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Functional characterization of various algal carotenoid ketolases reveals that ketolating zeaxanthin

efficiently is essential for high production of astaxanthin in transgenic Arabidopsis. Journal of
Experimental Botany, 2011, 62, 3659-3669.
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Metabolic and transcriptomic analysis of two Cucurbita moschata germplasms throughout fruit
development. BMC Genomics, 2020, 21, 365.
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Heterologous WRKY and NAC transcription factors triggered resistance in Nicotiana benthamiana.
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Characterization of Starch in <i>Cucurbita moschata</i> Germplasms throughout Fruit Development. 5.9 ;
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QTL mapping, whole genome resequencing, and marker&€assisted selection provide basics of early

flowering in pumpkin. Plant Breeding, 2022, 141, 266-276.




