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j Paper IF Citations

270 βrotocolJforJsingleWcellJisolationJandJgenomeJamplificationJofJenvironmentalJmicrobialJeukaryotesJ
forJgenomicJanalysisXXJSTARhProtocolsVJ2022VJcVJaZZifh 1.4 0

269 tetectionJofJShcVJwyrqJmutationJinJquinoloneWresistantJShewanellaJalgaeJusingJcomparativeJ
genomicsXJJournalhofhMicrobiologyvhImmunologyhandhInfectionVJ2021VJedVJfehWffd 8.5 2

268
uvolutionJofJtrimethoprimYsulfamethoxazoleJresistanceJinJShewanellaJalgaeJfromJtheJperspectiveJ
ofJcomparativeJgenomicsJandJglobalJphylogenicJanalysisXJJournalhofhMicrobiologyvhImmunologyhandh
InfectionVJ2021VJ

8.5 1

267 qJsingleWcellJgenomicsJpipelineJforJenvironmentalJmicrobialJeukaryotesXJIScienceVJ2021VJbdVJaZbbiZ 6.1 3

266 sRqwuWsRySβRJfacilitatesJrapidJactivationJofJsecondaryJmetaboliteJbiosyntheticJgeneJclustersJinJ
bacteriaXJCellhChemicalhBiologyVJ2021VJ 8.2 2

265 qnJevolutionarilyJancientJmechanismJforJregulationJofJhemoglobinJexpressionJinJvertebrateJredJ
cellsXJBloodVJ2020VJacfVJbfiWbgh 2.2 1

264 ôaturalJVariationJinJ’igninJandJβectinJriosynthesisWRelatedJwenesJinJSwitchgrassJRβanicumJ
virgatumJ’XSJandJqssociationJofJSôβJVariantsJwithJtryJMatterJTraitsXJBioenergyhResearchVJ2020VJacVJgiWii3.1 0

263 sonstructingJaJyeastJtoJexpressJtheJlargestJcellulosomeJcomplexJonJtheJcellJsurfaceXJProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2020VJaagVJbcheWbcid 11.5 25

262 racterialJgenomeJeditingJbyJcouplingJsreWloxJandJsRySβRWsasiJsystemsXJPLoShONEVJ2020VJaeVJeZbdahfg 3.7 2

261
somparativeJgenomicsJrevealsJinsightsJintoJcharacterizationJandJdistributionJofJquorumJ
sensingWrelatedJgenesJinJShewanellaJalgaeJfromJmarineJenvironmentJandJclinicalJsourcesXJ
ComparativehImmunologyvhMicrobiologyhandhInfectioushDiseasesVJ2020VJgcVJaZaede

2.6

260 ridirectionalJtitrationJofJyeastJgeneJexpressionJusingJaJpooledJsRySβRJguideJRôqJapproachXJ
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2020VJaagVJahdbdWahdcZ11.5 9

259 ruildingJaJcustomJhighWthroughputJplatformJatJtheJzointJwenomeJynstituteJforJtôqJconstructJ
designJandJassemblyWpresentJandJfutureJchallengesXJSynthetichBiologyVJ2020VJeVJysaaZbc 3.3 1

258 sRqwuWtuetJvacilitatesJModularJqssemblyJofJriologicalJSystemsJforJStudyingJβlantWMicrobeJ
ynteractionsXJACShSynthetichBiologyVJ2020VJiVJbfaZWbfae 5.7 5

257 qnJyntegratedJsomputerWqidedJtesignJandJManufacturingJWorkflowJforJSyntheticJriologyXJMethodsh
inhMolecularhBiologyVJ2020VJbbZeVJcWah 1.4 1

256 ReversalJofJcarbapenemWresistanceJinJbyJsRySβRYsasiJgenomeJeditingXJJournalhofhAdvancedh
ResearchVJ2019VJahVJfaWfi 13 11

255 ValidatingJgenomeWwideJsRySβRWsasiJfunctionJimprovesJscreeningJinJtheJoleaginousJyeastJ
YarrowiaJlipolyticaXJMetabolichEngineeringVJ2019VJeeVJaZbWaaZ 9.7 46

254 wenomicJandJphylogeneticJcharacterizationJofJShewanellaJxiamenensisJisolatedJfromJgiantJgrouperJ
RupinephelusJlanceolatusSJinJTaiwanXJZoonoseshandhPublichHealthVJ2019VJffVJfgiWfhe 2.9 4
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253 RareJearthJelementJalcoholJdehydrogenasesJwidelyJoccurJamongJgloballyJdistributedVJnumericallyJ
abundantJandJenvironmentallyJimportantJmicrobesXJISMEhJournalVJ2019VJacVJbZZeWbZag 11.9 35

252 srypticJinovirusesJrevealedJasJpervasiveJinJbacteriaJandJarchaeaJacrossJuarthQsJbiomesXJNatureh
MicrobiologyVJ2019VJdVJahieWaiZf 26.6 99

251 qJtoolsetJofJconstitutiveJpromotersJforJmetabolicJengineeringJofJRhodosporidiumJtoruloidesXJ
MicrobialhCellhFactoriesVJ2019VJahVJaag 6.4 18

250 ShotgunJmetagenomeJdataJofJaJdefinedJmockJcommunityJusingJüxfordJôanoporeVJβacrioJandJ
ylluminaJtechnologiesXJScientifichDataVJ2019VJfVJbhe 8.2 36

249 sRqwuJenablesJrapidJactivationJofJbiosyntheticJgeneJclustersJinJundomesticatedJbacteriaXJNatureh
MicrobiologyVJ2019VJdVJbdihWbeaZ 26.6 48

248 wenomicJcharacterizationJofJcarbapenemWresistantJShewanellaJalgaeJisolatedJfromJqsianJhardJclamJ
RMeretrixJlusoriaSXJAquacultureVJ2019VJeZZVJcZZWcZd 4.4 7

247 qnJintegratedJworkflowJforJphenazineWmodifyingJenzymeJcharacterizationXJJournalhofhIndustrialh
MicrobiologyhandhBiotechnologyVJ2018VJdeVJefgWegg 4.2 4

246 wenomeJqnalysisJofJMultidrugWResistantJysolatedJvromJxumanJSoftJTissueJSampleXJFrontiershinh
PharmacologyVJ2018VJiVJdai 5.6 15

245 traftJgenomeJsequenceJofJcarbapenemWresistantJShewanellaJalgaeJstrainJqsJisolatedJfromJsmallJ
abaloneJRxaliotisJdiversicolorSXJJournalhofhGlobalhAntimicrobialhResistanceVJ2018VJadVJfeWfg 3.4 4

244 ôaturalJvariationJinJgenesJpotentiallyJinvolvedJinJplantJarchitectureJandJadaptationJinJswitchgrassJ
RβanicumJvirgatumJ’XSXJBMChEvolutionaryhBiologyVJ2018VJahVJia 3 6

243 wenomeWbasedJanalysisJofJvirulenceJdeterminantsJofJaJSerratiaJmarcescensJstrainJfromJsoftJtissuesJ
followingJaJsnakeJbiteXJFuturehMicrobiologyVJ2018VJacVJccaWcdc 2.9 5

242 WholeWgenomeJcharacterizationJofJShewanellaJalgaeJstrainJSYTcJisolatedJfromJseawaterJrevealsJ
insightJintoJhemolysisXJFuturehMicrobiologyVJ2018VJacVJagZiWagag 2.9 4

241 ’everagingJsingleWcellJgenomicsJtoJexpandJtheJfungalJtreeJofJlifeXJNaturehMicrobiologyVJ2018VJcVJadagWadbh26.6 60

240 wenomeJcharacterizationJofJbileWisolatedJqsssXJGuthPathogensVJ2018VJaZVJch 5.4 8

239 RepeatedJsisWRegulatoryJTuningJofJaJMetabolicJrottleneckJweneJduringJuvolutionXJMolecularh
BiologyhandhEvolutionVJ2018VJceVJaifhWaiha 8.3 12

238 StreamliningJtheJtesignWtoWruildJTransitionJwithJruildWüptimizationJSoftwareJToolsXJACShSynthetich
BiologyVJ2017VJfVJdheWdif 5.7 32

237 βreparingJMateWβairedJylluminaJ’ibrariesJUsingJsreJRecombinaseXJMethodshinhMolecularhBiologyVJ
2017VJafdbVJbdgWbfa 1.4 1

236 βreparingJvosmidJMateWβairedJ’ibrariesJUsingJsreW’oxβJRecombinationXJMethodshinhMolecularh
BiologyVJ2017VJafdbVJbfcWbhd 1.4

(2017-2019)
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235 ôextJgenerationJsequencingJdataJofJaJdefinedJmicrobialJmockJcommunityXJScientifichDataVJ2016VJcVJafZZha8.2 55

234 xighWresolutionJphylogeneticJmicrobialJcommunityJprofilingXJISMEhJournalVJ2016VJaZVJbZbZWcb 11.9 161

233 uxpansionJofJSignalJTransductionJβathwaysJinJvungiJbyJuxtensiveJwenomeJtuplicationXJCurrenth
BiologyVJ2016VJbfVJaeggWaehd 6.3 119

232
xighJqualityJdraftJgenomeJsequenceJandJanalysisJofJβontibacterJroseusJtypeJstrainJSRsWaRTSJRtSMJ
agebaRTSSJisolatedJfromJmuddyJwatersJofJaJdrainageJsystemJinJshandigarhVJyndiaXJStandardshinh
GenomichSciencesVJ2015VJaZVJh

4

231 ympactJofJlibraryJpreparationJprotocolsJandJtemplateJquantityJonJtheJmetagenomicJreconstructionJ
ofJaJmockJmicrobialJcommunityXJBMChGenomicsVJ2015VJafVJhef 4.5 59

230 qJviabilityWlinkedJmetagenomicJanalysisJofJcleanroomJenvironmentsjJeukaryaVJprokaryotesVJandJ
virusesXJMicrobiomeVJ2015VJcVJfb 16.6 38

229 sompleteJgenomeJsequenceJofJtheJphenanthreneWdegradingJsoilJbacteriumJtelftiaJacidovoransJ
ssaWdXJStandardshinhGenomichSciencesVJ2015VJaZVJee 17

228
xighWQualityJtraftJwenomeJSequenceJofJtesulfovibrioJcarbinoliphilusJvWWaZaWbrVJanJürganicJ
qcidWüxidizingJSulfateWReducingJracteriumJysolatedJfromJUraniumRVySWsontaminatedJwroundwaterXJ
GenomehAnnouncementsVJ2015VJcVJ

1

227 βhylogenomicallyJguidedJidentificationJofJindustriallyJrelevantJwxaJ˛†WglucosidasesJthroughJtôqJ
synthesisJandJnanostructureWinitiatorJmassJspectrometryXJACShChemicalhBiologyVJ2014VJiVJbZhbWia 4.9 45

226
sompleteJgenomeJsequenceJofJβlanctomycesJbrasiliensisJtypeJstrainJRtSMJecZeRTSSVJphylogenomicJ
analysisJandJreclassificationJofJβlanctomycetesJincludingJtheJdescriptionsJofJwimesiaJgenXJnovXVJ
βlanctopirusJgenXJnovXJandJRubinisphaeraJgenXJnovXJandJemendedJdescriptionsJofJtheJorderJ
βlanctomycetalesJandJtheJfamilyJβlanctomycetaceaeXJStandardshinhGenomichSciencesVJ2014VJiVJaZ

39

225 wenomeJsequenceJofJtheJThermotogaJthermarumJtypeJstrainJR’qcRTSSJfromJanJqfricanJsolfataricJ
springXJStandardshinhGenomichSciencesVJ2014VJiVJaaZeWag 4

224
wenomeJsequenceJofJtheJmudWdwellingJarchaeonJMethanoplanusJlimicolaJtypeJstrainJRtSMJ
bbgiRTSSVJreclassificationJofJMethanoplanusJpetroleariusJasJMethanolaciniaJpetroleariaJandJ
emendedJdescriptionsJofJtheJgeneraJMethanoplanusJandJMethanolaciniaXJStandardshinhGenomich
SciencesVJ2014VJiVJaZgfWhh

10

223 wenomeJcomplexityJinJtheJcoelacanthJisJreflectedJinJitsJadaptiveJimmuneJsystemXJJournalhofh
ExperimentalhZoologyhParthB:hMolecularhandhDevelopmentalhEvolutionVJ2014VJcbbVJdchWfc 1.8 28

222 ynsightsJintoJtheJphylogenyJandJcodingJpotentialJofJmicrobialJdarkJmatterXJNatureVJ2013VJdiiVJdcaWg 50.4 1484

221 sompleteJwenomeJSequenceJofJtheJxyperthermophilicJSulfateWReducingJracteriumJ
ThermodesulfobacteriumJgeofontisJüβvaeTXJGenomehAnnouncementsVJ2013VJaVJeZZafbac 4

220 sompleteJgenomeJsequenceJofJsoriobacteriumJglomeransJtypeJstrainJRβWbRTSSJfromJtheJmidgutJofJ
βyrrhocorisJapterusJ’XJRredJsoldierJbugSXJStandardshinhGenomichSciencesVJ2013VJhVJaeWbe 5

219 sompleteJgenomeJsequenceJofJtheJbileWresistantJpigmentWproducingJanaerobeJqlistipesJfinegoldiiJ
typeJstrainJRqxôbdcgRTSSXJStandardshinhGenomichSciencesVJ2013VJhVJbfWcf 6

218 xighWqualityWdraftJgenomeJsequenceJofJtheJyellowWpigmentedJflavobacteriumJzoostellaJmarinaJ
typeJstrainJRuneRTSSXJStandardshinhGenomichSciencesVJ2013VJhVJcgWdf 4
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217 sompleteJgenomeJsequenceJofJtheJmoderateJthermophileJqnaerobaculumJmobileJtypeJstrainJ
RôwqRTSSXJStandardshinhGenomichSciencesVJ2013VJhVJdgWeg 10

216 wenomeJsequenceJofJtheJfreeWlivingJaerobicJspirocheteJTurneriellaJparvaJtypeJstrainJRxRTSSVJandJ
emendationJofJtheJspeciesJTurneriellaJparvaXJStandardshinhGenomichSciencesVJ2013VJhVJbbhWch 8

215
wenomeJsequenceJofJtheJmoderatelyJthermophilicJsulfurWreducingJbacteriumJThermanaerovibrioJ
veloxJtypeJstrainJRZWigZaRTSSJandJemendedJdescriptionJofJtheJgenusJThermanaerovibrioXJStandardsh
inhGenomichSciencesVJ2013VJiVJegWgZ

4

214 wenomeJsequenceJofJvrateuriaJaurantiaJtypeJstrainJRKondˆ·JfgRTSSVJaJxanthomonadeJisolatedJfromJ
’iliumJauratiumJ’indlXJStandardshinhGenomichSciencesVJ2013VJiVJhcWib 1

213
wenomeJsequenceJofJtheJthermophilicJfreshWwaterJbacteriumJSpirochaetaJcaldariaJtypeJstrainJ
RxaRTSSVJreclassificationJofJSpirochaetaJcaldariaVJSpirochaetaJstenostreptaVJandJSpirochaetaJ
zuelzeraeJinJtheJgenusJTreponemaJasJTreponemaJcaldariaJcombXJnovXVJTreponemaJstenostreptaJ
combXJnovXVJandJTreponemaJzuelzeraeJcombXJnovXVJandJemendationJofJtheJgenusJTreponemaXJ
StandardshinhGenomichSciencesVJ2013VJhVJhhWaZe

24

212
sompleteJgenomeJsequenceJofJtheJhalophilicJbacteriumJSpirochaetaJafricanaJtypeJstrainJ
RZWgfibRTSSJfromJtheJalkalineJ’akeJMagadiJinJtheJuastJqfricanJRiftXJStandardshinhGenomichSciencesVJ
2013VJhVJafeWgf

2

211 wenomeJsequenceJofJtheJphylogeneticallyJisolatedJspirocheteJ’eptonemaJilliniJtypeJstrainJ
RcZeeRTSSXJStandardshinhGenomichSciencesVJ2013VJhVJaggWhg 4

210 sompleteJgenomeJsequenceJofJtheJrapeseedJplantWgrowthJpromotingJSerratiaJplymuthicaJstrainJ
qSiXJStandardshinhGenomichSciencesVJ2012VJfVJedWfb 25

209 wenerationJofJlongJinsertJpairsJusingJaJsreW’oxβJynverseJβsRJapproachXJPLoShONEVJ2012VJgVJebidcg 3.7 23

208
sompleteJgenomeJsequencesJofJtesulfosporosinusJorientisJtSMgfeTVJtesulfosporosinusJyoungiaeJ
tSMaggcdTVJtesulfosporosinusJmeridieiJtSMacbegTVJandJtesulfosporosinusJacidiphilusJ
tSMbbgZdTXJJournalhofhBacteriologyVJ2012VJaidVJfcZZWa

3.5 46

207 sompleteJgenomeJsequenceJofJtheJthermophilicVJpiezophilicVJheterotrophicJbacteriumJMarinitogaJ
piezophilaJKqcXJJournalhofhBacteriologyVJ2012VJaidVJeigdWe 3.5 18

206
qnJindependentJgenomeJduplicationJinferredJfromJxoxJparalogsJinJtheJqmericanJpaddlefishWWaJ
representativeJbasalJrayWfinnedJfishJandJimportantJcomparativeJreferenceXJGenomehBiologyhandh
EvolutionVJ2012VJdVJicgWec

3.9 42

205
sompleteJgenomeJsequenceJofJtesulfurococcusJfermentansVJaJhyperthermophilicJcellulolyticJ
crenarchaeonJisolatedJfromJaJfreshwaterJhotJspringJinJKamchatkaVJRussiaXJJournalhofhBacteriologyVJ
2012VJaidVJegZcWd

3.5 11

204 wenomeJsequenceJofJtheJmoderatelyJthermophilicVJaminoWacidWdegradingJandJsulfurWreducingJ
bacteriumJThermovirgaJlieniiJtypeJstrainJRsasfZcadRTSSXJStandardshinhGenomichSciencesVJ2012VJfVJbcZWi 21

203 wenomeJsequenceJofJtheJorangeWpigmentedJseawaterJbacteriumJüwenweeksiaJhongkongensisJ
typeJstrainJRUSTbZZbZhZaRTSSXJStandardshinhGenomichSciencesVJ2012VJgVJabZWcZ 11

202 sompleteJgenomeJsequenceJofJtheJmoderatelyJthermophilicJmineralWsulfideWoxidizingJfirmicuteJ
SulfobacillusJacidophilusJtypeJstrainJRôq’RTSSXJStandardshinhGenomichSciencesVJ2012VJfVJaWac 20

201
sompleteJgenomeJsequenceJofJtheJtermiteJhindgutJbacteriumJSpirochaetaJcoccoidesJtypeJstrainJ
RSβôaRTSSVJreclassificationJinJtheJgenusJSphaerochaetaJasJSphaerochaetaJcoccoidesJcombXJnovXJandJ
emendationsJofJtheJfamilyJSpirochaetaceaeJandJtheJgenusJSphaerochaetaXJStandardshinhGenomich
SciencesVJ2012VJfVJaidWbZi

46

200 βermanentJdraftJgenomeJsequenceJofJtheJglidingJpredatorJSaprospiraJgrandisJstrainJSaJgaJRmJxRaSXJ
StandardshinhGenomichSciencesVJ2012VJfVJbaZWi 1

(2012-2013)
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199 sompleteJgenomeJsequenceJofJtheJfacultativelyJanaerobicVJappendagedJbacteriumJMuricaudaJ
ruestringensisJtypeJstrainJRraRTSSXJStandardshinhGenomichSciencesVJ2012VJfVJaheWic 8

198 sompleteJgenomeJsequenceJofJtheJaerobicVJheterotrophJMarinithermusJhydrothermalisJtypeJstrainJ
RTaRTSSJfromJaJdeepWseaJhydrothermalJventJchimneyXJStandardshinhGenomichSciencesVJ2012VJfVJbaWcZ 6

197 sompleteJgenomeJsequenceJofJtheJaquaticJbacteriumJRunellaJslithyformisJtypeJstrainJR’SUJdRTSSXJ
StandardshinhGenomichSciencesVJ2012VJfVJadeWed 16

196 sompleteJgenomeJsequenceJofJtheJthermophilicJsulfateWreducingJoceanJbacteriumJ
ThermodesulfatatorJindicusJtypeJstrainJRsyRbihabRTSSXJStandardshinhGenomichSciencesVJ2012VJfVJaeeWfd 9

195 sompleteJgenomeJsequenceJofJSerratiaJplymuthicaJstrainJqSabXJStandardshinhGenomichSciencesVJ
2012VJfVJafeWgc 15

194 wenomeJsequenceJofJtheJhomoacetogenicJbacteriumJxolophagaJfoetidaJtypeJstrainJRTMrSdRTSSXJ
StandardshinhGenomichSciencesVJ2012VJfVJagdWhd 23

193 sompleteJgenomeJsequenceJofJtheJorangeWredJpigmentedVJradioresistantJteinococcusJ
proteolyticusJtypeJstrainJRMRβRTSSXJStandardshinhGenomichSciencesVJ2012VJfVJbdZWeZ 7

192 sompleteJgenomeJsequenceJofJtheJplantWassociatedJSerratiaJplymuthicaJstrainJqSacXJStandardshinh
GenomichSciencesVJ2012VJgVJbbWcZ 16

191 wenomeJsequenceJofJtheJflexirubinWpigmentedJsoilJbacteriumJôiabellaJsoliJtypeJstrainJRzSacWhRTSSXJ
StandardshinhGenomichSciencesVJ2012VJgVJbaZWbZ 0

190 wenomeJsequenceJofJtheJqntarcticJrhodopsinsWcontainingJflavobacteriumJwillisiaJlimnaeaJtypeJ
strainJRRWhbhbRTSSXJStandardshinhGenomichSciencesVJ2012VJgVJaZgWai 9

189 sompleteJgenomeJsequenceJofJtheJsulfateWreducingJfirmicuteJtesulfotomaculumJruminisJtypeJ
strainJRt’RTSSXJStandardshinhGenomichSciencesVJ2012VJgVJcZdWai 18

188 sompleteJgenomeJsequenceJofJxalopigerJxanaduensisJtypeJstrainJRSxWfRTSSXJStandardshinhGenomich
SciencesVJ2012VJfVJcaWdb 7

187 sompleteJgenomeJsequenceJofJtheJsulfurJcompoundsJoxidizingJchemolithoautotrophJ
SulfuricurvumJkujienseJtypeJstrainJRYKWaRTSSXJStandardshinhGenomichSciencesVJ2012VJfVJidWaZc 31

186 ydentificationJofJaJhaloalkaliphilicJandJthermostableJcellulaseJwithJimprovedJionicJliquidJtoleranceXJ
GreenhChemistryVJ2011VJacVJbZhc 10 93

185 sompleteJgenomeJsequenceJofJ’eadbetterellaJbyssophilaJtypeJstrainJRdMaeSXJStandardshinhGenomich
SciencesVJ2011VJdVJbWab 15

184 sompleteJgenomeJsequenceJofJxydrogenobacterJthermophilusJtypeJstrainJRTKWfSXJStandardshinh
GenomichSciencesVJ2011VJdVJacaWdc 8

183 sompleteJgenomeJsequenceJofJβaludibacterJpropionicigenesJtypeJstrainJRWrdSXJStandardshinh
GenomichSciencesVJ2011VJdVJcfWdd 24

182 sompleteJgenomeJsequenceJofJracteroidesJhelcogenesJtypeJstrainJRβJcfWaZhSXJStandardshinh
GenomichSciencesVJ2011VJdVJdeWec 7
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181 sompleteJgenomeJsequenceJofJWeeksellaJvirosaJtypeJstrainJRigeaSXJStandardshinhGenomichSciencesVJ
2011VJdVJhaWiZ 8

180 sompleteJgenomeJsequenceJofJtesulfobulbusJpropionicusJtypeJstrainJRaprcSXJStandardshinhGenomich
SciencesVJ2011VJdVJaZZWaZ 39

179 sompleteJgenomeJsequenceJofJMarivirgaJtractuosaJtypeJstrainJRxWdcSXJStandardshinhGenomich
SciencesVJ2011VJdVJaedWfb 15

178 sompleteJgenomeJsequenceJofJtesulfurococcusJmucosusJtypeJstrainJRügYaSXJStandardshinhGenomich
SciencesVJ2011VJdVJagcWhb 9

177 sompleteJgenomeJsequenceJofJsellulophagaJlyticaJtypeJstrainJR’yMWbaSXJStandardshinhGenomich
SciencesVJ2011VJdVJbbaWcb 23

176 ôonWcontiguousJfinishedJgenomeJsequenceJofJracteroidesJcoprosuisJtypeJstrainJRβsaciSXJStandardsh
inhGenomichSciencesVJ2011VJdVJbccWdc 4

175 sompleteJgenomeJsequenceJofJtheJextremelyJhalophilicJxalanaerobiumJpraevalensJtypeJstrainJ
RwS’SXJStandardshinhGenomichSciencesVJ2011VJdVJcabWba 24

174 sompleteJgenomeJsequenceJofJôitratifractorJsalsuginisJtypeJstrainJRuiycgWaSXJStandardshinhGenomich
SciencesVJ2011VJdVJcbbWcZ 10

173 sompleteJgenomeJsequenceJofJMahellaJaustraliensisJtypeJstrainJReZWaJrüôSXJStandardshinhGenomich
SciencesVJ2011VJdVJccaWda 6

172 sompleteJgenomeJsequenceJofJTreponemaJsuccinifaciensJtypeJstrainJRfZiaSXJStandardshinhGenomich
SciencesVJ2011VJdVJcfaWgZ 20

171 sompleteJgenomeJsequenceJofJSyntrophobotulusJglycolicusJtypeJstrainJRvlwlyRTSXJStandardshinh
GenomichSciencesVJ2011VJdVJcgaWchZ 9

170 sompleteJgenomeJsequenceJofJtheJhyperthermophilicJchemolithoautotrophJβyrolobusJfumariiJ
typeJstrainJRaqSXJStandardshinhGenomichSciencesVJ2011VJdVJchaWib 10

169 sompleteJgenomeJsequenceJofJStaphylothermusJhellenicusJβhXJStandardshinhGenomichSciencesVJ2011
VJeVJabWbZ 5

168 sompleteJgenomeJsequenceJofJtheJacetateWdegradingJsulfateJreducerJtesulfobaccaJacetoxidansJ
typeJstrainJRqSRrbSXJStandardshinhGenomichSciencesVJ2011VJdVJcicWdZa 19

167
sompleteJgenomeJsequenceJofJtheJthermophilicVJhydrogenWoxidizingJracillusJtusciaeJtypeJstrainJ
RTbSJandJreclassificationJinJtheJnewJgenusVJKyrpidiaJgenXJnovXJasJKyrpidiaJtusciaeJcombXJnovXJandJ
emendationJofJtheJfamilyJqlicyclobacillaceaeJdaJsostaJandJRaineyVJbZaZXJStandardshinhGenomich
SciencesVJ2011VJeVJabaWcd

35

166 sompleteJgenomeJsequenceJofJtheJglidingVJheparinolyticJβedobacterJsaltansJtypeJstrainJRaacSXJ
StandardshinhGenomichSciencesVJ2011VJeVJcZWdZ 11

165 ôonWcontiguousJfinishedJgenomeJsequenceJofJtheJopportunisticJoralJpathogenJβrevotellaJ
multisaccharivoraxJtypeJstrainJRβββqbZSXJStandardshinhGenomichSciencesVJ2011VJeVJdaWi 2

164 sompleteJgenomeJsequenceJofJverroglobusJplacidusJqutyyabtüXJStandardshinhGenomichSciencesVJ
2011VJeVJeZWfZ 27

(2011-2011)
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163 wenomeJsequenceJofJtheJfilamentousVJglidingJThiothrixJniveaJneotypeJstrainJRzβbRTSSXJStandardshinh
GenomichSciencesVJ2011VJeVJcihWdZf 9

162
sompleteJgenomeJsequenceJofJtheJthermophilicJsulfurWreducerJtesulfurobacteriumJ
thermolithotrophumJtypeJstrainJRrSqRTSSJfromJaJdeepWseaJhydrothermalJventXJStandardshinhGenomich
SciencesVJ2011VJeVJdZgWae

10

161 sompleteJgenomeJsequenceJofJsalditerrivibrioJnitroreducensJtypeJstrainJRYucgWaSXJStandardshinh
GenomichSciencesVJ2011VJdVJedWfb 9

160 sompleteJgenomeJsequenceJofJTrueperaJradiovictrixJtypeJstrainJRRQWbdSXJStandardshinhGenomich
SciencesVJ2011VJdVJiaWi 37

159 sompleteJgenomeJsequenceJofJracteroidesJsalanitronisJtypeJstrainJRr’ghSXJStandardshinhGenomich
SciencesVJ2011VJdVJaiaWi 8

158 sompleteJgenomeJsequenceJofJüdoribacterJsplanchnicusJtypeJstrainJRafeaYfSXJStandardshinh
GenomichSciencesVJ2011VJdVJbZZWi 62

157 sompleteJgenomeJsequenceJofJüceanithermusJprofundusJtypeJstrainJReZfSXJStandardshinhGenomich
SciencesVJ2011VJdVJbaZWbZ 3

156 sompleteJgenomeJsequenceJofJTsukamurellaJpaurometabolaJtypeJstrainJRnoXJccSXJStandardshinh
GenomichSciencesVJ2011VJdVJcdbWea 8

155 ôonWcontiguousJfinishedJgenomeJsequenceJandJcontextualJdataJofJtheJfilamentousJsoilJbacteriumJ
KtedonobacterJracemiferJtypeJstrainJRSüSβaWbaSXJStandardshinhGenomichSciencesVJ2011VJeVJigWaaa 72

154 sompleteJgenomeJsequenceJofJysosphaeraJpallidaJtypeJstrainJRySarSXJStandardshinhGenomichSciencesVJ
2011VJdVJfcWga 40

153 sompleteJgenomeJsequenceJofJsellulophagaJalgicolaJtypeJstrainJRysaffSXJStandardshinhGenomich
SciencesVJ2011VJdVJgbWhZ 22

152 sompleteJgenomeJsequenceJofJRiemerellaJanatipestiferJtypeJstrainJRqTssJaahdeTSXJStandardshinh
GenomichSciencesVJ2011VJdVJaddWaec 26

151 sompleteJgenomeJsequenceJofJtheJthermophilicJsulfurWreducerJxippeaJmaritimaJtypeJstrainJ
RMxRbSSXJStandardshinhGenomichSciencesVJ2011VJdVJcZcWaa 6

150 sompleteJgenomeJsequenceJofJxaliscomenobacterJhydrossisJtypeJstrainJRüSXJStandardshinhGenomich
SciencesVJ2011VJdVJcebWfZ 17

149 sompleteJgenomeJsequenceJofJtheJglidingJfreshwaterJbacteriumJvluviicolaJtaffensisJtypeJstrainJ
RRWbfbSXJStandardshinhGenomichSciencesVJ2011VJeVJbaWi 19

148 wenomeJsequenceJofJtheJmoderatelyJthermophilicJhalophileJvlexistipesJsinusarabiciJstrainJRMqSaZSXJ
StandardshinhGenomichSciencesVJ2011VJeVJhfWif 8

147 sompleteJgenomeJsequenceJofJteinococcusJmaricopensisJtypeJstrainJR’rWcdSXJStandardshinhGenomich
SciencesVJ2011VJdVJafcWgb 11

146 TheJqrabidopsisJlyrataJgenomeJsequenceJandJtheJbasisJofJrapidJgenomeJsizeJchangeXJNatureh
GeneticsVJ2011VJdcVJdgfWha 36.3 638
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145 uxploringJtheJsymbioticJpangenomeJofJtheJnitrogenWfixingJbacteriumJSinorhizobiumJmelilotiXJBMCh
GenomicsVJ2011VJabVJbce 4.5 83

144 wenomeJsequenceJofJtheJqrcticJmethanotrophJMethylobacterJtundripaludumJSVifXJJournalhofh
BacteriologyVJ2011VJaicVJfdahWi 3.5 50

143 sompleteJgenomeJsequenceJofJtheJaerobicJmarineJmethanotrophJMethylomonasJmethanicaJMsZiXJ
JournalhofhBacteriologyVJ2011VJaicVJgZZaWb 3.5 57

142 sompleteJgenomeJsequenceJandJupdatedJannotationJofJtesulfovibrioJalaskensisJwbZXJJournalhofh
BacteriologyVJ2011VJaicVJdbfhWi 3.5 46

141
sompleteJgenomeJsequencesJforJtheJanaerobicVJextremelyJthermophilicJplantJbiomassWdegradingJ
bacteriaJsaldicellulosiruptorJhydrothermalisVJsaldicellulosiruptorJkristjanssoniiVJsaldicellulosiruptorJ
kronotskyensisVJsaldicellulosiruptorJowensensisVJandJsaldicellulosiruptorJlactoaceticusXJJournalhofh
BacteriologyVJ2011VJaicVJadhcWd

3.5 49

140 sompleteJgenomeJsequenceJofJtheJcellulolyticJthermophileJslostridiumJthermocellumJtSMacacXJ
JournalhofhBacteriologyVJ2011VJaicVJbiZfWg 3.5 63

139 wenomeJsequenceJofJtheJmethanotrophicJalphaproteobacteriumJMethylocystisJspXJstrainJRockwellJ
RqTssJdibdbSXJJournalhofhBacteriologyVJ2011VJaicVJbffhWi 3.5 45

138 wenomeJsequenceJofJtheJmercuryWmethylatingJstrainJtesulfovibrioJdesulfuricansJôtacbXJJournalhofh
BacteriologyVJ2011VJaicVJbZghWi 3.5 33

137 sompleteJgenomeJsequenceJofJThermomonosporaJcurvataJtypeJstrainJRriSXJStandardshinhGenomich
SciencesVJ2011VJdVJacWbb 24

136 tecontaminationJofJMtqJreagentsJforJsingleJcellJwholeJgenomeJamplificationXJPLoShONEVJ2011VJfVJebfafa3.7 123

135 sompleteJgenomeJsequenceJofJSyntrophobotulusJglycolicusJtypeJstrainJRvlwlyRSXJStandardshinh
GenomichSciencesVJ2011VJdVJcgaWhZ 3

134 sompleteJgenomeJsequenceJofJRiemerellaJanatipestiferJtypeJstrainJRqTssJaahdeSXJStandardshinh
GenomichSciencesVJ2011VJdVJaddWec 16

133
TheJgenomeJsequenceJofJMethanohalophilusJmahiiJS’βRTSJrevealsJdifferencesJinJtheJenergyJ
metabolismJamongJmembersJofJtheJMethanosarcinaceaeJinhabitingJfreshwaterJandJsalineJ
environmentsXJArchaeaVJ2010VJbZaZVJfiZgcg

2 31

132 sompleteJgenomeJsequenceJofJsellulomonasJflavigenaJtypeJstrainJRacdSXJStandardshinhGenomich
SciencesVJ2010VJcVJaeWbe 31

131 sompleteJgenomeJsequenceJofJβlanctomycesJlimnophilusJtypeJstrainJRMˆ…JbiZSXJStandardshinh
GenomichSciencesVJ2010VJcVJdgWef 28

130 βermanentJdraftJgenomeJsequenceJofJtethiosulfovibrioJpeptidovoransJtypeJstrainJRSurRJdbZgSXJ
StandardshinhGenomichSciencesVJ2010VJcVJheWib 8

129 sompleteJgenomeJsequenceJofJverrimonasJbalearicaJtypeJstrainJRβqTSXJStandardshinhGenomich
SciencesVJ2010VJcVJagdWhb 9

128 ôonWcontiguousJfinishedJgenomeJsequenceJofJqminomonasJpaucivoransJtypeJstrainJRw’UWcSXJ
StandardshinhGenomichSciencesVJ2010VJcVJbheWic 8

(2010-2011)
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127 sompleteJgenomeJsequenceJofJylyobacterJpolytropusJtypeJstrainJRsuxbuaSXJStandardshinhGenomich
SciencesVJ2010VJcVJcZdWad 7

126 sompleteJgenomeJsequenceJofJôocardiopsisJdassonvilleiJtypeJstrainJRyMRUJeZiSXJStandardshinh
GenomichSciencesVJ2010VJcVJcbeWcf 27

125 sompleteJgenomeJsequenceJofJVeillonellaJparvulaJtypeJstrainJRTecSXJStandardshinhGenomichSciencesVJ
2010VJbVJegWfe 29

124 sompleteJgenomeJsequenceJofJKribbellaJflavidaJtypeJstrainJRyvüJadciiSXJStandardshinhGenomich
SciencesVJ2010VJbVJahfWic 10

123 sompleteJgenomeJsequenceJofJsonexibacterJwoeseiJtypeJstrainJRytacaeggSXJStandardshinhGenomich
SciencesVJ2010VJbVJbabWi 15

122 sompleteJgenomeJsequenceJofJThermocrinisJalbusJtypeJstrainJRxyJaaYabSXJStandardshinhGenomich
SciencesVJ2010VJbVJaidWbZb 14

121 sompleteJgenomeJsequenceJofJMeiothermusJsilvanusJtypeJstrainJRVyWRbSXJStandardshinhGenomich
SciencesVJ2010VJcVJcgWdf 16

120 sompleteJgenomeJsequenceJofJülsenellaJuliJtypeJstrainJRVβyJtgftWbgsSXJStandardshinhGenomich
SciencesVJ2010VJcVJgfWhd 27

119 sompleteJgenomeJsequenceJofJqcidaminococcusJfermentansJtypeJstrainJRVRdSXJStandardshinh
GenomichSciencesVJ2010VJcVJaWad 19

118 sompleteJgenomeJsequenceJofJMeiothermusJruberJtypeJstrainJRbaSXJStandardshinhGenomichSciencesVJ
2010VJcVJbfWcf 28

117 sompleteJgenomeJsequenceJofJqcetohalobiumJarabaticumJtypeJstrainJRZWgbhhSXJStandardshinh
GenomichSciencesVJ2010VJcVJegWfe 16

116 sompleteJgenomeJsequenceJofJygnisphaeraJaggregansJtypeJstrainJRqQaXSaSXJStandardshinhGenomich
SciencesVJ2010VJcVJffWge 13

115 sompleteJgenomeJsequenceJofJVulcanisaetaJdistributaJtypeJstrainJRysWZagSXJStandardshinhGenomich
SciencesVJ2010VJcVJaagWbe 8

114 sompleteJgenomeJsequenceJofJqrcanobacteriumJhaemolyticumJtypeJstrainJRaaZahSXJStandardshinh
GenomichSciencesVJ2010VJcVJabfWce 7

113 sompleteJgenomeJsequenceJofJThermosediminibacterJoceaniJtypeJstrainJRzWYyWWabbhβSXJStandardsh
inhGenomichSciencesVJ2010VJcVJaZhWaf 10

112 sompleteJgenomeJsequenceJofJSpirochaetaJsmaragdinaeJtypeJstrainJRSurRJdbbhSXJStandardshinh
GenomichSciencesVJ2010VJcVJacfWdd 15

111 sompleteJgenomeJsequenceJofJQThermobaculumJterrenumQJtypeJstrainJRYôβaSXJStandardshinh
GenomichSciencesVJ2010VJcVJaecWfb 9

110 sompleteJgenomeJsequenceJofJSyntrophothermusJlipocalidusJtypeJstrainJRTwrWsaSXJStandardshinh
GenomichSciencesVJ2010VJcVJbfhWge 10
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109 sompleteJgenomeJsequenceJofJtesulfarculusJbaarsiiJtypeJstrainJRbstadSXJStandardshinhGenomich
SciencesVJ2010VJcVJbgfWhd 27

108 sompleteJgenomeJsequenceJofJyntrasporangiumJcalvumJtypeJstrainJRgJKyβSXJStandardshinhGenomich
SciencesVJ2010VJcVJbidWcZc 4

107 sompleteJgenomeJsequenceJofJMethanothermusJfervidusJtypeJstrainJRVbdSSXJStandardshinhGenomich
SciencesVJ2010VJcVJcaeWbd 14

106 sompleteJgenomeJsequenceJofJThermaerobacterJmarianensisJtypeJstrainJRgpgeaSXJStandardshinh
GenomichSciencesVJ2010VJcVJccgWde 7

105 sompleteJgenomeJsequenceJofJXylanimonasJcellulosilyticaJtypeJstrainJRXy’ZgSXJStandardshinhGenomich
SciencesVJ2010VJbVJaWh 8

104 sompleteJgenomeJsequenceJofJqlicyclobacillusJacidocaldariusJtypeJstrainJRaZdWyqSXJStandardshinh
GenomichSciencesVJ2010VJbVJiWah 20

103 sompleteJgenomeJsequenceJofJSphaerobacterJthermophilusJtypeJstrainJRSJfZbbSXJStandardshinh
GenomichSciencesVJ2010VJbVJdiWef 20

102 sompleteJgenomeJsequenceJofJStreptosporangiumJroseumJtypeJstrainJRôyJiaZZSXJStandardshinh
GenomichSciencesVJ2010VJbVJbiWcg 25

101 sompleteJgenomeJsequenceJofJshitinophagaJpinensisJtypeJstrainJRUQMJbZcdSXJStandardshinh
GenomichSciencesVJ2010VJbVJhgWie 57

100 sompleteJgenomeJsequenceJofJSulfurospirillumJdeleyianumJtypeJstrainJReageSXJStandardshinh
GenomichSciencesVJ2010VJbVJadiWeg 24

99 sompleteJgenomeJsequenceJofJxaloterrigenaJturkmenicaJtypeJstrainJRdkSXJStandardshinhGenomich
SciencesVJ2010VJbVJaZgWaf 28

98 sompleteJgenomeJsequenceJofJxaliangiumJochraceumJtypeJstrainJRSMβWbSXJStandardshinhGenomich
SciencesVJ2010VJbVJifWaZf 53

97 sompleteJgenomeJsequenceJofJweodermatophilusJobscurusJtypeJstrainJRwWbZSXJStandardshinh
GenomichSciencesVJ2010VJbVJaehWfg 49

96 sompleteJgenomeJsequenceJofJôakamurellaJmultipartitaJtypeJstrainJRYWaZdSXJStandardshinhGenomich
SciencesVJ2010VJbVJafhWge 28

95 sompleteJgenomeJsequenceJofJSpirosomaJlingualeJtypeJstrainJRaSXJStandardshinhGenomichSciencesVJ
2010VJbVJagfWhe 35

94 sompleteJgenomeJsequenceJofJSegniliparusJrotundusJtypeJstrainJRstsJaZgfSXJStandardshinhGenomich
SciencesVJ2010VJbVJbZcWaa 9

93 sompleteJgenomeJsequenceJofJSebaldellaJtermitidisJtypeJstrainJRôsTsJaacZZSXJStandardshinh
GenomichSciencesVJ2010VJbVJbbZWg 16

92 sompleteJgenomeJsequenceJofJThermosphaeraJaggregansJtypeJstrainJRMaaT’SXJStandardshinh
GenomichSciencesVJ2010VJbVJbdeWei 12

(2010-2010)
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91 sompleteJgenomeJsequenceJofJrrachyspiraJmurdochiiJtypeJstrainJRefWaeZSXJStandardshinhGenomich
SciencesVJ2010VJbVJbfZWi 18

90 sompleteJgenomeJsequenceJofJqminobacteriumJcolombienseJtypeJstrainJRq’qWaSXJStandardshinh
GenomichSciencesVJ2010VJbVJbhZWi 27

89 sompleteJgenomeJsequenceJofJqrcobacterJnitrofigilisJtypeJstrainJRsySXJStandardshinhGenomich
SciencesVJ2010VJbVJcZZWh 32

88 sompleteJgenomeJsequenceJofJsoraliomargaritaJakajimensisJtypeJstrainJRZdüKqZaZWbdSXJStandardsh
inhGenomichSciencesVJ2010VJbVJbiZWi 18

87 sompleteJgenomeJsequenceJofJThermobisporaJbisporaJtypeJstrainJRReaSXJStandardshinhGenomich
SciencesVJ2010VJbVJcahWbf 18

86 sompleteJgenomeJsequenceJofJtesulfohalobiumJretbaenseJtypeJstrainJRxRRaZZSSXJStandardshinh
GenomichSciencesVJ2010VJbVJchWdh 17

85 sompleteJgenomeJsequenceJofJqrchaeoglobusJprofundusJtypeJstrainJRqVahSXJStandardshinhGenomich
SciencesVJ2010VJbVJcbgWdf 20

84 sompleteJgenomeJsequenceJofJtenitrovibrioJacetiphilusJtypeJstrainJRôbdfZSXJStandardshinhGenomich
SciencesVJ2010VJbVJbgZWi 11

83 sompleteJgenomeJsequenceJofJwordoniaJbronchialisJtypeJstrainJRcdaZSXJStandardshinhGenomich
SciencesVJ2010VJbVJaiWbh 19

82 üneJbacterialJcellVJoneJcompleteJgenomeXJPLoShONEVJ2010VJeVJeaZcad 3.7 184

81 sompleteJgenomeJsequenceJofJSulfurimonasJautotrophicaJtypeJstrainJRüKaZSXJStandardshinhGenomich
SciencesVJ2010VJcVJaidWbZb 32

80 sompleteJgenomeJsequenceJofJMethanoplanusJpetroleariusJtypeJstrainJRSurRJdhdgSXJStandardshinh
GenomichSciencesVJ2010VJcVJbZcWaa 12

79
MassivelyJparallelJsequencingJidentifiesJtheJgeneJMegfhJwithJuôUWinducedJmutationJcausingJ
heterotaxyXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2009VJ
aZfVJcbaiWbd

11.5 50

78 sompleteJgenomeJsequenceJofJsapnocytophagaJochraceaJtypeJstrainJRVβyJbhdeSXJStandardshinh
GenomichSciencesVJ2009VJaVJaZaWi 12

77 qJphylogenyWdrivenJgenomicJencyclopaediaJofJracteriaJandJqrchaeaXJNatureVJ2009VJdfbVJaZefWfZ 50.4 803

76 sompleteJgenomeJsequenceJofJxalorhabdusJutahensisJtypeJstrainJRqXWbSXJStandardshinhGenomich
SciencesVJ2009VJaVJbahWbe 21

75 sompleteJgenomeJsequenceJofJreutenbergiaJcavernaeJtypeJstrainJRxKyJZabbSXJStandardshinhGenomich
SciencesVJ2009VJaVJbaWh 11

74 sompleteJgenomeJsequenceJofJsryptobacteriumJcurtumJtypeJstrainJRabWcSXJStandardshinhGenomich
SciencesVJ2009VJaVJicWaZZ 13
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73 sompleteJgenomeJsequenceJofJtesulfomicrobiumJbaculatumJtypeJstrainJRXSXJStandardshinhGenomich
SciencesVJ2009VJaVJbiWcg 30

72 sompleteJgenomeJsequenceJofJSanguibacterJkeddieiiJtypeJstrainJRSTWgdSXJStandardshinhGenomich
SciencesVJ2009VJaVJaaZWh 10

71 sompleteJgenomeJsequenceJofJsatenulisporaJacidiphilaJtypeJstrainJRytJaciiZhSXJStandardshinh
GenomichSciencesVJ2009VJaVJaaiWbe 19

70 sompleteJgenomeJsequenceJofJ’eptotrichiaJbuccalisJtypeJstrainJRsWaZacWbSXJStandardshinhGenomich
SciencesVJ2009VJaVJabfWcb 17

69 sompleteJgenomeJsequenceJofJSaccharomonosporaJviridisJtypeJstrainJRβaZaSXJStandardshinhGenomich
SciencesVJ2009VJaVJadaWi 21

68 sompleteJgenomeJsequenceJofJqctinosynnemaJmirumJtypeJstrainJRaZaSXJStandardshinhGenomich
SciencesVJ2009VJaVJdfWec 32

67 sompleteJgenomeJsequenceJofJβedobacterJheparinusJtypeJstrainJRxyMJgfbWcSXJStandardshinhGenomich
SciencesVJ2009VJaVJedWfb 19

66 sompleteJgenomeJsequenceJofJxalogeometricumJborinquenseJtypeJstrainJRβRcSXJStandardshinh
GenomichSciencesVJ2009VJaVJaeZWi 22

65 sompleteJgenomeJsequenceJofJqnaerococcusJprevotiiJtypeJstrainJRβsaSXJStandardshinhGenomich
SciencesVJ2009VJaVJaeiWfe 18

64 sompleteJgenomeJsequenceJofJqtopobiumJparvulumJtypeJstrainJRyββJabdfSXJStandardshinhGenomich
SciencesVJ2009VJaVJaffWgc 21

63 sompleteJgenomeJsequenceJofJuggerthellaJlentaJtypeJstrainJRyββJVβyJZbeeSXJStandardshinhGenomich
SciencesVJ2009VJaVJagdWhb 31

62 sompleteJgenomeJsequenceJofJKangiellaJkoreensisJtypeJstrainJRSWWabeSXJStandardshinhGenomich
SciencesVJ2009VJaVJbbfWcc 10

61 sompleteJgenomeJsequenceJofJzonesiaJdenitrificansJtypeJstrainJRβrevotJeeacdSXJStandardshinh
GenomichSciencesVJ2009VJaVJbfbWi 10

60 sompleteJgenomeJsequenceJofJxalomicrobiumJmukohataeiJtypeJstrainJRargWbSXJStandardshinh
GenomichSciencesVJ2009VJaVJbgZWg 30

59 sompleteJgenomeJsequenceJofJRhodothermusJmarinusJtypeJstrainJRRWaZSXJStandardshinhGenomich
SciencesVJ2009VJaVJbhcWiZ 20

58 sompleteJgenomeJsequenceJofJStreptobacillusJmoniliformisJtypeJstrainJRiiZaSXJStandardshinh
GenomichSciencesVJ2009VJaVJcZZWg 16

57 sompleteJgenomeJsequenceJofJrrachybacteriumJfaeciumJtypeJstrainJRSchefferleJfWaZSXJStandardshinh
GenomichSciencesVJ2009VJaVJcWaa 19

56 sompleteJgenomeJsequenceJofJβirellulaJstaleyiJtypeJstrainJRqTssJbgcggSXJStandardshinhGenomich
SciencesVJ2009VJaVJcZhWaf 26

(2009-2009)
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55 sompleteJgenomeJsequenceJofJKytococcusJsedentariusJtypeJstrainJRedaSXJStandardshinhGenomich
SciencesVJ2009VJaVJabWbZ 94

54 sompleteJgenomeJsequenceJofJtyadobacterJfermentansJtypeJstrainJRôSaadSXJStandardshinhGenomich
SciencesVJ2009VJaVJaccWdZ 19

53 sompleteJgenomeJsequenceJofJThermanaerovibrioJacidaminovoransJtypeJstrainJRSuhhcSXJStandardsh
inhGenomichSciencesVJ2009VJaVJbedWfa 19

52 sompleteJgenomeJsequenceJofJSlackiaJheliotrinireducensJtypeJstrainJRRxSJaSXJStandardshinhGenomich
SciencesVJ2009VJaVJbcdWda 16

51 sompleteJgenomeJsequenceJofJtesulfotomaculumJacetoxidansJtypeJstrainJReegeSXJStandardshinh
GenomichSciencesVJ2009VJaVJbdbWec 33

50 sompleteJgenomeJsequenceJofJStackebrandtiaJnassauensisJtypeJstrainJR’’RWdZKWbaSXJStandardshinh
GenomichSciencesVJ2009VJaVJbcdWda 16

49 qssemblingJtheJmarineJmetagenomeVJoneJcellJatJaJtimeXJPLoShONEVJ2009VJdVJeebii 3.7 270

48 ticerVJtroshaVJandJoutcomesJinJpatientsJwithJovarianJcancerXJNewhEnglandhJournalhofhMedicineVJ2008
VJceiVJbfdaWeZ 59.2 573

47 qJsequenceWbasedJsurveyJofJtheJcomplexJstructuralJorganizationJofJtumorJgenomesXJGenomeh
BiologyVJ2008VJiVJRei 18.3 30

46 ’βqJandJβ’wJsequenceJvariationJandJkringleJyVWbJcopyJnumberJinJtwoJpopulationsXJHumanhHeredityVJ
2008VJffVJaiiWbZi 1.1 26

45 somparativeJgenomicsJrevealsJfunctionalJtranscriptionalJcontrolJsequencesJinJtheJβropaJgeneXJ
MammalianhGenomeVJ2007VJahVJebaWcg 3.2 19

44 RunxaWmediatedJhematopoieticJstemWcellJemergenceJisJcontrolledJbyJaJwataYutsYSs’WregulatedJ
enhancerXJBloodVJ2007VJaaZVJdahhWig 2.2 190

43 tetectionJofJweaklyJconservedJancestralJmammalianJregulatoryJsequencesJbyJprimateJ
comparisonsXJGenomehBiologyVJ2007VJhVJRa 18.3 42

42 somparativeJgenomicsjJaJtoolJtoJfunctionallyJannotateJhumanJtôqXJMethodshinhMolecularhBiologyVJ
2007VJcffVJbbiWea 1.4 3

41
tustyJproteinJkinasesjJprimaryJstructureVJgeneJevolutionVJtissueJspecificJexpressionJandJuniqueJ
featuresJofJtheJcatalyticJdomainXJBiochimicahEthBiophysicahActahGenehRegulatoryhMechanismsVJ2006VJ
ageiVJefbWgb

11

40 ymprintingJofJopossumJygfbrJinJtheJabsenceJofJdifferentialJmethylationJandJairXJEpigeneticsVJ2006VJaVJdiWed5.7 26

39 tecodingJtheJfineWscaleJstructureJofJaJbreastJcancerJgenomeJandJtranscriptomeXJGenomehResearchVJ
2006VJafVJcidWdZd 9.7 48

38 shimericJplastidJproteomeJinJtheJvloridaJLredJtideLJdinoflagellateJKareniaJbrevisXJMolecularhBiologyh
andhEvolutionVJ2006VJbcVJbZbfWch 8.3 93
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37 βrimateWspecificJevolutionJofJanJ’t’RJenhancerXJGenomehBiologyVJ2006VJgVJRfh 18.3 15

36 qJregulatoryJSôβJcausesJaJhumanJgeneticJdiseaseJbyJcreatingJaJnewJtranscriptionalJpromoterXJ
ScienceVJ2006VJcabVJabaeWg 33.3 224

35
TheJmammalianJalphatWglobinJgeneJlineageJandJaJnewJmodelJforJtheJmolecularJevolutionJofJ
alphaWglobinJgeneJclustersJatJtheJstemJofJtheJmammalianJradiationXJMolecularhPhylogeneticshandh
EvolutionVJ2006VJchVJdciWdh

4.1 25

34 weneJexpressionJprofilesJofJnormalJhumanJfibroblastsJafterJexposureJtoJionizingJradiationjJaJ
comparativeJstudyJofJlowJandJhighJdosesXJRadiationhResearchVJ2005VJafdVJagWbf 3.1 170

33 ’ossJofJsilentWchromatinJloopingJandJimpairedJimprintingJofJt’XeJinJRettJsyndromeXJNatureh
GeneticsVJ2005VJcgVJcaWdZ 36.3 612

32
qnnotationJofJcisWregulatoryJelementsJbyJidentificationVJsubclassificationVJandJfunctionalJ
assessmentJofJmultispeciesJconservedJsequencesXJProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmericaVJ2005VJaZbVJihcZWe

11.5 112

31 xaplotypesJinJtheJqβüqaWscWqdWqeJgeneJclusterJaffectJplasmaJlipidsJinJbothJhumansJandJbaboonsXJ
HumanhMolecularhGeneticsVJ2004VJacVJaZdiWef 5.6 24

30 TheJtôqJsequenceJandJcomparativeJanalysisJofJhumanJchromosomeJeXJNatureVJ2004VJdcaVJbfhWgd 50.4 86

29 qJgenomeWwideJscreenJidentifiesJaJsingleJbetaWdefensinJgeneJclusterJinJtheJchickenjJimplicationsJforJ
theJoriginJandJevolutionJofJmammalianJdefensinsXJBMChGenomicsVJ2004VJeVJef 4.5 225

28 sharacterizationJofJtheJdogJqgoutiJgeneJandJaJnonagoutimutationJinJwermanJShepherdJtogsXJ
MammalianhGenomeVJ2004VJaeVJgihWhZh 3.2 84

27 sonvergentJevolutionJinJprimatesJandJanJinsectivoreXJGenomicsVJ2004VJhcVJaiWbc 4.3 7

26 viftyJmicrodeletionsJamongJaabJcasesJofJSotosJsyndromejJlowJcopyJrepeatsJpossiblyJmediateJtheJ
commonJdeletionXJHumanhMutationVJ2003VJbbVJcghWhg 4.7 108

25 somparativeJandJfunctionalJanalysisJofJcardiovascularWrelatedJgenesXJPharmacogenomicsVJ2003VJdVJegaWhb2.6 1
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