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Phytohormones: plant switchers in developmental and growth stages in potato. Journal of Genetic
Engineering and Biotechnology, 2021, 19, 89.
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Application of Next Generation Sequencing, GWAS, RNA seq, WGRS, for genetic improvement of potato
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In-silico analysis of eukaryotic translation initiation factors (elFs) in response to environmental
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Identification of responsive genes and analysis of genes with bacterial-inducible cis-regulatory
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Comparison of Genetic Variation of Anthurium (Anthurium andraeanum) Cultivars Using SCoT, CDDP
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