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CARD 2017: expansion and model-centric curation of the comprehensive antibiotic resistance database.
Nucleic Acids Research, 2017, 45, D566-D573.

The Comprehensive Antibiotic Resistance Database. Antimicrobial Agents and Chemotherapy, 2013, 57, 3.9 1615
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A draft genome of Yersinia pestis from victims of the Black Death. Nature, 2011, 478, 506-510.

Antibiotic Resistance Is Prevalent in an Isolated Cave Microbiome. PLoS ONE, 2012, 7, e34953. 2.5 541

Yersinia pestis and the Plague of Justinian 5414€“543 AD: a genomic analysis. Lancet Infectious Diseases,
The, 2014, 14, 319-326.

IslandViewer 3: more flexible, interactive genomic island discovery, visualization and analysis: Figure 145 316
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Identifying producers of antibacterial compounds by screening for antibiotic resistance. Nature
Biotechnology, 2013, 31, 922-927.

Evolution-guided discovery of antibiotics that inhibit peptidoglycan remodelling. Nature, 2020, 578,
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Clinical utilization of genomics data produced by the international Pseudomonas aeruginosa
consortium. Frontiers in Microbiology, 2015, 6, 1036.

The Prehistory of Antibiotic Resistance. Cold Spring Harbor Perspectives in Medicine, 2016, 6, a025197. 6.2 141

Eighteenth century Yersinia pestis genomes reveal the long-term persistence of an historical plague
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A Small Molecule Discrimination Map of the Antibiotic Resistance Kinome. Chemistry and Biology, 2011,
18,1591-1601.

Hidden antibiotics in actinomycetes can be identified by inactivation of gene clusters for common 17.5 68
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Phylogenetic reconciliation reveals the natural history of glycopeptide antibiotic biosynthesis and
resistance. Nature Microbiology, 2019, 4, 1862-1871.
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A rifamycin inactivating phosphotransferase family shared by environmental and pathogenic bacteria.
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Inactivation of the Lipopeptide Antibiotic Daptomycin by Hydrolytic Mechanisms. Antimicrobial Agents 3.9 59
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Characterization of a Rifampin-Inactivating Glycosyltransferase from a Screen of Environmental
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Vancomycin-Variable Enterococci Can Give Rise to Constitutive Resistance during Antibiotic Therapy. 3.9 45
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Rifampin phosphotransferase is an unusual antibiotic resistance kinase. Nature Communications, 2016,
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Harnessing the Synthetic Capabilities of Glycopeptide Antibiotic Tailoring Enzymes: Characterization
of the UK3€68,597 Biosynthetic Cluster. ChemBioChem, 2014, 15, 2613-2623.
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