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Global transcriptome analysis of novel stress associated protein (<i>SAP«<[i>) genes expression
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Spatial changes of arbuscular mycorrhizal fungi in peach and their correlation with soil properties. 18 5
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Staphyloxanthin inhibitory potential of thymol impairs antioxidant fitness, enhances neutrophil
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Plant Derived Bioactive Compounds, Their Anti-Cancer Effects and In Silico Approaches as an
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Global integrated omics expression analyses of abiotic stress signaling HSF transcription factor

genes in Oryza sativa L.: An in silico approach. Genomics, 2020, 112, 908-918. 1.3 17

Integrated transcriptomic and metabolomic analyses of glutamine metabolism genes unveil key Flayers
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Proteomic and Systematic Functional Profiling Unveils Citral Targeting Antibiotic Resistance,
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Global multi-omics and systems pharmacological strategy unravel the multi-targeted therapeutic

potential of natural bioactive molecules against COVID-19: An in silico approach. Genomics, 2020, 112,
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Carvacrol Targets SarA and CrtM of Methicillin-Resistant <i>Staphylococcus aureus<[i> to Mitigate
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536.

In Vitro Propagation, Phytochemical and Neuropharmacological Profiles of Bacopa monnieri (L.) 16 29
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Abiotic Stress and Applications of Omics Approaches to Develop Stress Tolerance in Agronomic Crops.
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Oryza sativa (L.)., 2019, , 59-77.
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Genome-wide identification of major transcription factor superfamilies in rice identifies key
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