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m Paper IF Citations

116 tnMintegratedMencyclopediaMofMwNtMelementsMinMtheMhumanMgenomeaMNatureYM2012YMgklYMhj_jg 50.4 11449

115 tMglobalMreferenceMforMhumanMgeneticMvariationaMNatureYM2015YMheiYMik_jg 50.4 8599

114 TheMvariantMcallMformatMandMVvytoolsaMBioinformaticsYM2011YMejYMedhi_k 7.2 6200

113 tMmapMofMhumanMgenomeMvariationMfromMpopulation_scaleMsequencingaMNatureYM2010YMgijYMdcid_jf 50.4 6142

112 tnMintegratedMmapMofMgeneticMvariationMfromMdYcleMhumanMgenomesaMNatureYM2012YMgldYMhi_ih 50.4 6049

111 TheMzebrafishMreferenceMgenomeMsequenceMandMitsMrelationshipMtoMtheMhumanMgenomeaMNatureYM2013YM
gliYMglk_hcf 50.4 2550

110 TrackingMtheMxvolutionMofMNon_Small_vellMLungMvanceraMNewnEnglandnJournalnofnMedicineYM2017YMfjiYMedcl_eded59.2 1156

109 xnsemblMecdgaMNucleicnAcidsnResearchYM2014YMgeYMwjgl_hh 20.1 1087

108 tMuserTsMguideMtoMtheMencyclopediaMofMwNtMelementsMUxNvOwxVaMPLoSnBiologyYM2011YMlYMedccdcgi 9.7 1060

107 tMcomparativeMencyclopediaMofMwNtMelementsMinMtheMmouseMgenomeaMNatureYM2014YMhdhYMfhh_ig 50.4 1026

106 tMhigh_resolutionMmapMofMhumanMevolutionaryMconstraintMusingMelMmammalsaMNatureYM2011YMgjkYMgji_ke 50.4 802

105 xnsemblMecdeaMNucleicnAcidsnResearchYM2012YMgcYMwkg_lc 20.1 798

104 xnsemblMecdfaMNucleicnAcidsnResearchYM2013YMgdYMwgk_hh 20.1 797

103 PhylogeneticMctwNtManalysisMdepictsMearly_stageMlungMcancerMevolutionaMNatureYM2017YMhghYMggi_ghd 50.4 796

102 xnsemblMecclaMNucleicnAcidsnResearchYM2009YMfjYMwilc_j 20.1 692

101 xnsemblMeccjaMNucleicnAcidsnResearchYM2007YMfhYMwidc_j 20.1 669

100 xnsemblMecddaMNucleicnAcidsnResearchYM2011YMflYMwkcc_i 20.1 590
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99 weconstructSigsmMdelineatingMmutationalMprocessesMinMsingleMtumorsMdistinguishesMwNtMrepairM
deficienciesMandMpatternsMofMcarcinomaMevolutionaMGenomenBiologyYM2016YMdjYMfd 18.3 571

98 tllele_SpecificM LtMLossMandMImmuneMxscapeMinMLungMvancerMxvolutionaMCellYM2017YMdjdYMdehl_dejdaedd 56.2 541

97 tMuayesianMdeconvolutionMstrategyMforMimmunoprecipitation_basedMwNtMmethylomeManalysisaM
NaturenBiotechnologyYM2008YMeiYMjjl_kh 44.5 533

96 InsightsMintoMhominidMevolutionMfromMtheMgorillaMgenomeMsequenceaMNatureYM2012YMgkfYMdil_jh 50.4 517

95 SequencingMofMtheMseaMlampreyMUPetromyzonMmarinusVMgenomeMprovidesMinsightsMintoMvertebrateM
evolutionaMNaturenGeneticsYM2013YMghYMgdh_edYMgeded_e 36.3 465

94 tMhierarchicalMunsupervisedMgrowingMneuralMnetworkMforMclusteringMgeneMexpressionMpatternsaM
BioinformaticsYM2001YMdjYMdei_fi 7.2 465

93 vomparativeMandMdemographicManalysisMofMorang_utanMgenomesaMNatureYM2011YMgilYMhel_ff 50.4 431

92 xnsemblMecckaMNucleicnAcidsnResearchYM2008YMfiYMwjcj_dg 20.1 408

91 VariationMinMgenome_wideMmutationMratesMwithinMandMbetweenMhumanMfamiliesaMNaturenGeneticsYM
2011YMgfYMjde_g 36.3 404

90 xnsemblMecchaMNucleicnAcidsnResearchYM2005YMffYMwggj_hf 20.1 363

89 Neoantigen_directedMimmuneMescapeMinMlungMcancerMevolutionaMNatureYM2019YMhijYMgjl_gkh 50.4 358

88 Multi_platformMnext_generationMsequencingMofMtheMdomesticMturkeyMUMeleagrisMgallopavoVmMgenomeM
assemblyMandManalysisaMPLoSnBiologyYM2010YMkYMedcccgjh 9.7 311

87 TheMdraftMgenomesMofMsoft_shellMturtleMandMgreenMseaMturtleMyieldMinsightsMintoMtheMdevelopmentMandM
evolutionMofMtheMturtle_specificMbodyMplanaMNaturenGeneticsYM2013YMghYMjcd_jci 36.3 299

86 ycMxffectorMyunctionMvontributesMtoMtheMtctivityMofM umanMtnti_vTLt_gMtntibodiesaMCancernCellYM
2018YMffYMigl_iifaeg 24.3 296

85 IntegrativeMannotationMofMvariantsMfromMdcleMhumansmMapplicationMtoMcancerMgenomicsaMScienceYM2013
YMfgeYMdefhhkj 33.3 281

84 weterministicMxvolutionaryMTrajectoriesMInfluenceMPrimaryMTumorMzrowthmMTRtvxRxMRenalaMCellYM
2018YMdjfYMhlh_idcaedd 56.2 268

83 IntegratingMsequenceMandMarrayMdataMtoMcreateManMimprovedMdcccMzenomesMProjectMhaplotypeM
referenceMpanelaMNaturenCommunicationsYM2014YMhYMflfg 17.4 253

82 zibbonMgenomeMandMtheMfastMkaryotypeMevolutionMofMsmallMapesaMNatureYM2014YMhdfYMdlh_ecd 50.4 241

(2014-2016)
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81 TheMduckMgenomeMandMtranscriptomeMprovideMinsightMintoManMavianMinfluenzaMvirusMreservoirMspeciesaM
NaturenGeneticsYM2013YMghYMjji_jkf 36.3 240

80 xnsemblTsMdcthMyearaMNucleicnAcidsnResearchYM2010YMfkYMwhhj_ie 20.1 240

79 yc_OptimizedMtnti_vwehMwepletesMTumor_InfiltratingMRegulatoryMTMvellsMandMSynergizesMwithMPw_dM
ulockadeMtoMxradicateMxstablishedMTumorsaMImmunityYM2017YMgiYMhjj_hki 32.3 225

78 xnredoMandMPecanmMgenome_wideMmammalianMconsistency_basedMmultipleMalignmentMwithMparalogsaM
GenomenResearchYM2008YMdkYMdkdg_ek 9.7 218

77 TheMdcccMzenomesMProjectmMdataMmanagementMandMcommunityMaccessaMNaturenMethodsYM2012YMlYMghl_ie 21.6 202

76 PrinciplesMofMregulatoryMinformationMconservationMbetweenMmouseMandMhumanaMNatureYM2014YMhdhYMfjd_fjh50.4 190

75 xnsemblMcomparativeMgenomicsMresourcesaMDatabase:nthenJournalnofnBiologicalnDatabasesnandn
CurationYM2016YMecdiYM 5 186

74 TheMcommonMmarmosetMgenomeMprovidesMinsightMintoMprimateMbiologyMandMevolutionaMNaturen
GeneticsYM2014YMgiYMkhc_j 36.3 179

73 Meta_analysisMofMtumor_MandMTMcell_intrinsicMmechanismsMofMsensitizationMtoMcheckpointMinhibitionaM
CellYM2021YMdkgYMhli_idgaedg 56.2 144

72 zenomeMsequenceMofManMtustralianMkangarooYMMacropusMeugeniiYMprovidesMinsightMintoMtheMevolutionM
ofMmammalianMreproductionMandMdevelopmentaMGenomenBiologyYM2011YMdeYMRkd 18.3 142

71 zxPtSmMtMweb_basedMresourceMforMmicroarrayMgeneMexpressionMdataManalysisaMNucleicnAcidsnResearchYM
2003YMfdYMfgid_j 20.1 139

70 zenome_wideMnucleotide_levelMmammalianMancestorMreconstructionaMGenomenResearchYM2008YMdkYMdkel_gf9.7 136

69 vurrentMMethodsMforMtutomatedMyilteringMofMMultipleMSequenceMtlignmentsMyrequentlyMWorsenM
Single_zeneMPhylogeneticMInferenceaMSystematicnBiologyYM2015YMigYMjjk_ld 8.4 129

68 xnsemblMzenomesmMextendingMxnsemblMacrossMtheMtaxonomicMspaceaMNucleicnAcidsnResearchYM2010YM
fkYMwhif_l 20.1 127

67  fafMvooperatesMwithMTrphfMLossMandMPwzyRtMzainMinMMouseMxmbryonicMNeuralMProgenitorMvellsMtoM
InduceMInvasiveM igh_zradeMzliomasaMCancernCellYM2017YMfeYMikg_jccael 24.3 121

66 xxtendingMreferenceMassemblyMmodelsaMGenomenBiologyYM2015YMdiYMdf 18.3 107

65 NextMstationMinMmicroarrayMdataManalysismMzxPtSaMNucleicnAcidsnResearchYM2006YMfgYMWgki_ld 20.1 101

64 tnnotatedMdraftMgenomicMsequenceMfromMaMStreptococcusMpneumoniaeMtypeMdlyMclinicalMisolateaM
MicrobialnDrugnResistanceYM2001YMjYMll_deh 2.9 94
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63 IdentificationMofMgenesMinvolvedMinMresistanceMtoMinterferon_alphaMinMcutaneousMT_cellMlymphomaaM
AmericannJournalnofnPathologyYM2002YMdidYMdkeh_fj 5.8 91

62 zeneMexpressionMdataMpreprocessingaMBioinformaticsYM2003YMdlYMihh_i 7.2 79

61 zxPtSYManMexperiment_orientedMpipelineMforMtheManalysisMofMmicroarrayMgeneMexpressionMdataaM
NucleicnAcidsnResearchYM2005YMffYMWidi_ec 20.1 79

60 SpatialMheterogeneityMofMtheMTMcellMreceptorMrepertoireMreflectsMtheMmutationalMlandscapeMinMlungM
canceraMNaturenMedicineYM2019YMehYMdhgl_dhhl 50.5 78

59 tlignathonmMaMcompetitiveMassessmentMofMwhole_genomeMalignmentMmethodsaMGenomenResearchYM
2014YMegYMecjj_kl 9.7 74

58 TheM US McomplexMcooperatesMwithMTRIMekMtoMrepressMyoungMretrotransposonsMandMnewMgenesaM
GenomenResearchYM2018YMekYMkfi_kgh 9.7 72

57 tnalysisMofMvariationMatMtranscriptionMfactorMbindingMsitesMinMwrosophilaMandMhumansaMGenomenBiology
YM2012YMdfYMRgl 18.3 71

56 eyORzxmMtMToolMforMIdentifyingMvellMType_SpecificMSignalMinMxpigenomicMwataaMCellnReportsYM2016YMdjYMedfj_edhc10.6 70

55  erpesvirusesMshapeMtumourMmicroenvironmentMthroughMexosomalMtransferMofMviralMmicroRNtsaM
PLoSnPathogensYM2017YMdfYMedcciheg 7.6 56

54 TtLxN_MediatedMInactivationMofMPw_dMinMTumor_ReactiveMLymphocytesMPromotesMIntratumoralMT_cellM
PersistenceMandMRejectionMofMxstablishedMTumorsaMCancernResearchYM2016YMjiYMeckj_lf 10.1 55

53 RNtcentralmMtMvisionMforManMinternationalMdatabaseMofMRNtMsequencesaMRnaYM2011YMdjYMdlgd_i 5.8 54

52 TheMpigMXMandMYMvhromosomesmMstructureYMsequenceYMandMevolutionaMGenomenResearchYM2016YMeiYMdfc_l 9.7 53

51 z_tractMRNtMremovesMPolycombMrepressiveMcomplexMeMfromMgenesaMNaturenStructuralnandnMolecularn
BiologyYM2019YMeiYMkll_lcl 17.6 49

50 KtPdMregulatesMendogenousMretrovirusesMinMadultMhumanMcellsMandMcontributesMtoMinnateMimmuneM
controlaMEMBOnReportsYM2018YMdlYM 6.5 49

49 zenome_wideMcomparativeManalysisMrevealsMhuman_mouseMregulatoryMlandscapeMandMevolutionaMBMCn
GenomicsYM2015YMdiYMkj 4.5 46

48
tM umanMIPSMModelMImplicatesMxmbryonicMu_MyeloidMyateMRestrictionMasMwevelopmentalM
SusceptibilityMtoMu´ tcuteMLymphoblasticMLeukemia_tssociatedMxTVi_RUNXdaMDevelopmentalnCellYM
2018YMggYMfie_fjjaej

10.2 46

47 NewMchallengesMinMgeneMexpressionMdataManalysisMandMtheMextendedMzxPtSaMNucleicnAcidsnResearchYM
2004YMfeYMWgkh_ld 20.1 44

46 uioinformaticsMmethodsMforMtheManalysisMofMexpressionMarraysmMdataMclusteringMandMinformationM
extractionaMJournalnofnBiotechnologyYM2002YMlkYMeil_kf 3.7 44

(2002-2002)
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45 SequenceMprogressiveMalignmentYMaMframeworkMforMpracticalMlarge_scaleMprobabilisticMconsistencyM
alignmentaMBioinformaticsYM2009YMehYMelh_fcd 7.2 42

44 vombiningMhierarchicalMclusteringMandMself_organizingMmapsMforMexploratoryManalysisMofMgeneM
expressionMpatternsaMJournalnofnProteomenResearchYM2002YMdYMgij_jc 5.6 40

43 TheMTMcellMdifferentiationMlandscapeMisMshapedMbyMtumourMmutationsMinMlungMcanceraMNaturenCancerYM
2020YMdYMhgi_hid 15.4 37

42 xnhancerMaccessibilityMandMvTvyMoccupancyMunderlieMasymmetricMTtwMarchitectureMandMcellMtypeM
specificMgenomeMtopologyaMNaturenCommunicationsYM2019YMdcYMelck 17.4 36

41 e ivemManMartificialMintelligenceMworkflowMsystemMforMgenomicManalysisaMBMCnBioinformaticsYM2010YMddYMegc3.6 36

40 IntratumouralMevolutionaryMlandscapeMofMhigh_riskMprostateMcancermMtheMPROzxNYMstudyMofMgenomicM
andMimmuneMparametersaMAnnalsnofnOncologyYM2017YMekYMegje_egkc 10.3 35

39 zlioblastomasMacquireMmyeloid_affiliatedMtranscriptionalMprogramsMviaMepigeneticMimmunoeditingMtoM
elicitMimmuneMevasionaMCellYM2021YMdkgYMeghg_egjcaeei 56.2 35

38 tMclonalMexpressionMbiomarkerMassociatesMwithMlungMcancerMmortalityaMNaturenMedicineYM2019YMehYMdhgc_dhgk50.5 34

37 UsingMaMzeneticMtlgorithmMandMaMPerceptronMforMyeatureMSelectionMandMSupervisedMvlassMLearningMinM
wNtMMicroarrayMwataaMArtificialnIntelligencenReviewYM2003YMecYMfl_hd 9.7 28

36 vlonalMxvolutionaryMtnalysisMduringM xReMulockadeMinM xRe_PositiveMInflammatoryMureastMvancermMtM
PhaseMIIMOpen_LabelMvlinicalMTrialMofMtfatinibMXb_MVinorelbineaMPLoSnMedicineYM2016YMdfYMedccedfi 11.6 25

35 zeneticMvariantsMalterMT_betMbindingMandMgeneMexpressionMinMmucosalMinflammatoryMdiseaseaMPLoSn
GeneticsYM2017YMdfYMedccihkj 6 24

34 SaturationManalysisMforMwhole_genomeMbisulfiteMsequencingMdataaMNaturenBiotechnologyYM2016YMfgYMild_ilf44.5 23

33 xscapeMfromMnonsense_mediatedMdecayMassociatesMwithManti_tumorMimmunogenicityaMNaturen
CommunicationsYM2020YMddYMfkcc 17.4 21

32 vomparingMbacterialMgenomesMthroughMconservationMprofilesaMGenomenResearchYM2003YMdfYMlld_k 9.7 20

31 PersonalMzenomeMProjectMUKMUPzP_UKVmMaMresearchMandMcitizenMscienceMhybridMprojectMinMsupportMofM
personalizedMmedicineaMBMCnMedicalnGenomicsYM2018YMddYMdck 3.7 20

30 zenomeMsequenceMofManMtustralianMkangarooYMMacropusMeugeniiYMprovidesMinsightMintoMtheMevolutionM
ofMmammalianMreproductionMandMdevelopmentM2011YMdeYMgdg 18

29 wecipheringMzeneticMIntratumorM eterogeneityMandMItsMImpactMonMvancerMxvolutionaMAnnualnReviewn
ofnCancernBiologyYM2017YMdYMeef_egc 13.3 16

28 tMf_wayMhybridMapproachMtoMgenerateMaMnewMhigh_qualityMchimpanzeeMreferenceMgenomeM
UPan_tro_facVaMGigaScienceYM2017YMiYMd_i 7.6 16
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27 ncRNtMorthologiesMinMtheMvertebrateMlineageaMDatabase:nthenJournalnofnBiologicalnDatabasesnandn
CurationYM2016YMecdiYM 5 14

26 TranscriptSNPViewmMaMgenome_wideMcatalogMofMmouseMcodingMvariationaMNaturenGeneticsYM2006YMfkYMkhf 36.3 14

25 SupervisedMNeuralMNetworksMforMvlusteringMvonditionsMinMwNtMtrrayMwataMtfterMReducingMNoiseMbyM
vlusteringMzeneMxxpressionMProfilesM2002YMld_dcf 14

24
Marrow_InfiltratingMRegulatoryMTMvellsMvorrelateMwithMtheMPresenceMofMwysfunctionalMvwgPw_dMvellsM
andMInferiorMSurvivalMinMPatientsMwithMNewlyMwiagnosedMMultipleMMyelomaaMClinicalnCancernResearchYM
2020YMeiYMfggf_fghg

12.9 12

23 _weficientMT_cellMtcuteMLymphoblasticMLeukemiaMIsMSensitizedMtoMv KdMInhibitionMthroughMxnhancedM
ReplicationMStressaMCancernDiscoveryYM2020YMdcYMllk_dcdj 24.4 10

22 vORtLINtmMaMuniversalMmethodMforMtheMgenerationMofMgRNtMlibrariesMforMvRISPR_basedMscreeningaM
BMCnGenomicsYM2016YMdjYMldj 4.5 10

21 RNt_seqMofMnewlyMdiagnosedMpatientsMinMtheMPtwIMtvMstudyMleadsMtoMaMbortezomibblenalidomideM
decisionMsignatureaMBloodYM2018YMdfeYMedhg_edih 2.2 10

20 QuantificationMofMtumourMevolutionMandMheterogeneityMviaMuayesianMepialleleMdetectionaMBMCn
BioinformaticsYM2017YMdkYMfhg 3.6 9

19 tnMapproachMtoMinferringMtranscriptionalMregulationMamongMgenesMfromMlarge_scaleMexpressionMdataaM
ComparativenandnFunctionalnGenomicsYM2003YMgYMdgk_hg 9

18
ImprovedMvlassMPredictionMinMwNtMMicroarrayMzeneMxxpressionMwataMbyMUnsupervisedMReductionMofM
theMwimensionalityMfollowedMbyMSupervisedMLearningMwithMaMPerceptronaMJournalnofnSignalnProcessingn
SystemsYM2003YMfhYMegh_ehf

8

17 vonsiderationsMforMtheMinclusionMofMexMmammalianMgenomesMinMphylogeneticManalysesaMGenomen
BiologyYM2011YMdeYMgcd 18.3 7

16 PhylogeneticMIdentificationMandMyunctionalMvharacterizationMofMOrthologsMandMParalogsMacrossM
 umanYMMouseYMylyYMandMWorm 7

15 TheMPersonalMzenomeMProject_UKYManMopenMaccessMresourceMofMhumanMmulti_omicsMdataaMScientificn
DataYM2019YMiYMehj 8.2 6

14 tMnovelMrequirementMforMwROS tMinMmaintenanceMofMmammalianMvzMmethylationaMNucleicnAcidsn
ResearchYM2017YMghYMlflk_lgde 20.1 5

13 vhemotherapyMinducesMcanalizationMofMcellMstateMinMchildhoodMu_cellMprecursorMacuteMlymphoblasticM
leukemiaaMNaturenCancerYM2021YMeYMkfh_khe 15.4 5

12 NascentMRNtMantagonizesMtheMinteractionMofMaMsetMofMregulatoryMproteinsMwithMchromatinaMMolecularn
CellYM2021YMkdYMelgg_elhlaedc 17.6 5

11 UsingMwNtMsequencingMdataMtoMquantifyMTMcellMfractionMandMtherapyMresponseaMNatureYM2021YMhljYMhhh_hic50.4 5

10 zenome_wideMcomparativeManalysisMrevealsMhuman_MmouseMregulatoryMlandscapeMandMevolution 3

(-2016)
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9 IncorporatingMalignmentMuncertaintyMintoMyelsensteinTsMphylogeneticMbootstrapMtoMimproveMitsM
reliabilityaMBioinformaticsYM2019YM 7.2 2

8
IncreasedMImmune_RegulatoryMReceptorMxxpressionMonMxffectorMTMvellsMasMxarlyMIndicatorsMofM
RelapseMyollowingMtutologousMStemMvellMTransplantationMforMMultipleMMyelomaaMFrontiersninn
ImmunologyYM2021YMdeYMidkidc

8.4 2

7
UsingMPerceptronsMforMSupervisedMvlassificationMofMwNtMMicroarrayMSamplesmMObtainingMtheMOptimalM
LevelMofMInformationMandMyindingMwifferentiallyMxxpressedMzenesaMLecturenNotesninnComputernScienceYM
2002YMhjj_hke

0.9 1

6 xscapeMfromMnonsenseMmediatedMdecayMassociatesMwithManti_tumorMimmunogenicity 1

5 PzP_UKmMaMresearchMandMcitizenMscienceMhybridMprojectMinMsupportMofMpersonalizedMmedicine 1

4 tequatusmManMopen_sourceMhomologyMbrowseraMGigaScienceYM2018YMjYM 7.6 1

3 zenomevhroniclermMTheMPersonalMzenomeMProjectMUKMzenomicMReportMzeneratorMPipelineaMFrontiersn
innGeneticsYM2020YMddYMhdkigg 4.5 0

2 Single_vellMtnalysisMofMvlonalMwynamicsMinMvhildhoodMtLLMRevealsMaMKeyMRoleMforMTranscriptionalM
IntratumorM eterogeneityMinMwrivingMResistanceMtoMvhemotherapyaMBloodYM2016YMdekYMici_ici 2.2

1 zenerationMofMaMcancerMtestisMantigenMmvherryMreporterM vTddiMcolorectalMcarcinomaMcellMlineaM
HeliyonYM2018YMgYMecckhk 3.6
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