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k Paper IF Citations

106 vOwLJyILMetagenomeLWorkflowZLMSystemsXL2021XLhXL 7.6 12

105 ShotgunLmetagenomicLanalysisLofLmicrobialLcommunitiesLfromLtheLLoxahatcheeLnatureLpreserveLinL
theLxloridaLwvergladesZLEnvironmentaltMicrobiomesXL2020XLcgXLd 5.6 7

104 MicrobialLmetagenomesLandLmetatranscriptomesLduringLaLcoastalLphytoplanktonLbloomZLScientifict
DataXL2019XLhXLcdk 8.2 13

103 ShotgunLmetagenomeLdataLofLaLdefinedLmockLcommunityLusingLOxfordLNanoporeXLPactioLandL
IlluminaLtechnologiesZLScientifictDataXL2019XLhXLdjg 8.2 36

102 vraftLgenomeLsequenceLofLuLYYJkLTvSMLcjjddUXLisolatedLfromLtheLrhizosphereLofLtheLcoastalL
tidalYflatLplantZLStandardstintGenomictSciencesXL2017XLcdXLhg 1

101 yenomeLSequenceLofLspZLStrainLMuTycghTcaUXLIsolatedLfromLaLScottishLuoastalLPhytoplanktonLNetL
SampleZLGenometAnnouncementsXL2017XLgXL 2

100 MinimumLinformationLaboutLaLsingleLamplifiedLgenomeLTMISsyULandLaLmetagenomeYassembledL
genomeLTMIMsyULofLbacteriaLandLarchaeaZLNaturetBiotechnologyXL2017XLegXLidgYiec 44.5 648

99 yenomicLdifferentiationLamongLwildLcyanophagesLdespiteLwidespreadLhorizontalLgeneLtransferZL
BMCtGenomicsXL2016XLciXLkeb 4.5 75

98 wctomycorrhizalLecologyLisLimprintedLinLtheLgenomeLofLtheLdominantLsymbioticLfungusLuenococcumL
geophilumZLNaturetCommunicationsXL2016XLiXLcdhhd 17.4 97

97 NextLgenerationLsequencingLdataLofLaLdefinedLmicrobialLmockLcommunityZLScientifictDataXL2016XLeXLchbbjc8.2 55

96
zighYqualityLdraftLgenomeLsequenceLofLxlavobacteriumLsuncheonenseLyzdkYgTTULTvSMLciibiTTUUL
isolatedLfromLgreenhouseLsoilLinLSouthLKoreaXLandLemendedLdescriptionLofLxlavobacteriumL
suncheonenseLyzdkYgTTUZLStandardstintGenomictSciencesXL2016XLccXLfd

1

95 zighLqualityLpermanentLdraftLgenomeLsequenceLofLPhaseolibacterLflectensLsTuuLcdiigTTUXLaLplantL
pathogenLofLxrenchLbeanLpodsZLStandardstintGenomictSciencesXL2016XLccXLf 1

94 zighYresolutionLphylogeneticLmicrobialLcommunityLprofilingZLISMEtJournalXL2016XLcbXLdbdbYed 11.9 161

93 yenomeLSequenceLofLsrenibacterLalgicolaLStrainLTyfbkXLaLzydrocarbonYvegradingLtacteriumL
sssociatedLwithLMarineLwukaryoticLPhytoplanktonZLGenometAnnouncementsXL2016XLfXL 6

92 uonvergentLlossesLofLdecayLmechanismsLandLrapidLturnoverLofLsymbiosisLgenesLinLmycorrhizalL
mutualistsZLNaturetGeneticsXL2015XLfiXLfcbYg 36.3 601

91
zighYqualityLpermanentLdraftLgenomeLsequenceLofLtheLextremelyLosmotolerantLdiphenolL
degradingLbacteriumLzalotaleaLalkalilentaLsWYiTTUXLandLemendedLdescriptionLofLtheLgenusL
zalotaleaZLStandardstintGenomictSciencesXL2015XLcbXLgd

4

90 zighLqualityLdraftLgenomeLsequenceLofLLeucobacterLchironomiLstrainLMMdLtTTULTvSMLckjjeTTUUL
isolatedLfromLaLuhironomusLspZLeggLmassZLStandardstintGenomictSciencesXL2015XLcbXLdc 6
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89
yenomeLSequenceLofLPolycyclovoransLalgicolaLStrainLTyfbjXLanLObligateLPolycyclicLsromaticL
zydrocarbonYvegradingLtacteriumLsssociatedLwithLMarineLwukaryoticLPhytoplanktonZLGenomet
AnnouncementsXL2015XLeXL

4

88 uompleteLyenomeLSequencesLofLualdicellulosiruptorLspZLStrainLRtjZtjXLualdicellulosiruptorLspZL
StrainLWaiegZtcXLandLNThermoanaerobacterLcellulolyticusNZLGenometAnnouncementsXL2015XLeXL 12

87
yenomeLSequenceLofLPorticoccusLhydrocarbonoclasticusLStrainLMuTycedXLanLObligateLPolycyclicL
sromaticLzydrocarbonYvegradingLtacteriumLsssociatedLwithLMarineLwukaryoticLPhytoplanktonZL
GenometAnnouncementsXL2015XLeXL

8

86 yenomeLSequenceLofLzalomonasLspZLStrainLMuTyekaXLaLzydrocarbonYvegradingLandLwxopolymericL
SubstanceYProducingLtacteriumZLGenometAnnouncementsXL2015XLeXL 6

85 OmegalLanLoverlapYgraphLdeLnovoLassemblerLforLmetagenomicsZLBioinformaticsXL2014XLebXLdiciYdd 7.2 67

84 MetagenomicLanalysisLofLmicrobialLconsortiumLfromLnaturalLcrudeLoilLthatLseepsLintoLtheLmarineL
ecosystemLoffshoreLSouthernLualiforniaZLStandardstintGenomictSciencesXL2014XLkXLcdgkYif 28

83 vraftLgenomeLsequencesLofLcbLstrainsLofLtheLgenusLexiguobacteriumZLGenometAnnouncementsXL
2014XLdXL 15

82 PhylogeneticLandLphylogenomicLoverviewLofLtheLPolyporalesZLMycologiaXL2013XLcbgXLcegbYie 2.4 199

81 NonhybridXLfinishedLmicrobialLgenomeLassembliesLfromLlongYreadLSMRTLsequencingLdataZLNaturet
MethodsXL2013XLcbXLgheYk 21.6 2823

80 yenomeLsequenceLofLtheLchemoheterotrophicLsoilLbacteriumLSaccharomonosporaLcyaneaLtypeL
strainLTNsYcefTTUUZLStandardstintGenomictSciencesXL2013XLkXLdjYfc 1

79 TheLfastLchangingLlandscapeLofLsequencingLtechnologiesLandLtheirLimpactLonLmicrobialLgenomeL
assembliesLandLannotationZLPLoStONEXL2012XLiXLefjjei 3.7 112

78 TheLPaleozoicLoriginLofLenzymaticLligninLdecompositionLreconstructedLfromLecLfungalLgenomesZL
ScienceXL2012XLeehXLcicgYk 33.3 1129

77 yenomeLsequenceLofLtheLsoilLbacteriumLSaccharomonosporaLazureaLtypeLstrainLTNsYcdjTTUUZL
StandardstintGenomictSciencesXL2012XLhXLddbYk 10

76 uompleteLgenomeLsequenceLofLtheLaerobicXLheterotrophLMarinithermusLhydrothermalisLtypeLstrainL
TTcTTUULfromLaLdeepYseaLhydrothermalLventLchimneyZLStandardstintGenomictSciencesXL2012XLhXLdcYeb 6

75 uompleteLgenomeLsequenceLofLtheLaquaticLbacteriumLRunellaLslithyformisLtypeLstrainLTLSULfTTUUZL
StandardstintGenomictSciencesXL2012XLhXLcfgYgf 16

74 yenomeLsequenceLofLtheLoceanLsedimentLbacteriumLSaccharomonosporaLmarinaLtypeLstrainL
TXMUcgTTUUZLStandardstintGenomictSciencesXL2012XLhXLdhgYig 3

73 uompleteLgenomeLsequenceLofLtheLorangeYredLpigmentedXLradioresistantLveinococcusL
proteolyticusLtypeLstrainLTMRPTTUUZLStandardstintGenomictSciencesXL2012XLhXLdfbYgb 7

72 uompleteLgenomeLsequenceLofLtheLsulfateYreducingLfirmicuteLvesulfotomaculumLruminisLtypeL
strainLTvLTTUUZLStandardstintGenomictSciencesXL2012XLiXLebfYck 18

(2012-2015)
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71 uompleteLgenomeLsequenceLofLMarivirgaLtractuosaLtypeLstrainLTzYfeUZLStandardstintGenomict
SciencesXL2011XLfXLcgfYhd 15

70 uompleteLgenomeLsequenceLofLRhodospirillumLrubrumLtypeLstrainLTScUZLStandardstintGenomict
SciencesXL2011XLfXLdkeYebd 31

69
uompleteLgenomeLsequenceLofLtheLthermophilicXLhydrogenYoxidizingLtacillusLtusciaeLtypeLstrainL
TTdULandLreclassificationLinLtheLnewLgenusXLKyrpidiaLgenZLnovZLasLKyrpidiaLtusciaeLcombZLnovZLandL
emendationLofLtheLfamilyLslicyclobacillaceaeLdaLuostaLandLRaineyXLdbcbZLStandardstintGenomict
SciencesXL2011XLgXLcdcYef

35

68 uompleteLgenomeLsequenceLofLTolumonasLauensisLtypeLstrainLTTsLfUZLStandardstintGenomictSciences
XL2011XLgXLccdYdb 4

67 uompleteLgenomeLsequenceLofLtheLhalophilicLandLhighlyLhalotolerantLuhromohalobacterLsalexigensL
typeLstrainLTczccTTUUZLStandardstintGenomictSciencesXL2011XLgXLeikYjj 28

66 NonYcontiguousLfinishedLgenomeLsequenceLandLcontextualLdataLofLtheLfilamentousLsoilLbacteriumL
KtedonobacterLracemiferLtypeLstrainLTSOSPcYdcUZLStandardstintGenomictSciencesXL2011XLgXLkiYccc 72

65
TheLgenomeLsequenceLofLMethanohalophilusLmahiiLSLPTTULrevealsLdifferencesLinLtheLenergyL
metabolismLamongLmembersLofLtheLMethanosarcinaceaeLinhabitingLfreshwaterLandLsalineL
environmentsZLArchaeaXL2010XLdbcbXLhkbiei

2 31

64 uompleteLgenomeLsequenceLofLRhizobiumLleguminosarumLbvZLtrifoliiLstrainLWSMcedgXLanLeffectiveL
microsymbiontLofLannualLMediterraneanLcloversZLStandardstintGenomictSciencesXL2010XLdXLefiYgh 45

63 NonYcontiguousLfinishedLgenomeLsequenceLofLsminomonasLpaucivoransLtypeLstrainLTyLUYeUZL
StandardstintGenomictSciencesXL2010XLeXLdjgYke 8

62 uompleteLgenomeLsequenceLofLVeillonellaLparvulaLtypeLstrainLTTeeUZLStandardstintGenomictSciencesXL
2010XLdXLgiYhg 29

61 uompleteLgenomeLsequenceLofLKribbellaLflavidaLtypeLstrainLTIxOLcfekkUZLStandardstintGenomict
SciencesXL2010XLdXLcjhYke 10

60 uompleteLgenomeLsequenceLofLuonexibacterLwoeseiLtypeLstrainLTIvcecgiiUZLStandardstintGenomict
SciencesXL2010XLdXLdcdYk 15

59 uompleteLgenomeLsequenceLofLThermocrinisLalbusLtypeLstrainLTzILccacdUZLStandardstintGenomict
SciencesXL2010XLdXLckfYdbd 14

58 uompleteLgenomeLsequenceLofLMeiothermusLsilvanusLtypeLstrainLTVIYRdUZLStandardstintGenomict
SciencesXL2010XLeXLeiYfh 16

57 uompleteLgenomeLsequenceLofLscidaminococcusLfermentansLtypeLstrainLTVRfUZLStandardstint
GenomictSciencesXL2010XLeXLcYcf 19

56 uompleteLgenomeLsequenceLofLMeiothermusLruberLtypeLstrainLTdcUZLStandardstintGenomictSciencesXL
2010XLeXLdhYeh 28

55 uompleteLgenomeLsequenceLofLscetohalobiumLarabaticumLtypeLstrainLTZYidjjUZLStandardstint
GenomictSciencesXL2010XLeXLgiYhg 16

54 uompleteLgenomeLsequenceLofLvesulfarculusLbaarsiiLtypeLstrainLTdstcfUZLStandardstintGenomict
SciencesXL2010XLeXLdihYjf 27
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53 uompleteLgenomeLsequenceLofLThermaerobacterLmarianensisLtypeLstrainLTipigaUZLStandardstint
GenomictSciencesXL2010XLeXLeeiYfg 7

52 uompleteLgenomeLsequenceLofLslicyclobacillusLacidocaldariusLtypeLstrainLTcbfYIsUZLStandardstint
GenomictSciencesXL2010XLdXLkYcj 20

51 uompleteLgenomeLsequenceLofLSphaerobacterLthermophilusLtypeLstrainLTSLhbddUZLStandardstint
GenomictSciencesXL2010XLdXLfkYgh 20

50 uompleteLgenomeLsequenceLofLuhitinophagaLpinensisLtypeLstrainLTUQMLdbefUZLStandardstint
GenomictSciencesXL2010XLdXLjiYkg 57

49 uompleteLgenomeLsequenceLofLSulfurospirillumLdeleyianumLtypeLstrainLTgcigUZLStandardstint
GenomictSciencesXL2010XLdXLcfkYgi 24

48 uompleteLgenomeLsequenceLofLzaloterrigenaLturkmenicaLtypeLstrainLTfkUZLStandardstintGenomict
SciencesXL2010XLdXLcbiYch 28

47 uompleteLgenomeLsequenceLofLzaliangiumLochraceumLtypeLstrainLTSMPYdUZLStandardstintGenomict
SciencesXL2010XLdXLkhYcbh 53

46 uompleteLgenomeLsequenceLofLyeodermatophilusLobscurusLtypeLstrainLTyYdbUZLStandardstint
GenomictSciencesXL2010XLdXLcgjYhi 49

45 uompleteLgenomeLsequenceLofLNakamurellaLmultipartitaLtypeLstrainLTYYcbfUZLStandardstintGenomict
SciencesXL2010XLdXLchjYig 28

44 uompleteLgenomeLsequenceLofLSpirosomaLlingualeLtypeLstrainLTcUZLStandardstintGenomictSciencesXL
2010XLdXLcihYjg 35

43 uompleteLgenomeLsequenceLofLSegniliparusLrotundusLtypeLstrainLTuvuLcbihUZLStandardstintGenomict
SciencesXL2010XLdXLdbeYcc 9

42 uompleteLgenomeLsequenceLofLSebaldellaLtermitidisLtypeLstrainLTNuTuLccebbUZLStandardstint
GenomictSciencesXL2010XLdXLddbYi 16

41 uompleteLgenomeLsequenceLofLThermosphaeraLaggregansLtypeLstrainLTMccTLUZLStandardstint
GenomictSciencesXL2010XLdXLdfgYgk 12

40 uompleteLgenomeLsequenceLofLtrachyspiraLmurdochiiLtypeLstrainLTghYcgbUZLStandardstintGenomict
SciencesXL2010XLdXLdhbYk 18

39 uompleteLgenomeLsequenceLofLsminobacteriumLcolombienseLtypeLstrainLTsLsYcUZLStandardstint
GenomictSciencesXL2010XLdXLdjbYk 27

38 uompleteLgenomeLsequenceLofLsrcobacterLnitrofigilisLtypeLstrainLTuIUZLStandardstintGenomict
SciencesXL2010XLdXLebbYj 32

37 uompleteLgenomeLsequenceLofLuoraliomargaritaLakajimensisLtypeLstrainLTbfOKsbcbYdfUZLStandardst
intGenomictSciencesXL2010XLdXLdkbYk 18

36 uompleteLgenomeLsequenceLofLThermobisporaLbisporaLtypeLstrainLTRgcUZLStandardstintGenomict
SciencesXL2010XLdXLecjYdh 18

(2010-2010)
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35 uompleteLgenomeLsequenceLofLvesulfohalobiumLretbaenseLtypeLstrainLTzRTcbbUUZLStandardstint
GenomictSciencesXL2010XLdXLejYfj 17

34 uompleteLgenomeLsequenceLofLsrchaeoglobusLprofundusLtypeLstrainLTsVcjUZLStandardstintGenomict
SciencesXL2010XLdXLediYfh 20

33 uompleteLgenomeLsequenceLofLvenitrovibrioLacetiphilusLtypeLstrainLTNdfhbUZLStandardstintGenomict
SciencesXL2010XLdXLdibYk 11

32 uompleteLgenomeLsequenceLofLyordoniaLbronchialisLtypeLstrainLTefcbUZLStandardstintGenomict
SciencesXL2010XLdXLckYdj 19

31 OneLbacterialLcellXLoneLcompleteLgenomeZLPLoStONEXL2010XLgXLecbecf 3.7 184

30 uompleteLgenomeLsequenceLofLuapnocytophagaLochraceaLtypeLstrainLTVPILdjfgUZLStandardstint
GenomictSciencesXL2009XLcXLcbcYk 12

29 sLphylogenyYdrivenLgenomicLencyclopaediaLofLtacteriaLandLsrchaeaZLNatureXL2009XLfhdXLcbghYhb 50.4 803

28 uompleteLgenomeLsequenceLofLzalorhabdusLutahensisLtypeLstrainLTsXYdUZLStandardstintGenomict
SciencesXL2009XLcXLdcjYdg 21

27 uompleteLgenomeLsequenceLofLteutenbergiaLcavernaeLtypeLstrainLTzKILbcddUZLStandardstintGenomict
SciencesXL2009XLcXLdcYj 11

26 uompleteLgenomeLsequenceLofLuryptobacteriumLcurtumLtypeLstrainLTcdYeUZLStandardstintGenomict
SciencesXL2009XLcXLkeYcbb 13

25 uompleteLgenomeLsequenceLofLvesulfomicrobiumLbaculatumLtypeLstrainLTXUZLStandardstintGenomict
SciencesXL2009XLcXLdkYei 30

24 uompleteLgenomeLsequenceLofLSanguibacterLkeddieiiLtypeLstrainLTSTYifUZLStandardstintGenomict
SciencesXL2009XLcXLccbYj 10

23 uompleteLgenomeLsequenceLofLuatenulisporaLacidiphilaLtypeLstrainLTIvLcekkbjUZLStandardstint
GenomictSciencesXL2009XLcXLcckYdg 19

22 uompleteLgenomeLsequenceLofLLeptotrichiaLbuccalisLtypeLstrainLTuYcbceYbUZLStandardstintGenomict
SciencesXL2009XLcXLcdhYed 17

21 uompleteLgenomeLsequenceLofLSaccharomonosporaLviridisLtypeLstrainLTPcbcUZLStandardstintGenomict
SciencesXL2009XLcXLcfcYk 21

20 uompleteLgenomeLsequenceLofLsctinosynnemaLmirumLtypeLstrainLTcbcUZLStandardstintGenomict
SciencesXL2009XLcXLfhYge 32

19 uompleteLgenomeLsequenceLofLPedobacterLheparinusLtypeLstrainLTzIMLihdYeUZLStandardstintGenomict
SciencesXL2009XLcXLgfYhd 19

18 uompleteLgenomeLsequenceLofLzalogeometricumLborinquenseLtypeLstrainLTPReUZLStandardstint
GenomictSciencesXL2009XLcXLcgbYk 22
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17 uompleteLgenomeLsequenceLofLsnaerococcusLprevotiiLtypeLstrainLTPucUZLStandardstintGenomict
SciencesXL2009XLcXLcgkYhg 18

16 uompleteLgenomeLsequenceLofLstopobiumLparvulumLtypeLstrainLTIPPLcdfhUZLStandardstintGenomict
SciencesXL2009XLcXLchhYie 21

15 uompleteLgenomeLsequenceLofLwggerthellaLlentaLtypeLstrainLTIPPLVPILbdggUZLStandardstintGenomict
SciencesXL2009XLcXLcifYjd 31

14 uompleteLgenomeLsequenceLofLKangiellaLkoreensisLtypeLstrainLTSWYcdgUZLStandardstintGenomict
SciencesXL2009XLcXLddhYee 10

13 uompleteLgenomeLsequenceLofLJonesiaLdenitrificansLtypeLstrainLTPrevotLggcefUZLStandardstint
GenomictSciencesXL2009XLcXLdhdYk 10

12 uompleteLgenomeLsequenceLofLzalomicrobiumLmukohataeiLtypeLstrainLTargYdUZLStandardstint
GenomictSciencesXL2009XLcXLdibYi 30

11 uompleteLgenomeLsequenceLofLRhodothermusLmarinusLtypeLstrainLTRYcbUZLStandardstintGenomict
SciencesXL2009XLcXLdjeYkb 20

10 uompleteLgenomeLsequenceLofLStreptobacillusLmoniliformisLtypeLstrainLTkkbcUZLStandardstint
GenomictSciencesXL2009XLcXLebbYi 16

9 uompleteLgenomeLsequenceLofLKytococcusLsedentariusLtypeLstrainLTgfcUZLStandardstintGenomict
SciencesXL2009XLcXLcdYdb 94

8 uompleteLgenomeLsequenceLofLvyadobacterLfermentansLtypeLstrainLTNSccfUZLStandardstintGenomict
SciencesXL2009XLcXLceeYfb 19

7 uompleteLgenomeLsequenceLofLThermanaerovibrioLacidaminovoransLtypeLstrainLTSujjeUZLStandardst
intGenomictSciencesXL2009XLcXLdgfYhc 19

6 uompleteLgenomeLsequenceLofLSlackiaLheliotrinireducensLtypeLstrainLTRzSLcUZLStandardstintGenomict
SciencesXL2009XLcXLdefYfc 16

5 uompleteLgenomeLsequenceLofLvesulfotomaculumLacetoxidansLtypeLstrainLTggigUZLStandardstint
GenomictSciencesXL2009XLcXLdfdYge 33

4 uompleteLgenomeLsequenceLofLStackebrandtiaLnassauensisLtypeLstrainLTLLRYfbKYdcUZLStandardstint
GenomictSciencesXL2009XLcXLdefYfc 16

3 sssemblingLtheLmarineLmetagenomeXLoneLcellLatLaLtimeZLPLoStONEXL2009XLfXLegdkk 3.7 270

2 sLbioinformaticianSsLguideLtoLmetagenomicsZLMicrobiologytandtMoleculartBiologytReviewsXL2008XLidXL
ggiYijXLTableLofLuontents 13.2 292

1 veinococcusLgeothermalislLtheLpoolLofLextremeLradiationLresistanceLgenesLshrinksZLPLoStONEXL2007XL
dXLekgg 3.7 179
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