009YMdigYMffhZl 2.8 19

103 zeneticMdiversityMamongstMisolatesMofMNeosporaMcaninumYMandMtheMdevelopmentMofMaMmultiplexMassayM
forMtheMdetectionMofMdistinctMstrainsaMMoleculardanddCellulardProbesYM2009YMefYMdfeZl 3.3 34

102 vlinicalMsignificanceMofMentericMprotozoaMinMtheMimmunosuppressedMhumanMpopulationaMClinicald
MicrobiologydReviewsYM2009YMeeYMifgZhc 34 153

101 ProtozoalMhepatitisMassociatedMwithMimmunosuppressiveMtherapyMinMaMdogaMJournaldofdVeterinaryd
InternaldMedicineYM2009YMefYMfiiZk 3.1 13

100 RepeatedMwientamoebaMfragilisMinfectionsmMaMcaseMreportMofMtwoMfamiliesMfromMSydneyYMtustraliaaM
GastroenterologydInsightsYM2009YMdYMg 2.1 8
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99 ThioredoxinsMofMaMparasiticMnematodemMcomparisonMofMtheMdiZMandMdeZkwtMthioredoxinsMfromM
–aemonchusMcontortusaMFreedRadicaldBiologydanddMedicineYM2008YMggYMeceiZff 7.8 11

98 TheMdevelopmentMandMevaluationMofMaMnestedMPvRMassayMforMdetectionMofMNeosporaMcaninumMandM
–ammondiaMheydorniMinMferalMmouseMtissuesaMMoleculardanddCellulardProbesYM2008YMeeYMeekZff 3.3 27

97 xvaluationMofMrecombinantMproteinsMofMNeosporaMcaninumMasMvaccineMcandidatesMUinMaMmouseMmodelVaM
VaccineYM2008YMeiYMhlklZli 4.1 36

96 vomparisonMofMstoolMantigenMdetectionMkitsMtoMPvRMforMdiagnosisMofMamebiasisaMJournaldofdClinicald
MicrobiologyYM2008YMgiYMdijkZkd 9.7 58

95 xntamoebaMmoshkovskiiMinfectionsMinMSydneyYMtustraliaaMEuropeandJournaldofdClinicaldMicrobiologyd
anddInfectiousdDiseasesYM2008YMejYMdffZj 5.3 52

94 zorillasMareMaMhostMforMwientamoebaMfragilismManMupdateMonMtheMlifeMcycleMandMhostMdistributionaM
VeterinarydParasitologyYM2008YMdhdYMedZi 2.8 27

93 ReZevaluatingMtheMeconomicsMofMneosporosisMcontrolaMVeterinarydParasitologyYM2008YMdhiYMfidZe 2.8 17

92 LaboratoryMdiagnosticMtechniquesMforMxntamoebaMspeciesaMClinicaldMicrobiologydReviewsYM2007YMecYM
hddZfeYMtableMofMcontents 34 302

91 ™mmunizationMofMcattleMwithMliveMtachyzoitesMofMNeosporaMcaninumMconfersMprotectionMagainstMfetalM
deathaMInfectiondanddImmunityYM2007YMjhYMdfgfZk 3.7 100

90 tmoebiasismMcurrentMstatusMinMtustraliaaMMedicaldJournaldofdAustraliaYM2007YMdkiYMgdeZi 4 52

89 wientamoebaMfragilisMasMaMcauseMofMtravelersTMdiarrheamMreportMofMsevenMcasesaMJournaldofdTraveld
MedicineYM2007YMdgYMjeZf 12.9 11

88 NeosporosisMandMhammondiosisMinMdogsaMJournaldofdSmalldAnimaldPracticeYM2007YMgkYMfckZde 1.6 58

87 ™rritableMbowelMsyndromemMaMreviewMonMtheMroleMofMintestinalMprotozoaMandMtheMimportanceMofMtheirM
detectionMandMdiagnosisaMInternationaldJournaldfordParasitologyYM2007YMfjYMddZec 4.3 130

86 PvRMdetectionMofMxntamoebaMhistolyticaYMxntamoebaMdisparYMandMxntamoebaMmoshkovskiiMinMstoolM
samplesMfromMSydneyYMtustraliaaMJournaldofdClinicaldMicrobiologyYM2007YMghYMdcfhZj 9.7 83

85
PRxVtLxNvxMOyMxNTxR™vMPROTOZOtM™NM–UMtNM™MMUNOwxy™v™xNvYMV™RUSMU–™VVâ��POS™T™VxM
tNwM–™VZNxztT™VxMMxNMW–OM–tVxMSxXMW™T–MMxNMyROMMSYwNxYYMtUSTRtL™taMAmericandJournald
ofdTropicaldMedicinedanddHygieneYM2007YMjiYMhglZhhe

3.2 58

84
PrevalenceMofMentericMprotozoaMinMhumanMimmunodeficiencyMvirusMU–™VVZpositiveMandM–™VZnegativeM
menMwhoMhaveMsexMwithMmenMfromMSydneyYMtustraliaaMAmericandJournaldofdTropicaldMedicinedandd
HygieneYM2007YMjiYMhglZhe

3.2 32

83 wientamoebiasismMclinicalMimportanceMandMrecentMadvancesaMTrendsdindParasitologyYM2006YMeeYMleZi 6.4 60

82 xvaluationMofMthreeMdiagnosticMmethodsYMincludingMrealZtimeMPvRYMforMdetectionMofMwientamoebaM
fragilisMinMstoolMspecimensaMJournaldofdClinicaldMicrobiologyYM2006YMggYMefeZh 9.7 44
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81 LocallyMacquiredMinfectionMwithMxntamoebaMhistolyticaMinMmenMwhoMhaveMsexMwithMmenMinMtustraliaaM
MedicaldJournaldofdAustraliaYM2006YMdkhYMgdj 4 9

80 –ammondiaMisolatedMfromMdogsMandMfoxesMareMgeneticallyMdistinctaMParasitologyYM2006YMdfeYMdkjZle 2.7 17

79
PerformanceMcharacteristicsMandMoptimisationMofMcutZoffMvaluesMofMtwoMenzymeZlinkedM
immunosorbentMassaysMforMtheMdetectionMofMantibodiesMtoMNeosporaMcaninumMinMtheMserumMofMcattleaM
VeterinarydParasitologyYM2006YMdgcYMidZk

2.8 4

78 PrevalenceMofMNeosporaMcaninumMinfectionMinMtustralianMUNSWVMdairyMcattleMestimatedMbyMaMnewlyM
validatedMxL™StMforMmilkaMVeterinarydParasitologyYM2006YMdgeYMdjfZk 2.8 23

77 ™fMcontrolMofMNeosporaMcaninumMinfectionMisMtechnicallyMfeasibleMdoesMitMmakeMeconomicMsenseraM
VeterinarydParasitologyYM2006YMdgeYMefZfg 2.8 62

76 tutofluorescenceMofMToxoplasmaMgondiiMandMNeosporaMcaninumMcystsMinMvitroaMJournaldofd
ParasitologyYM2005YMldYMdjZef 0.9 7

75 tttachmentMandMinvasionMofMToxoplasmaMgondiiMandMNeosporaMcaninumMtoMepithelialMandMfibroblastM
cellMlinesMinMvitroaMParasitologyYM2005YMdfdYMhkfZlc 2.7 15

74 SubcellularMfractionationMandMmolecularMcharacterizationMofMtheMpellicleMandMplasmalemmaMofM
NeosporaMcaninumaMParasitologyYM2005YMdfdYMgijZjh 2.7 5

73 vultureMofMNeosporaMcaninumMinMtheMpresenceMofMaMMycoplasmaMRemovalMtgentMresultsMinMtheM
selectionMofMaMmutantMpopulationMofMtachyzoitesaMParasitologyYM2005YMdfcYMicjZdc 2.7 0

72 NeosporaMabortionsMinMdairyMcattlemMdiagnosisYMmodeMofMtransmissionMandMcontrolaMVeterinaryd
ParasitologyYM2005YMdekYMefdZgd 2.8 93

71 wetectionMofMwientamoebaMfragilisMinMfreshMstoolMspecimensMusingMPvRaMInternationaldJournaldford
ParasitologyYM2005YMfhYMhjZie 4.3 59

70 ReductionMinMtransplacentalMtransmissionMofMNeosporaMcaninumMinMoutbredMmiceMbyMvaccinationaM
InternationaldJournaldfordParasitologyYM2005YMfhYMkedZk 4.3 42

69 ProspectiveMstudyMofMtheMprevalenceYMgenotypingYMandMclinicalMrelevanceMofMwientamoebaMfragilisM
infectionsMinManMtustralianMpopulationaMJournaldofdClinicaldMicrobiologyYM2005YMgfYMejdkZef 9.7 69

68
™nMvitroMinductionMofMNeosporaMcaninumMbradyzoitesMinMveroMcellsMrevealsMdifferentialMantigenM
expressionYMlocalizationYMandMhostZcellMrecognitionMofMtachyzoitesMandMbradyzoitesaMInfectiondandd
ImmunityYM2004YMjeYMhjiZkf

3.7 66

67 tnMoutbreakMofMabortionMinMaMdairyMherdMassociatedMwithMNeosporaMcaninumMandMbovineMpestivirusM
infectionaMAustraliandVeterinarydJournalYM2004YMkeYMllZdcd 1.2 19

66 MicroarraysMandMstageMconversionMinMToxoplasmaMgondiiaMTrendsdindParasitologyYM2004YMecYMekkZlh 6.4 9

65
TheMcellZmediatedMimmuneMresponseMtoMNeosporaMcaninumMduringMpregnancyMinMtheMmouseMisM
associatedMwithMaMbiasMtowardsMproductionMofMinterleukinZgaMInternationaldJournaldfordParasitologyYM
2004YMfgYMjefZfe

4.3 43

64 –ammondiaMheydorniMoocystsMinMtheMfaecesMofMaMgreyhoundMinMNewMZealandaMNewdZealanddVeterinaryd
JournalYM2003YMhdYMfkZl 1.7 4
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63 –ammondiaMheydorniMfromMtheMtrabianMmountainMgazelleMandMredMfoxMinMSaudiMtrabiaaMJournaldofd
ParasitologyYM2003YMklYMhfhZl 0.9 22

62 zenomicsMandMitsMimpactMonMparasitologyMandMtheMpotentialMforMdevelopmentMofMnewMparasiteMcontrolM
methodsaMDNAdanddCelldBiologyYM2003YMeeYMflhZgcf 3.6 15

61 TheMdesignMandManalysisMofMmicroarrayMexperimentsmMapplicationsMinMparasitologyaMDNAdanddCelld
BiologyYM2003YMeeYMfhjZlg 3.6 13

60 RedescriptionMofMNeosporaMcaninumMandMitsMdifferentiationMfromMrelatedMcoccidiaaMInternationald
JournaldfordParasitologyYM2002YMfeYMlelZgi 4.3 155

59 NeosporaMcaninummMaMcauseMofMimmuneZmediatedMfailureMofMpregnancyraMTrendsdindParasitologyYM2002YM
dkYMfldZg 6.4 88

58 vharacterisationMofMtheMfirstMtustralianMisolateMofMNeosporaMcaninumMfromMcattleaMAustraliand
VeterinarydJournalYM2002YMkcYMiecZh 1.2 61

57 vontrolMoptionsMforMNeosporaMcaninumMinfectionsMinMcattleZZcurrentMstateMofMknowledgeaMNewd
ZealanddVeterinarydJournalYM2002YMhcYMkiZle 1.7 31

56
tMpreviouslyMunclassifiedMtrypanosomatidMresponsibleMforMhumanMcutaneousMlesionsMinMMartiniqueM
UyrenchMWestM™ndiesVMisMtheMmostMdivergentMmemberMofMtheMgenusMLeishmaniaMssaMParasitologyYM2002YM
degYMdjZeg

2.7 52

55 vharacterizationMofManMoutbredMpregnantMmouseMmodelMofMNeosporaMcaninumMinfectionaMJournaldofd
ParasitologyYM2002YMkkYMildZi 0.9 34

54 RibosomalMwNtMspacerMgenotypesMofMtheMtnophelesMbancroftiiMgroupMUwipteramMvulicidaeVMfromM
tustraliaMandMPapuaMNewMzuineaaMInsectdMoleculardBiologyYM2001YMdcYMgcjZdf 3.4 36

53 ™solationMofMNeosporaMcaninumMgenesMdetectedMduringMaMchronicMmurineMinfectionaMInternationald
JournaldfordParasitologyYM2001YMfdYMijZjd 4.3 18

52 ™solationYMcharacterizationMandMexpressionMofMaMzRteMhomologueMfromMNeosporaMcaninumaM
ParasitologyYM2000YMdecMUMPtMgVYMfkfZlc 2.7 26

51
tMphylogeneticMstudyMofMtheMtnophelesMpunctulatusMgroupMofMmalariaMvectorsMcomparingMrwNtM
sequenceMalignmentsMderivedMfromMtheMmitochondrialMandMnuclearMsmallMribosomalMsubunitsaM
MoleculardPhylogeneticsdanddEvolutionYM2000YMdjYMgfcZi

4.1 30

50 PopulationsMofMtheMsouthZwestMPacificMmalariaMvectorMtnophelesMfarautiMsasaMrevealedMbyMribosomalM
wNtMtranscribedMspacerMpolymorphismsaMHeredityYM2000YMkgMUMPtMeVYMeggZhf 3.6 42

49 SubsetMpartitioningMofMtheMribosomalMwNtMsmallMsubunitMandMitsMeffectsMonMtheMphylogenyMofMtheM
tnophelesMpunctulatusMgroupaMInsectdMoleculardBiologyYM2000YMlYMhdhZec 3.4 20

48
wifferentialMecologyMofMtnophelesMpunctulatusMandMthreeMmembersMofMtheMtnophelesMfarautiM
complexMofMmosquitoesMonMzuadalcanalYMSolomonM™slandsYMidentifiedMbyMPvRZRyLPManalysisaMMedicald
anddVeterinarydEntomologyYM2000YMdgYMfckZde

2.4 33

47 SeroprevalenceMofMNeosporaMcaninumMinfectionMfollowingManMabortionMoutbreakMinMaMdairyMcattleM
herdaMAustraliandVeterinarydJournalYM2000YMjkYMeieZi 1.2 44

46 TheMLeishmaniaMmajorMRNtMpolymeraseM™™MlargestMsubunitMlacksMaMcarboxyZterminusMheptadMrepeatM
structureMandMitsMencodingMgeneMisMlinkedMwithMtheMcalreticulinMgeneaMProtistYM2000YMdhdYMhjZik 2.5 3
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45 MolecularMphylogenyMofMuesnoitiaMandMtheMgeneticMrelationshipsMamongMuesnoitiaMofMcattleYM
wildebeestMandMgoatsaMProtistYM2000YMdhdYMfelZfi 2.5 52

44 ProgressMinMtheMserodiagnosisMofMNeosporaMcaninumMinfectionsMofMcattleaMParasitologydTodayYM2000YM
diYMddcZg 53

43 xvidenceMforMaMneotropicalMoriginMofMLeishmaniaaMMemoriasdDodInstitutodOswaldodCruzYM2000YMlhYMhjhZk 2.6 25

42 wNtMsequenceManalysisMofMtheMribosomalMwNtM™TSeMregionMforMtheMtnophelesMpunctulatusMgroupMofM
mosquitoesaMInsectdMoleculardBiologyYM1999YMkYMfkdZlc 3.4 67

41 wevelopmentMofMaMsingleMtubeMnestedMpolymeraseMchainMreactionMassayMforMtheMdetectionMofM
NeosporaMcaninumMwNtaMInternationaldJournaldfordParasitologyYM1999YMelYMdhklZli 4.3 41

40 xvolutionMofMruminantMSarcocystisMUSporozoaVMparasitesMbasedMonMsmallMsubunitMrwNtMsequencesaM
MoleculardPhylogeneticsdanddEvolutionYM1999YMddYMejZfj 4.1 50

39 ™nMvitroMisolationMofMNeosporaMcaninumMfromMaMstillbornMcalfMinMtheMUKaMResearchdindVeterinarydScienceYM
1999YMijYMdcfZh 2.5 28

38 TheMgenusM–ammondiaMisMparaphyleticaMParasitologyYM1999YMddkMUMPtMgVYMfhjZie 2.7 73

37 vomparisonMofMtheMbiologicalMcharacteristicsMofMtwoMisolatesMofMNeosporaMcaninumaMParasitologyYM
1999YMddkMUMPtMgVYMfifZjc 2.7 75

36
TheMrelationshipMofM–ammondiaMhammondiMandMSarcocystisMmucosaMtoMotherMheteroxenousM
cystZformingMcoccidiaMasMinferredMbyMphylogeneticManalysisMofMtheMdkSMSSUMribosomalMwNtMsequenceaM
ParasitologyYM1999YMddlMUMPtMeVYMdfhZge

2.7 33

35 LeishmaniaMUsauroleishmaniaVmMaMcommentMonMclassificationaMParasitologydTodayYM1998YMdgYMdij 16

34 TheMdevelopmentMofMrandomMwNtMprobesMspecificMforMteromonasMsalmonicidaaMJournaldofdAppliedd
MicrobiologyYM1998YMkgYMfjZgi 4.7 13

33 PolymeraseMchainMreactionMapproachesMforMtheMdetectionMofMNeosporaMcaninumMandMToxoplasmaM
gondiiaMInternationaldJournaldfordParasitologyYM1998YMekYMdchfZic 4.3 64

32
vomparisonMofMtheMlargeMsubunitMribosomalMwNtMofMNeosporaMandMtoxoplasmaMandMdevelopmentMofM
aMnewMgeneticMmarkerMforMtheirMdifferentiationMbasedMonMtheMweMdomainaMMoleculardanddCellulard
ProbesYM1998YMdeYMdZdf

3.3 36

31 xffectsMofMnucleotideMsequenceMalignmentMonMphylogenyMestimationmMaMcaseMstudyMofMdkSMrwNtsMofM
apicomplexaaMMoleculardBiologydanddEvolutionYM1997YMdgYMgekZgd 8.3 288

30 PrevalenceMofMtntibodiesMtoMNeosporaMcaninumMinMwifferentMvanidMPopulationsaMJournaldofd
ParasitologyYM1997YMkfYMdchi 0.9 87

29 MonophyleticMoriginMofMtheMgenusMSauroleishmaniaaMArchivdFˆ…rdProtistenkundeYM1997YMdgkYMeilZejh 3

28 xvolutionMofMtheMgenusMLeishmaniaMrevealedMbyMcomparisonMofMwNtMandMRNtMpolymeraseMgeneM
sequencesaMMoleculardanddBiochemicaldParasitologyYM1997YMklYMdglZhl 1.9 136
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27 wetectionMofMNeosporaMcaninumMwNtMbyMtheMpolymeraseMchainMreactionaMInternationaldJournaldford
ParasitologyYM1996YMeiYMfgjZhd 4.3 86

26 tMbiochemicalMprotocolMforMtheMdifferentiationMofMcurrentMgenomospeciesMofMteromonasaM
ZentralblattdFurdBakteriologie:dInternationaldJournaldofdMedicaldMicrobiologyYM1996YMekgYMfeZgi 15

25
PhylogeneticMrelationshipsMbetweenMLeishmaniaYMVianniaMandMSauroleishmaniaMinferredMfromM
comparisonMofMaMvariableMdomainMwithinMtheMRNtMpolymeraseM™™MlargestMsubunitMgeneaMMoleculardandd
BiochemicaldParasitologyYM1996YMjlYMljZdce

1.9 32

24 ProductionMofMaMrecombinantMfusionMproteinMofMSarcocystisMtenellaMandMevaluationMofMitsMdiagnosticM
potentialMinManMxL™StaMVeterinarydParasitologyYM1996YMihYMdkhZlj 2.8 1

23 wifferentiationMofMteromonasMgenomospeciesMusingMrandomMamplifiedMpolymorphicMwNtM
polymeraseMchainMreactionMURtPwZPvRVaMJournaldofdApplieddBacteriologyYM1996YMkcYMgceZdc 24

22 vomparisonMofMtheMpatternsMofMcodonMusageMandMbiasMbetweenMurugiaYMxchinococcusYMOnchocercaM
andMSchistosomaMspeciesaMZeitschriftdFˆ…rdParasitenkundedmBerlinrdGermanynYM1995YMkdYMfkkZlf 16

21 xffectsMofMsequenceMalignmentMonMtheMphylogenyMofMSarcocystisMdeducedMfromMdkSMrwNtMsequencesaM
ZeitschriftdFˆ…rdParasitenkundedmBerlinrdGermanynYM1995YMkdYMiliZl 27

20 PhylogeneticMrelationshipsMbetweenMToxoplasmaMandMSarcocystisMdeducedMfromMaMcomparisonMofM
dkSMrwNtMsequencesaMParasitologyYM1995YMddcMUMPtMhVYMhedZk 2.7 35

19 SchistosomaMmansonimMpatternsMofMcodonMusageMandMbiasaMParasitologyYM1995YMddcMUMPtMdVYMhfZic 2.7 15

18 tnMempiricalMcomparisonMofMdistanceMmatrixMtechniquesMforMestimatingMcodonMusageMdivergenceaM
JournaldofdMoleculardEvolutionYM1994YMflYMhffZi 3.1 6

17 TheMphylogenyMofMNeosporaMcaninumaMMoleculardanddBiochemicaldParasitologyYM1994YMigYMfcfZdd 1.9 104

16 TheMphylogenyMofMNeosporaMcaninumaMMoleculardanddBiochemicaldParasitologyYM1994YMijYMfgdZfge 1.9
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dclMUMPtMfVYMeihZje 2.7 8
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