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l Paper IF Citations

132 rNxSukKrnalysisKofKNextKxenerationKSequencingKuataYKBMCiBioinformaticsWK2014WKbfWKdfg 3.6 1087

131 xenotypeKandKSNPKcallingKfromKnextXgenerationKsequencingKdataYKNatureiReviewsiGeneticsWK2011WK
bcWKeedXfb 30.1 959

130 UpperKPalaeolithicKSiberianKgenomeKrevealsKdualKancestryKofKNativeKrmericansYKNatureWK2014WKfafWKihXjb50.4 581

129 rncientKhumanKgenomeKsequenceKofKanKextinctKPalaeoXvskimoYKNatureWK2010WKegdWKhfhXgc 50.4 567

128 RecalibratingKvquusKevolutionKusingKtheKgenomeKsequenceKofKanKearlyKMiddleKPleistoceneKhorseYK
NatureWK2013WKejjWKheXi 50.4 563

127 rnKrboriginalKrustralianKgenomeKrevealsKseparateKhumanKdispersalsKintoKrsiaYKScienceWK2011WKddeWKjeXi 33.3 528

126 LowKphysicalKactivityKaccentuatesKtheKeffectKofKtheKwTOKrsjjdjgajKpolymorphismKonKbodyKfatK
accumulationYKDiabetesWK2008WKfhWKjfXbab 0.9 386

125 TheKgenomeKofKaKLateKPleistoceneKhumanKfromKaKtlovisKburialKsiteKinKwesternKMontanaYKNatureWK
2014WKfagWKccfXj 50.4 357

124 xeneticKvariantKnearKzRSbKisKassociatedKwithKtypeKcKdiabetesWKinsulinKresistanceKandK
hyperinsulinemiaYKNatureiGeneticsWK2009WKebWKbbbaXf 36.3 356

123 POPULrTzONKxvNvTztSYKxenomicKevidenceKforKtheKPleistoceneKandKrecentKpopulationKhistoryKofK
NativeKrmericansYKScienceWK2015WKdejWKaabdiie 33.3 317

122 xreenlandicKznuitKshowKgeneticKsignaturesKofKdietKandKclimateKadaptationYKScienceWK2015WKdejWKbdedXh 33.3 298

121 vstimatingKindividualKadmixtureKproportionsKfromKnextKgenerationKsequencingKdataYKGeneticsWK2013WK
bjfWKgjdXhac 4 270

120 rKgenomicKhistoryKofKrboriginalKrustraliaYKNatureWK2016WKfdiWKcahXcbe 50.4 268

119 ResequencingKofKcaaKhumanKexomesKidentifiesKanKexcessKofKlowXfrequencyKnonXsynonymousKcodingK
variantsYKNatureiGeneticsWK2010WKecWKjgjXhc 36.3 264

118 rKcommonKxreenlandicKTstbueKvariantKconfersKmuscleKinsulinKresistanceKandKtypeKcKdiabetesYK
NatureWK2014WKfbcWKbjaXd 50.4 258

117 SNPKcallingWKgenotypeKcallingWKandKsampleKalleleKfrequencyKestimationKfromKNewXxenerationK
SequencingKdataYKPLoSiONEWK2012WKhWKedhffi 3.7 242

116 PaleogenomicsYKxenomicKstructureKinKvuropeansKdatingKbackKatKleastKdgWcaaKyearsYKScienceWK2014WK
degWKbbbdXi 33.3 232
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115 rscertainmentKbiasesKinKSNPKchipsKaffectKmeasuresKofKpopulationKdivergenceYKMoleculariBiologyiandi
EvolutionWK2010WKchWKcfdeXeh 8.3 232

114
StudiesKofKassociationKofKvariantsKnearKtheKyyvXWKtuKNcrZsWKandKzxwcsPcKgenesKwithKtypeKcK
diabetesKandKimpairedKinsulinKreleaseKinKbaWhafKuanishKsubjectskKvalidationKandKextensionKofK
genomeXwideKassociationKstudiesYKDiabetesWK2007WKfgWKdbafXbb

0.9 207

113 TheKgeneticKprehistoryKofKtheKNewKWorldKrrcticYKScienceWK2014WKdefWKbcffidc 33.3 204

112 PrehistoricKgenomesKrevealKtheKgeneticKfoundationKandKcostKofKhorseKdomesticationYKProceedingsiofi
theiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaWK2014WKbbbWKvfggbXj 11.5 197

111 TerminalKPleistoceneKrlaskanKgenomeKrevealsKfirstKfoundingKpopulationKofKNativeKrmericansYK
NatureWK2018WKffdWKcadXcah 50.4 178

110 rncientKgenomesKshowKsocialKandKreproductiveKbehaviorKofKearlyKUpperKPaleolithicKforagersYK
ScienceWK2017WKdfiWKgfjXggc 33.3 160

109 TheKancestryKandKaffiliationsKofKKennewickKManYKNatureWK2015WKfcdWKeffXefi 50.4 157

108 rncientKgenomesKrevisitKtheKancestryKofKdomesticKandKPrzewalskiRsKhorsesYKScienceWK2018WKdgaWKbbbXbbe 33.3 153

107 rncientKgenomicKchangesKassociatedKwithKdomesticationKofKtheKhorseYKScienceWK2017WKdfgWKeecXeef 33.3 149

106 QuantifyingKpopulationKgeneticKdifferentiationKfromKnextXgenerationKsequencingKdataYKGeneticsWK
2013WKbjfWKjhjXjc 4 141

105 talculationKofKTajimaRsKuKandKotherKneutralityKtestKstatisticsKfromKlowKdepthKnextXgenerationK
sequencingKdataYKBMCiBioinformaticsWK2013WKbeWKcij 3.6 140

104 znferringKPopulationKStructureKandKrdmixtureKProportionsKinKLowXuepthKNxSKuataYKGeneticsWK2018WK
cbaWKhbjXhdb 4 139

103
TheKxtKRKrshiaajeKpolymorphismKisKassociatedKwithKelevatedKfastingKserumKtriacylglycerolWK
reducedKfastingKandKOxTTXrelatedKinsulinaemiaWKandKreducedKriskKofKtypeKcKdiabetesYKDiabetologiaWK
2008WKfbWKhaXf

10.3 137

102 SpeciationKwithKgeneKflowKinKequidsKdespiteKextensiveKchromosomalKplasticityYKProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaWK2014WKbbbWKbigffXga 11.5 133

101 vstimationKofKalleleKfrequencyKandKassociationKmappingKusingKnextXgenerationKsequencingKdataYK
BMCiBioinformaticsWK2011WKbcWKcdb 3.6 126

100 WeightingKsequenceKvariantsKbasedKonKtheirKannotationKincreasesKpowerKofKwholeXgenomeK
associationKstudiesYKNatureiGeneticsWK2016WKeiWKdbeXh 36.3 123

99 xenomicKrnalysesKfromKNonXinvasiveKPrenatalKTestingKRevealKxeneticKrssociationsWKPatternsKofK
ViralKznfectionsWKandKthineseKPopulationKyistoryYKCellWK2018WKbhfWKdehXdfjYebe 56.2 123

98 uarwinianKandKdemographicKforcesKaffectingKhumanKproteinKcodingKgenesYKGenomeiResearchWK2009WK
bjWKidiXej 9.7 122

(2009-2010)
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97
rssociationKtestingKofKnovelKtypeKcKdiabetesKriskKallelesKinKtheKαrZwbWKtutbcdZtrMKbuWKTSPrNiWK
TyrurWKrurMTSjWKandKNOTtycKlociKwithKinsulinKreleaseWKinsulinKsensitivityWKandKobesityKinKaK
populationXbasedKsampleKofKeWfbgKglucoseXtolerantKmiddleXagedKuanesYKDiabetesWK2008WKfhWKcfdeXea

0.9 116

96 vvolutionaryKxenomicsKandKtonservationKofKtheKvndangeredKPrzewalskiRsKyorseYKCurrentiBiologyWK
2015WKcfWKcfhhXid 6.3 115

95 WholeXexomeKsequencingKofKcWaaaKuanishKindividualsKandKtheKroleKofKrareKcodingKvariantsKinKtypeKcK
diabetesYKAmericaniJournaliofiHumaniGeneticsWK2013WKjdWKbahcXig 11 109

94 NaturalKselectionKaffectsKmultipleKaspectsKofKgeneticKvariationKatKputativelyKneutralKsitesKacrossKtheK
humanKgenomeYKPLoSiGeneticsWK2011WKhWKebaacdcg 6 107

93 vxomeKsequencingXdrivenKdiscoveryKofKcodingKpolymorphismsKassociatedKwithKcommonKmetabolicK
phenotypesYKDiabetologiaWK2013WKfgWKcjiXdba 10.3 102

92 TheKoriginKandKevolutionKofKmaizeKinKtheKSouthwesternKUnitedKStatesYKNatureiPlantsWK2015WKbWKbeaad 11.5 99

91 LossXofXfunctionKvariantsKinKrutYdKincreaseKriskKofKobesityKandKtypeKcKdiabetesYKNatureiGeneticsWK
2018WKfaWKbhcXbhe 36.3 97

90 NextXgenerationKbiologykKSequencingKandKdataKanalysisKapproachesKforKnonXmodelKorganismsYK
MarineiGenomicsWK2016WKdaWKdXbd 1.9 97

89 StudiesKofKtheKrelationshipKbetweenKtheKvNPPbKKbcbQKpolymorphismKandKtypeKcKdiabetesWKinsulinK
resistanceKandKobesityKinKhWdddKuanishKwhiteKsubjectsYKDiabetologiaWK2006WKejWKcajhXbae 10.3 91

88
TrackingKtheKoriginsKofKYakutianKhorsesKandKtheKgeneticKbasisKforKtheirKfastKadaptationKtoKsubarcticK
environmentsYKProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaWK2015
WKbbcWKvgiijXjh

11.5 89

87 NaturalKselectionKandKtheKdistributionKofKidentityXbyXdescentKinKtheKhumanKgenomeYKGeneticsWK2010WK
bigWKcjfXdai 4 75

86 RelatednessKmappingKandKtractsKofKrelatednessKforKgenomeXwideKdataKinKtheKpresenceKofKlinkageK
disequilibriumYKGeneticiEpidemiologyWK2009WKddWKcggXhe 2.6 73

85 xeneticKarchitectureKofKvitaminKsbcKandKfolateKlevelsKuncoveredKapplyingKdeeplyKsequencedKlargeK
datasetsYKPLoSiGeneticsWK2013WKjWKebaadfda 6 72

84 rrchaicKrdaptiveKzntrogressionKinKTsXbfZWrRScYKMoleculariBiologyiandiEvolutionWK2017WKdeWKfajXfce 8.3 63

83 TwoKancientKhumanKgenomesKrevealKPolynesianKancestryKamongKtheKindigenousKsotocudosKofK
srazilYKCurrentiBiologyWK2014WKceWKRbadfXh 6.3 62

82 UncoveringKtheKgeneticKhistoryKofKtheKpresentXdayKxreenlandicKpopulationYKAmericaniJournaliofi
HumaniGeneticsWK2015WKjgWKfeXgj 11 61

81 vstimatingKinbreedingKcoefficientsKfromKNxSKdatakKzmpactKonKgenotypeKcallingKandKalleleKfrequencyK
estimationYKGenomeiResearchWK2013WKcdWKbifcXgb 9.7 59

80 uetectionKofKinternalKNhXmethylguanosineKSmhxTKRNrKmodificationsKbyKmutationalKprofilingK
sequencingYKNucleiciAcidsiResearchWK2019WKehWKebcg 20.1 57
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79 LargeKsRtrbKandKsRtrcKgenomicKrearrangementsKinKuanishKhighKriskKbreastXovarianKcancerK
familiesYKBreastiCanceriResearchiandiTreatmentWK2009WKbbfWKdbfXcd 4.4 53

78 tombinedKanalysesKofKcaKcommonKobesityKsusceptibilityKvariantsYKDiabetesWK2010WKfjWKbgghXhd 0.9 51

77 tombinedKanalysisKofKbjKcommonKvalidatedKtypeKcKdiabetesKsusceptibilityKgeneKvariantsKshowsK
moderateKdiscriminativeKvalueKandKnoKevidenceKofKgeneXgeneKinteractionYKDiabetologiaWK2009WKfcWKbdaiXbe10.3 51

76 StudiesKofKtheKcommonKuzOcKThrjcrlaKpolymorphismKandKmetabolicKphenotypesKinKhdecKuanishK
whiteKsubjectsYKJournaliofiClinicaliEndocrinologyiandiMetabolismWK2007WKjcWKdgdXg 5.6 51

75 RelaterdmixkKaKsoftwareKtoolKforKestimatingKrelatednessKbetweenKadmixedKindividualsYK
BioinformaticsWK2014WKdaWKbachXi 7.2 41

74 StudiesKofKtheKassociationKofKtheKxNsdKicftoTKpolymorphismKwithKcomponentsKofKtheKmetabolicK
syndromeKinKwhiteKuanesYKDiabetologiaWK2006WKejWKhfXic 10.3 41

73 zmpactKofKpolymorphismsKinKWwSbKonKprediabeticKphenotypesKinKaKpopulationXbasedKsampleKofK
middleXagedKpeopleKwithKnormalKandKabnormalKglucoseKregulationYKDiabetologiaWK2008WKfbWKbgegXfc 10.3 40

72 PowerfulKznferenceKwithKtheKuXStatisticKonKLowXtoverageKWholeXxenomeKuataYKG3:iGenesyiGenomesyi
GeneticsWK2018WKiWKffbXfgg 3.2 38

71 rKmethodKforKdetectingKzsuKregionsKsimultaneouslyKinKmultipleKindividualsXXwithKapplicationsKtoK
diseaseKgeneticsYKGenomeiResearchWK2011WKcbWKbbgiXia 9.7 38

70 VariationKinKtheKperoxisomeKproliferatorXactivatedKreceptorKdeltaKgeneKinKrelationKtoKcommonK
metabolicKtraitsKinKhWejfKmiddleXagedKwhiteKpeopleYKDiabetologiaWK2007WKfaWKbcabXi 10.3 37

69
StudiesKofKassociationsKbetweenKtheKrrgdijxlyKpolymorphismKofKtheKbetabXadrenergicKreceptorK
geneKSruRsbTKandKhypertensionKandKobesityKinKhghhKuanishKwhiteKsubjectsYKDiabeticiMedicineWK2007WK
ceWKdjcXh

3.5 35

68 PopulationKgenomicsKofKtheKVikingKworldYKNatureWK2020WKfifWKdjaXdjg 50.4 35

67 rssociationKtestingKforKnextXgenerationKsequencingKdataKusingKscoreKstatisticsYKGenetici
EpidemiologyWK2012WKdgWKedaXh 2.6 34

66 NovelKdeKnovoKsRtrcKmutationKinKaKpatientKwithKaKfamilyKhistoryKofKbreastKcancerYKBMCiMedicali
GeneticsWK2008WKjWKfi 2.1 32

65 TheKvffectKofKanKvxtremeKandKProlongedKPopulationKsottleneckKonKPatternsKofKueleteriousK
VariationkKznsightsKfromKtheKxreenlandicKznuitYKGeneticsWK2017WKcafWKhihXiab 4 31

64
rKvariantKinKtheKxgPtcZrstsbbKlocusKisKassociatedKwithKincreasedKfastingKplasmaKglucoseWKincreasedK
basalKhepaticKglucoseKproductionKandKincreasedKinsulinKreleaseKafterKoralKandKintravenousKglucoseK
loadsYKDiabetologiaWK2009WKfcWKcbccXj

10.3 28

63 rlleleKfrequencyXfreeKinferenceKofKcloseKfamilialKrelationshipsKfromKgenotypesKorKlowXdepthK
sequencingKdataYKMoleculariEcologyWK2019WKciWKdfXei 5.7 28

62
TheKXcfaxorKpromoterKvariantKinKhepaticKlipaseKassociatesKwithKelevatedKfastingKserumKhighXdensityK
lipoproteinKcholesterolKmodulatedKbyKinteractionKwithKphysicalKactivityKinKaKstudyKofKbgWbfgKuanishK
subjectsYKJournaliofiClinicaliEndocrinologyiandiMetabolismWK2008WKjdWKccjeXj

5.6 27

(2008-2009)
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61 VariantsKinKtheKfRKregionKofKtheKneuropeptideKYKreceptorKYcKgeneKSNPYcRTKareKassociatedKwithK
obesityKinKfWjhbKwhiteKsubjectsYKDiabetologiaWK2006WKejWKcgfdXi 10.3 27

60 xenomicKdiversityKandKnovelKgenomeXwideKassociationKwithKfruitKmorphologyKinKtapsicumWKfromK
hegkKpolymorphicKsitesYKScientificiReportsWK2019WKjWKbaagh 4.9 25

59 SegregationKdistortionKinKchickenKandKtheKevolutionaryKconsequencesKofKfemaleKmeioticKdriveKinK
birdsYKHeredityWK2010WKbafWKcjaXi 3.6 25

58 VariationKandKassociationKtoKdiabetesKinKcaaaKfullKmtuNrKsequencesKminedKfromKanKexomeKstudyKinK
aKuanishKpopulationYKEuropeaniJournaliofiHumaniGeneticsWK2014WKccWKbaeaXf 5.3 23

57 vstimatingKzsuKtractsKfromKlowKcoverageKNxSKdataYKBioinformaticsWK2016WKdcWKcajgXbac 7.2 23

56 rKsouthernKrfricanKoriginKandKcrypticKstructureKinKtheKhighlyKmobileKplainsKzebraYKNatureiEcologyiandi
EvolutionWK2018WKcWKejbXeji 12.3 21

55 znterleukinXgKautoantibodiesKareKinvolvedKinKtheKpathogenesisKofKaKsubsetKofKtypeKcKdiabetesYK
JournaliofiEndocrinologyWK2010WKcaeWKcgfXhd 4.7 21

54 wunctionalKSOtSbKpolymorphismsKareKassociatedKwithKvariationKinKobesityKinKwhitesYKDiabetesyi
ObesityiandiMetabolismWK2009WKbbWKbjgXcad 6.7 20

53 rncestryXspecificKassociationKmappingKinKadmixedKpopulationsYKGeneticiEpidemiologyWK2019WKedWKfagXfcb 2.6 19

52 TheKvalidationKandKassessmentKofKmachineKlearningkKaKgameKofKpredictionKfromKhighXdimensionalK
dataYKPLoSiONEWK2009WKeWKegcih 3.7 18

51 xeneticKandKenvironmentalKdeterminantsKofKcfXhydroxyvitaminKuKlevelsKinKmultipleKsclerosisYK
MultipleiSclerosisiJournalWK2015WKcbWKbebeXcc 5 17

50 rKcommonKxreenlandicKznuitKsRtrbKRzNxKdomainKfounderKmutationYKBreastiCanceriResearchiandi
TreatmentWK2009WKbbfWKgjXhg 4.4 17

49 xeneticsKofKTypeKcKuiabeteskKtheKPowerKofKzsolatedKPopulationsYKCurrentiDiabetesiReportsWK2016WKbgWKgf 5.6 17

48 fastNxSadmixkKadmixtureKproportionsKandKprincipalKcomponentKanalysisKofKaKsingleKNxSKsampleYK
BioinformaticsWK2017WKddWKdbeiXdbfa 7.2 16

47 zdentificationKofKNovelKxeneticKueterminantsKofKvrythrocyteKMembraneKwattyKrcidKtompositionK
amongKxreenlandersYKPLoSiGeneticsWK2016WKbcWKebaagbbj 6 16

46 wounderKvffectKofKtheKRvTKMutationKinKMultipleKvndocrineKNeoplasiaKcrKinKuenmarkkKrKNationwideK
StudyYKThyroidWK2017WKchWKbfafXbfba 6.2 14

45 TestingKforKyardyXWeinbergKequilibriumKinKstructuredKpopulationsKusingKgenotypeKorKlowXdepthK
nextKgenerationKsequencingKdataYKMoleculariEcologyiResourcesWK2019WKbjWKbbeeXbbfc 8.4 12

44 xeneticKscreeningKofKtheKwLtNKgeneKidentifyKsixKnovelKvariantsKandKaKuanishKfounderKmutationYK
JournaliofiHumaniGeneticsWK2017WKgcWKbfbXbfh 4.3 12
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43 wamilyKandKpopulationXbasedKstudiesKofKvariationKwithinKtheKghrelinKreceptorKlocusKinKrelationKtoK
measuresKofKobesityYKPLoSiONEWK2010WKfWKebaaie 3.7 12

42 xeneticKanalysisKofKtheKestrogenXrelatedKreceptorKalphaKandKstudiesKofKassociationKwithKobesityKandK
typeKcKdiabetesYKInternationaliJournaliofiObesityWK2007WKdbWKdgfXha 5.5 12

41 zdentificationKofKnovelKhighXimpactKrecessivelyKinheritedKtypeKcKdiabetesKriskKvariantsKinKtheK
xreenlandicKpopulationYKDiabetologiaWK2018WKgbWKcaafXcabf 10.3 11

40 rKnovelKXbjccZgKmutationKinKtheKproximalKPcKpromoterKofKtheKhepatocyteKnuclearKfactorXeKalphaK
geneKSyNwerTKassociatesKwithKlateXonsetKdiabetesYKDiabetesWK2006WKffWKbigjXhd 0.9 9

39 vvaluationKofKmodelKfitKofKinferredKadmixtureKproportionsYKMoleculariEcologyiResourcesWK2020WKcaWKjdgXjej8.4 9

38
zdentificationKofKaKnovelKsRtrbKnucleotideKeiaddelttZcYegiedelttKmutationKandKaKnucleotideK
cejTorZcYbdaTorKSpYtyseeSerTKmutationKinKtwoKxreenlandicKznuitKfamilieskKimplicationsKforKgeneticK
screeningKofKxreenlandicKznuitKfamiliesKwithKhighKriskKforKbreastKandZorKovarianKcancerYKBreasti
CanceriResearchiandiTreatmentWK2010WKbceWKcfjXge

4.4 8

37
rKXcedrXXoxKpolymorphismKupstreamKofKtheKgeneKencodingKxrugfKassociatesKwithKlowerKlevelsKofK
bodyKmassKindexKandKglycaemiaKinKaKpopulationXbasedKsampleKofKfifhKmiddleXagedKWhiteKsubjectsYK
DiabeticiMedicineWK2007WKceWKhacXg

3.5 8

36 rKsayesianKmultilocusKassociationKmethodkKallowingKforKhigherXorderKinteractionKinKassociationK
studiesYKGeneticsWK2007WKbhgWKbbjhXcai 4 8

35 xenomeXWideKrssociationKStudyKofKxeneticKVariantsKinKLPSXStimulatedKzLXgWKzLXiWKzLXbaWKzLXbraKandK
TNwX˛–KtytokineKResponseKinKaKuanishKtohortYKPLoSiONEWK2013WKiWKeggcgc 3.7 8

34 uamMetkKancientKmethylomeKmappingKaccountingKforKerrorsWKtrueKvariantsWKandKpostXmortemKuNrK
damageYKGigaScienceWK2019WKiWK 7.6 7

33 LargeXscaleKstudyKofKtheKXcdctKoKxKpolymorphismKofKPtKbKinKTypeKcKdiabetesYKDiabeticiMedicineWK
2006WKcdWKbbeaXe 3.5 7

32 rKlikelihoodKmethodKforKestimatingKpresentXdayKhumanKcontaminationKinKancientKmaleKsamplesK
usingKlowXdepthKXXchromosomeKdataYKBioinformaticsWK2020WKdgWKiciXieb 7.2 7

31 xeneticKstudyKofKtheKrrcticKtPTbrKvariantKsuggestsKthatKitsKeffectKonKfattyKacidKlevelsKisKmodulatedK
byKtraditionalKznuitKdietYKEuropeaniJournaliofiHumaniGeneticsWK2020WKciWKbfjcXbgab 5.3 6

30 yighKgeneticKdiversityKandKlowKdifferentiationKreflectKtheKecologicalKversatilityKofKtheKrfricanK
leopardYKCurrentiBiologyWK2021WKdbWKbigcXbihbYef 6.3 6

29 PartialKUSycrKdeletionsKcontributeKtoKUsherKsyndromeKinKuenmarkYKEuropeaniJournaliofiHumani
GeneticsWK2015WKcdWKbgegXfb 5.3 5

28 zdentificationKofKaKnovelKlocusKforKaKUSydKlikeKsyndromeKcombinedKwithKcongenitalKcataractYKClinicali
GeneticsWK2010WKhiWKdiiXjh 4 5

27 rncestryXspecificKassociationKmappingKinKadmixedKpopulations 5

26 rKreferenceXfreeKapproachKtoKanalyseKRruseqKdataKusingKstandardKnextKgenerationKsequencingK
toolkitsYKMoleculariEcologyiResourcesWK2021WKcbWKbaifXbajh 8.4 5

(2021-2010)
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25 uiabetesKinKPopulationKzsolateskKLessonsKfromKxreenlandYKReviewiofiDiabeticiStudiesWK2015WKbcWKdcaXj 3.6 4

24 yowKrobustKareKcrossXpopulationKsignaturesKofKpolygenicKadaptationKinKhumansp 4

23 xeneticKarchitectureKofKobesityKandKrelatedKmetabolicKtraitsXrecentKinsightsKfromKisolatedK
populationsYKCurrentiOpinioniiniGeneticsiandiDevelopmentWK2018WKfaWKheXhi 4.9 3

22 xeneticKdeterminantsKofKglycatedKhemoglobinKlevelsKinKtheKxreenlandicKznuitKpopulationYKEuropeani
JournaliofiHumaniGeneticsWK2018WKcgWKigiXihf 5.3 3

21 rrchaicKadaptiveKintrogressionKinKTsXbfZWrRSc 3

20 znferringKPopulationKStructureKandKrdmixtureKProportionsKinKLowKuepthKNxSKuata 3

19 PhysicalKactivityKattenuatesKpostprandialKhyperglycaemiaKinKhomozygousKTstbueKlossXofXfunctionK
mutationKcarriersYKDiabetologiaWK2021WKgeWKbhjfXbiae 10.3 3

18 αointKidentificationKofKsexKandKsexXlinkedKscaffoldsKinKnonXmodelKorganismsKusingKlowKdepthK
sequencingKdataYKMoleculariEcologyiResourcesWK2021WK 8.4 3

17 yowKrobustKareKcrossXpopulationKsignaturesKofKpolygenicKadaptationKinKhumanspbWK 2

16 OmegaXdKfattyKacidsKandKriskKofKcardiovascularKdiseaseKinKznuitkKwirstKprospectiveKcohortKstudyYK
AtherosclerosisWK2020WKdbcWKciXde 3.1 2

15 VicarianceKfollowedKbyKsecondaryKgeneKflowKinKaKyoungKgazelleKspeciesKcomplexYKMoleculariEcologyWK
2021WKdaWKfciXfee 5.7 2

14 PredictorsKandKtrajectoriesKofKtreatmentKresponseKtoKSSRzsKinKpatientsKsufferingKfromKPTSuYK
PsychiatryiResearchWK2021WKdabWKbbdjge 9.9 2

13 TheKderivedKalleleKofKaKnovelKintergenicKvariantKatKchromosomeKbbKassociatesKwithKlowerKbodyKmassK
indexKandKaKfavorableKmetabolicKphenotypeKinKxreenlandersYKPLoSiGeneticsWK2020WKbgWKebaaifee 6 1

12 vstimatingKnarrowXsenseKheritabilityKusingKfamilyKdataKfromKadmixedKpopulationsYKHeredityWK2020WK
bceWKhfbXhgc 3.6 1

11 LowKPassKxenomesKofKbebWedbKthineseKRevealKPatternsKofKViralKznfectionWKNovelKPhenotypicK
rssociationsWKandKtheKxeneticKyistoryKofKthinaYKSSRNiElectroniciJournalW 1 1

10 PowerfulKznferenceKwithKtheKuXstatisticKonKLowXtoverageKWholeXxenomeKuata 1

9 rKlikelihoodKmethodKforKestimatingKpresentXdayKhumanKcontaminationKinKancientKuNrKsamplesK
usingKlowXdepthKhaploidKchromosomeKdata 1

8 vvaluationKofKModelKwitKofKznferredKrdmixtureKProportions 1
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7 vfficientKapproachesKforKlargeKscaleKxWrSKstudiesKwithKgenotypeKuncertainty 1

6 TheKgeneticKhistoryKofKxreenlandicXvuropeanKcontactYKCurrentiBiologyWK2021WKdbWKccbeXccbjYee 6.3 1

5 LargeXscaleKznferenceKofKPopulationKStructureKinKPresenceKofKMissingnessKusingKPtrYKBioinformaticsWK
2021WK 7.2 1

4 vstimationKofKsiteKfrequencyKspectraKfromKlowXcoverageKsequencingKdataKusingKstochasticKvMK
reducesKoverfittingWKruntimeWKandKmemoryKusage 1

3
rKlargeXscaleKgenomeXwideKgeneKexpressionKanalysisKinKperipheralKbloodKidentifiesKveryKfewK
differentiallyKexpressedKgenesKrelatedKtoKantidepressantKtreatmentKandKresponseKinKpatientsKwithK
majorKdepressiveKdisorderYKNeuropsychopharmacologyWK2021WKegWKbdceXbddc

8.7 0

2 cegXORkKrKLossXofXwunctionKMutationKinKtheKSucraseXzsomaltaseKxeneKzsKLinkedKtoKaKMarkedlyK
yealthierKMetabolicKProfileKinKxreenlandersYKDiabetesWK2020WKgjWKcegXOR 0.9

1 uetectingKselectionKinKlowXcoverageKhighXthroughputKsequencingKdataKusingKprincipalKcomponentK
analysisYKBMCiBioinformaticsWK2021WKccWKeha 3.6
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