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j Paper IF Citations

145 γydroaepidemiologicalLmodellingLofLbacterialLtransportLandLdecayLinLnearshoreLcoastalLwatersbL
WatereResearchZL2021ZLemjZLeekdhm 12.5 5

144 wataractbLNatureeReviewseDiseaseePrimersZL2015ZLeZLeideh 51.1 36

143 TyrosineccysteineLclusterLsensitizingLhumanL˛‡xacrystallinLtoLultravioletLradiationainducedL
photoaggregationLinLvitrobLBiochemistryZL2014ZLigZLmkmamd 3.2 22

142 TryptophanLclusterLprotectsLhumanL˛‡xacrystallinLfromLultravioletLradiationainducedL
photoaggregationLinLvitrobLPhotochemistryeandePhotobiologyZL2013ZLlmZLeedjaei 3.6 33

141 TheLwaterminalLcysteineLannulusLparticipatesLinLautoachaperoneLfunctionLforLSalmonellaLphageLPffL
tailspikeLfoldingLandLassemblybLBacteriophageZL2012ZLfZLgjahm 3

140 wontributionsLofLaromaticLpairsLtoLtheLfoldingLandLstabilityLofLlongalivedLhumanL˛‡xacrystallinbL
ProteineScienceZL2011ZLfdZLiegafl 6.3 32

139 UbiquitinLproteasomeLpathwayamediatedLdegradationLofLproteinsnLeffectsLdueLtoLsiteaspecificL
substrateLdeamidationL2010ZLieZLhejhakg 21

138 zormationLofLamyloidLfibrilsLinLvitroLfromLpartiallyLunfoldedLintermediatesLofLhumanL
gammawacrystallinL2010ZLieZLjkfal 65

137
PartiallyLfoldedLaggregationLintermediatesLofLhumanLgammaxaZLgammawaZLandLgammaSacrystallinL
areLrecognizedLandLboundLbyLhumanLalphavacrystallinLchaperonebLJournaleofeMoleculareBiologyZL
2010ZLhdeZLeghaif

6.5 55

136 ZernikeLphaseLcontrastLcryoaelectronLmicroscopyLandLtomographyLforLstructureLdeterminationLatL
nanometerLandLsubnanometerLresolutionsbLStructureZL2010ZLelZLmdgaef 5.2 110

135 γydrophobicLcoreLmutationsLassociatedLwithLcataractLdevelopmentLinLmiceLdestabilizeLhumanL
gammaxacrystallinbLJournaleofeBiologicaleChemistryZL2009ZLflhZLggfliami 5.4 44

134
MechanismLofLtheLveryLefficientLquenchingLofLtryptophanLfluorescenceLinLhumanLgammaLxaLandL
gammaLSacrystallinsnLtheLgammaacrystallinLfoldLmayLhaveLevolvedLtoLprotectLtryptophanLresiduesL
fromLultravioletLphotodamagebLBiochemistryZL2009ZLhlZLgkdlaej

3.2 77

133 zemtosecondLfluorescenceLspectraLofLtryptophanLinLhumanLgammaacrystallinLmutantsnL
siteadependentLultrafastLquenchingbLJournaleofetheeAmericaneChemicaleSocietyZL2009ZLegeZLejkieak 16.4 37

132 TheLstructureLofLtheLcataractacausingLPfgTLmutantLofLhumanLgammaxacrystallinLexhibitsLdistinctiveL
localLconformationalLandLdynamicLchangesbLBiochemistryZL2009ZLhlZLfimkajdm 3.2 51

131 vackboneLstructureLofLtheLinfectiousLepsiloneiLvirusLcapsidLrevealedLbyLelectronLcryomicroscopybL
NatureZL2008ZLhieZLeegdah 50.4 188

130 MechanismLofLtheLefficientLtryptophanLfluorescenceLquenchingLinLhumanLgammaxacrystallinL
studiedLbyLtimearesolvedLfluorescencebLBiochemistryZL2008ZLhkZLedkdiafe 3.2 50

129 zormationLofLamyloidLfibrilsLinLvitroLbyLhumanLgammaxacrystallinLandLitsLisolatedLdomainsbL
MoleculareVisionZL2008ZLehZLleam 2.3 60
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128 γumanL˛‡LcrystallinsLformLfibrillarLamyloidLaggregatesLthroughLaLpartiallyLunfoldedLintermediatebL
FASEBeJournalZL2008ZLffZLededbg 0.9

127 MutationsLassociatedLwithLearlyLcataractLdevelopmentLinLmiceLdestabilizeLhumanL
gammaxacrystallinbLFASEBeJournalZL2008ZLffZLfgfafgf 0.9

126 βenomicLandLstructuralLanalysisLofLSynmZLaLcyanophageLinfectingLmarineLProchlorococcusLandL
SynechococcusbLEnvironmentaleMicrobiologyZL2007ZLmZLejkiami 5.2 139

125 βenomeLsequenceZLstructuralLproteinsZLandLcapsidLorganizationLofLtheLcyanophageLSyninLaLNhornedNL
bacteriophageLofLmarineLsynechococcusbLJournaleofeMoleculareBiologyZL2007ZLgjlZLmjjale 6.5 78

124 wryoayMLasymmetricLreconstructionLofLbacteriophageLPffLrevealsLorganizationLofLitsLxNuL
packagingLandLinfectingLmachinerybLStructureZL2006ZLehZLedkgalf 5.2 136

123
unLelongatedLspineLofLburiedLcoreLresiduesLnecessaryLforLinLvivoLfoldingLofLtheLparallelLbetaahelixLofL
PffLtailspikeLadhesinbLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaZL2006ZLedgZLgikiald

11.5 26

122 βlutamineLdeamidationLdestabilizesLhumanLgammaxacrystallinLandLlowersLtheLkineticLbarrierLtoL
unfoldingbLJournaleofeBiologicaleChemistryZL2006ZLfleZLgdklfamg 5.4 97

121 MechanismLofLtheLhighlyLefficientLquenchingLofLtryptophanLfluorescenceLinLhumanL
gammaxacrystallinbLBiochemistryZL2006ZLhiZLeeiifajg 3.2 81

120 zoldLrecognitionLandLaccurateLsequenceastructureLalignmentLofLsequencesLdirectingLbetaasheetL
proteinsbLProteins:eStructureteFunctioneandeBioinformaticsZL2006ZLjgZLmkjali 4.2 20

119 StructureLofLepsiloneiLbacteriophageLrevealsLgenomeLorganizationLandLxNuLpackagingcinjectionL
apparatusbLNatureZL2006ZLhgmZLjefaj 50.4 258

118 zrequenciesLofLhydrophobicLandLhydrophilicLrunsLandLalternationsLinLproteinsLofLknownLstructurebL
ProteineScienceZL2006ZLeiZLedfaef 6.3 36

117 StalledLfoldingLmutantsLinLtheLtripleLbetaahelixLdomainLofLtheLphageLPffLtailspikeLadhesinbLJournale
ofeMoleculareBiologyZL2005ZLgihZLeedgaek 6.5 6

116 wontributionsLofLhydrophobicLdomainLinterfaceLinteractionsLtoLtheLfoldingLandLstabilityLofLhumanL
gammaxacrystallinbLProteineScienceZL2005ZLehZLijmale 6.3 85

115 uminoLucidLSequenceLwontrolLofLtheLzoldingLofLtheLParallelL˛†aγelixZLtheLSimplestL˛†aSheetLzoldbL
LectureeNoteseineComputereScienceZL2005ZLhkfahkg 0.9

114 InterdomainLsideachainLinteractionsLinLhumanLgammaxLcrystallinLinfluencingLfoldingLandLstabilitybL
ProteineScienceZL2005ZLehZLfdgdahg 6.3 81

113 uggregationLofLgranulocyteacolonyLstimulatingLfactorLinLvitroLinvolvesLaLconformationallyLalteredL
monomericLstatebLProteineScienceZL2005ZLehZLffhjaik 6.3 89

112 MonoclonalLantibodyLepitopeLmappingLdescribesLtailspikeLbetaahelixLfoldingLandLaggregationL
intermediatesbLJournaleofeBiologicaleChemistryZL2005ZLfldZLfgdgfahd 5.4 9

111 WrapaandaPacknLaLnewLparadigmLforLbetaLstructuralLmotifLrecognitionLwithLapplicationLtoL
recognizingLbetaLtrefoilsbLJournaleofeComputationaleBiologyZL2005ZLefZLkkkami 1.7 8

(2005-2008)
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110 LatticeLTransformationsLandLSubunitLwonformationalLwhangesLinLPhageLwapsidLMaturationbLJournale
ofeTheoreticaleMedicineZL2005ZLjZLmmaedi 1

109 ProteinLfoldingLfailureLsetsLhighatemperatureLlimitLonLgrowthLofLphageLPffLinLSalmonellaLentericaL
serovarLTyphimuriumbLAppliedeandeEnvironmentaleMicrobiologyZL2004ZLkdZLhlhdak 4.8 14

108 WrapaandapackL2004ZL 1

107 vuriedLhydrophobicLsideachainsLessentialLforLtheLfoldingLofLtheLparallelLbetaahelixLdomainsLofLtheL
PffLtailspikebLProteineScienceZL2004ZLegZLffmeagdg 6.3 13

106 ProbingLfoldingLandLfluorescenceLquenchingLinLhumanLgammaxLcrystallinLβreekLkeyLdomainsLusingL
tripleLtryptophanLmutantLproteinsbLProteineScienceZL2004ZLegZLfffgagi 6.3 87

105 InLvitroLunfoldingZLrefoldingZLandLpolymerizationLofLhumanLgammaxLcrystallinZLaLproteinLinvolvedLinL
cataractLformationbLProteineScienceZL2003ZLefZLhldamd 6.3 136

104 γomotrimericZLbetaastrandedLviralLadhesinsLandLtailLproteinsbLJournaleofeBacteriologyZL2003ZLeliZLhdffagd3.5 43

103 TheLinterdigitatedLbetaahelixLdomainLofLtheLPffLtailspikeLproteinLactsLasLaLmolecularLclampLinL
trimerLstabilizationbLProteineScienceZL2002ZLeeZLlfdagd 6.3 29

102 PredictingLtheLbetaahelixLfoldLfromLproteinLsequenceLdatabLJournaleofeComputationaleBiologyZL2002ZL
mZLfjeakj 1.7 30

101 wharacterizationLofLtheLprotrimerLintermediateLinLtheLfoldingLpathwayLofLtheLinterdigitatedL
betaahelixLtailspikeLproteinbLBiochemistryZL2002ZLheZLidmgaedg 3.2 21

100 wyanobacterialLphotosynthesisLinLtheLoceansnLtheLoriginsLandLsignificanceLofLdivergentL
lightaharvestingLstrategiesbLTrendseineMicrobiologyZL2002ZLedZLeghahf 12.4 267

99 zrequenciesLofLaminoLacidLstringsLinLglobularLproteinLsequencesLindicateLsuppressionLofLblocksLofL
consecutiveLhydrophobicLresiduesbLProteineScienceZL2001ZLedZLedfgage 6.3 76

98 RoleLforLcysteineLresiduesLinLtheLinLvivoLfoldingLandLassemblyLofLtheLphageLPffLtailspikebLProteine
ScienceZL2001ZLedZLgmkahed 6.3 28

97 uLnewlyLsynthesizedZLribosomeaboundLpolypeptideLchainLadoptsLconformationsLdissimilarLfromL
earlyLinLvitroLrefoldingLintermediatesbLJournaleofeBiologicaleChemistryZL2001ZLfkjZLfiheeafd 5.4 64

96 xistinctLcysteineLsulfhydrylLenvironmentsLdetectedLbyLanalysisLofLRamanLSahhLmarkersLofLwysaarSerL
mutantLproteinsbLJournaleofeMoleculareBiologyZL2001ZLgdkZLlmmamee 6.5 81

95 PhycobiliproteinLgenesLofLtheLmarineLphotosyntheticLprokaryoteLProchlorococcusnLevidenceLforL
rapidLevolutionLofLgeneticLheterogeneitybLMicrobiologyeoUnitedeKingdompZL2001ZLehkZLgekealf 2.9 30

94 vetaahelixLcoreLpackingLwithinLtheLtripleastrandedLoligomerizationLdomainLofLtheLPffLtailspikebL
ProteineScienceZL2000ZLmZLfgglahg 6.3 22

93 VisualizationLofLtheLmaturationLtransitionLinLbacteriophageLPffLbyLelectronLcryomicroscopybL
JournaleofeMoleculareBiologyZL2000ZLfmkZLjeiafj 6.5 62
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92 InLvitroLunfoldingcrefoldingLofLwildLtypeLphageLPffLscaffoldingLproteinLrevealsLcapsidabindingL
domainbLJournaleofeBiologicaleChemistryZL1999ZLfkhZLejegiahd 5.4 15

91 zoldingLandLstabilityLofLmutantLscaffoldingLproteinsLdefectiveLinLPffLcapsidLassemblybLJournaleofe
BiologicaleChemistryZL1999ZLfkhZLejeheaj 5.4 8

90 ThereUsLaLrightLwayLandLaLwrongLwaynLinLvivoLandLinLvitroLfoldingZLmisfoldingLandLsubunitLassemblyL
ofLtheLPffLtailspikebLStructureZL1999ZLkZLRegeam 5.2 66

89 xetectionLofLearlyLaggregationLintermediatesLbyLnativeLgelLelectrophoresisLandLnativeLwesternL
blottingbLMethodseineEnzymologyZL1999ZLgdmZLgggaid 1.7 20

88 SolutionLxarayLscatteringabasedLestimationLofLelectronLcryomicroscopyLimagingLparametersLforL
reconstructionLofLvirusLparticlesbLBiophysicaleJournalZL1999ZLkjZLffhmaje 2.9 32

87 yffectsLofLoxygenLonLrecombinantLproteinLexpressionbLBiotechnologyeProgressZL1998ZLehZLgmgahdm 2.8 56

86 woldLrescueLofLtheLthermolabileLtailspikeLintermediateLatLtheLjunctionLbetweenLproductiveLfoldingL
andLoffapathwayLaggregationbLProteineScienceZL1998ZLkZLeiejafg 6.3 34

85 RoleLofLtheLscaffoldingLproteinLinLPffLprocapsidLsizeLdeterminationLsuggestedLbyLTLqLhLandLTLqLkL
procapsidLstructuresbLBiophysicaleJournalZL1998ZLkhZLiimajl 2.9 81

84 MutationalLeffectsLonLinclusionLbodyLformationbLAdvanceseineProteineChemistryZL1997ZLidZLfhgajh 34

83 PrevalenceLofLtemperatureLsensitiveLfoldingLmutationsLinLtheLparallelLbetaLcoilLdomainLofLtheL
phageLPffLtailspikeLendorhamnosidasebLJournaleofeMoleculareBiologyZL1997ZLfjkZLllaedf 6.5 43

82 MonitoringLtheLrefoldingLpathwayLforLaLlargeLmultimericLproteinLusingLcapillaryLzoneL
electrophoresisbLJournaleofeChromatographyeAZL1997ZLkjmZLgeiagfg 4.5 19

81 xisulphideabondedLintermediateLonLtheLfoldingLandLassemblyLpathwayLofLaLnonadisulphideLbondedL
proteinbLNatureeStructuraleBiologyZL1997ZLhZLhidai 53

80 wonformationLofLPffLtailspikeLfoldingLandLaggregationLintermediatesLprobedLbyLmonoclonalL
antibodiesbLProteineScienceZL1997ZLjZLmmaedl 6.3 60

79 PolymerizationLmechanismLofLpolypeptideLchainLaggregationbLBiotechnologyeandeBioengineeringZL
1997ZLihZLgggahg 4.9 73

78 PolymerizationLmechanismLofLpolypeptideLchainLaggregationL1997ZLihZLggg 1

77 ThreeadimensionalLstructureLofLscaffoldingacontainingLphageLpffLprocapsidsLbyLelectronL
cryoamicroscopybLJournaleofeMoleculareBiologyZL1996ZLfjdZLliaml 6.5 88

76 ThermolabileLfoldingLintermediatesnLinclusionLbodyLprecursorsLandLchaperoninLsubstratesbLFASEBe
JournalZL1996ZLedZLikajj 0.9 138

75 ScaffoldingLmutantsLidentifyingLdomainsLrequiredLforLPffLprocapsidLassemblyLandLmaturationbL
VirologyZL1996ZLffiZLlfamj 3.6 55

(1996-1999)
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74 UnexpectedLpathwaysLtoLproteinLstabilizationbLNatureeBiotechnologyZL1996ZLehZLhgj 44.5 2

73 SpecificLaggregationLofLpartiallyLfoldedLpolypeptideLchainsnLtheLmolecularLbasisLofLinclusionLbodyL
compositionbLNatureeBiotechnologyZL1996ZLehZLeflgak 44.5 277

72 MultimericLintermediatesLinLtheLpathwayLtoLtheLaggregatedLinclusionLbodyLstateLforLPffLtailspikeL
polypeptideLchainsbLProteineScienceZL1995ZLhZLmddal 6.3 75

71 StabilityLofLwildatypeLandLtemperatureasensitiveLproteinLsubunitsLofLtheLphageLPffLcapsidbLJournale
ofeBiologicaleChemistryZL1995ZLfkdZLejimiajde 5.4 25

70 InLvitroLfoldingLofLphageLPffLcoatLproteinLwithLaminoLacidLsubstitutionsLthatLconferLinLvivoL
temperatureLsensitivitybLBiochemistryZL1995ZLghZLjleiafj 3.2 31

69 vindingLofLscaffoldingLsubunitsLwithinLtheLPffLprocapsidLlatticebLVirologyZL1994ZLfdiZLellamk 3.6 44

68 ThreeadimensionalLtransformationLofLcapsidsLassociatedLwithLgenomeLpackagingLinLaLbacterialL
virusbLJournaleofeMoleculareBiologyZL1993ZLfgeZLjiakh 6.5 151

67 InhibitionLofLviralLcapsidLassemblyLbyLeZeUabiVhaanilinonaphthaleneaiasulfonicLacidWbLBiochemistryZL
1993ZLgfZLedjilaji 3.2 63

66 zoldingLofLtheLphageLPffLcoatLproteinLinLvitrobLBiochemistryZL1993ZLgfZLedlgmahk 3.2 56

65 uminoLucidLSequenceLxeterminantsLofLPolypeptideLwhainLzoldingLandLInclusionLvodyLzormationbL
ACSeSymposiumeSeriesZL1993ZLfhagk 0.4 2

64 uminoLacidLsubstitutionsLinfluencingLintracellularLproteinLfoldingLpathwaysbLFEBSeLettersZL1992ZLgdkZLfdai3.8 45

63 zoldingLandLassemblyLofLoligomericLproteinsLinLyscherichiaLcolibLCurrenteOpinioneineBiotechnologyZL
1992ZLgZLhjlakg 11.4 31

62 MechanismsLofLInclusionLvodyLzormationbLACSeSymposiumeSeriesZL1991ZLgiahm 0.4 18

61 ThermalLunfoldingLpathwayLforLtheLthermostableLPffLtailspikeLendorhamnosidasebLBiochemistryZL
1991ZLgdZLjfjdam 3.2 62

60 PathwayLforLtheLThermalLUnfoldingLofLWildLTypeLandLMutantLzormsLofLtheLThermostableLPffL
TailspikeLyndorhamnosidasebLACSeSymposiumeSeriesZL1991ZLeemaegf 0.4 2

59 MutationsLuffectingLProteinLzoldingLandLMisfoldingLinLVivoL1991ZLefmaegj 1

58 wonformationalLstatesLofLtheLbacteriophageLPffLcapsidLsubunitLinLrelationLtoLselfaassemblybL
BiochemistryZL1990ZLfmZLijfjagg 3.2 32

57 wonformationalLstabilityLofLPffLtailspikeLproteinsLcarryingLtemperatureasensitiveLfoldingL
mutationsbLBiochemistryZL1990ZLfmZLheleak 3.2 32
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56 NovelLsecondasiteLsuppressionLofLaLcoldasensitiveLdefectLinLphageLPffLprocapsidLassemblybLJournale
ofeMoleculareBiologyZL1990ZLfejZLkdeaej 6.5 24

55 βeneticLunalysisLofLPolypeptideLwhainLzoldingLandLMisfoldingLinLVivoL1990ZLimakl 4

54 ProteinLzoldingLIntermediatesLandLInclusionLvodyLzormationbbLNatureeBiotechnologyZL1989ZLkZLjmdajmk 44.5 196

53 PurificationLandLorganizationLofLtheLgeneLeLportalLproteinLrequiredLforLphageLPffLxNuLpackagingbL
BiochemistryZL1988ZLfkZLelhmaij 3.2 78

52 ScaffoldingLproteinLregulatesLtheLpolymerizationLofLPffLcoatLsubunitsLintoLicosahedralLshellsLinL
vitrobLJournaleofeMoleculareBiologyZL1988ZLfdfZLkhgaik 6.5 167

51 InitiationLofLPffLprocapsidLassemblyLinLvivobLJournaleofeMoleculareBiologyZL1988ZLfdfZLkkalj 6.5 69

50
SecondaryLstructureLandLthermostabilityLofLtheLphageLPffLtailspikebLXXbLunalysisLbyLRamanL
spectroscopyLofLtheLwildatypeLproteinLandLaLtemperatureasensitiveLfoldingLmutantbLJournaleofe
MoleculareBiologyZL1988ZLemmZLhmeaidf

6.5 56

49 NatureLandLdistributionLofLsitesLofLtemperatureasensitiveLfoldingLmutationsLinLtheLgeneLforLtheLPffL
tailspikeLpolypeptideLchainbLJournaleofeMoleculareBiologyZL1988ZLfdhZLjdkaem 6.5 61

48 uggregateLformationLfromLthermolabileLintermediatesLinLtheLmaturationLofLtheLthermostableLPffL
tailspikebLBiochemicaleSocietyeTransactionsZL1988ZLejZLedial 5.1 2

47 IdentificationLofLsitesLinfluencingLtheLfoldingLandLsubunitLassemblyLofLtheLPffLtailspikeLpolypeptideL
chainLusingLnonsenseLmutationsbLGeneticsZL1987ZLeekZLeikake 4 26

46 βeneticLunalysisLofLProteinLzoldingLPathwaysbLNatureeBiotechnologyZL1986ZLhZLfmkagdg 44.5 20

45 MutationalLanalysisLofLproteinLfoldingLpathwaysnLtheLPffLtailspikeLendorhamnosidasebLMethodseine
EnzymologyZL1986ZLegeZLfidajj 1.7 47

44 TheLxNuLinjectionLapparatusLofLphageLpffbLBiophysicaleJournalZL1986ZLhmZLfhaj 2.9 19

43 IdentificationLofLtheLmaaminoacridinecxNuLcomplexLresponsibleLforLphotodynamicLinactivationLofL
PffbLBiochemistryZL1986ZLfiZLililajh 3.2 13

42 uLlateLgeneLproductLofLphageLPffLaffectingLvirusLinfectivitybLVirologyZL1985ZLehgZLgjlakm 3.6 6

41 StepsLinLtheLstabilizationLofLnewlyLpackagedLxNuLduringLphageLPffLmorphogenesisbLJournaleofe
MoleculareBiologyZL1984ZLekfZLifgahg 6.5 79

40 xNuLinjectionLproteinsLareLtargetsLofLacridineasensitizedLphotoinactivationLofLbacteriophageLPffbL
JournaleofeMoleculareBiologyZL1984ZLeldZLlgkajg 6.5 27

39 βeneticLandLbiochemicalLanalysisLofLinLvivoLproteinLfoldingLandLsubunitLassemblybLBiopolymersZL1983
ZLffZLefiam 2.2 8

(1983-1990)
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38 TheLUseLofLSalmonellaLvacteriophageLPffLtoLStudyLtheLMultipleLMechanismsLofLucridineaInducedL
xamageL1983ZLkmaedm

37 TheLLegalLandLLegislativeLvackgroundbLEnvironmentZL1982ZLfhZLfhagj 2.8

36 ussemblyLinLvitroLofLbacteriophageLPffLprocapsidsLfromLpurifiedLcoatLandLscaffoldingLsubunitsbL
JournaleofeMoleculareBiologyZL1982ZLeijZLjggaji 6.5 62

35 StructuralLstudiesLofLPffLphageZLprecursorLparticlesZLandLproteinsLbyLlaserLRamanLspectroscopybL
BiochemistryZL1982ZLfeZLgljjakl 3.2 38

34
TemperatureasensitiveLmutantsLblockedLinLtheLfoldingLorLsubunitLofLtheLbacteriophageLPffLtailL
spikeLproteinbLIIbLuctiveLmutantLproteinsLmaturedLatLgdLdegreesLwbLJournaleofeMoleculareBiologyZL
1981ZLehiZLjggaie

6.5 101

33
TemperatureasensitiveLmutantsLblockedLinLtheLfoldingLorLsubunitLassemblyLofLtheLbacteriophageL
PffLtailLspikeLproteinbLIIIbLIntensiveLpolypeptideLchainsLsynthesizedLatLgmLdegreesLwbLJournaleofe
MoleculareBiologyZL1981ZLehiZLjigakj

6.5 72

32 PurificationLofLtheLcoatLandLscaffoldingLproteinsLfromLprocapsidsLofLbacteriophageLPffbLVirologyZL
1981ZLeefZLifmahk 3.6 61

31 zromLgenesLtoLorganellesbLQuarterlyeRevieweofeBiologyZL1980ZLiiZLgfmagg 5.4

30 ScaffoldingLproteinsLandLtheLgeneticLcontrolLofLvirusLshellLassemblybLQuarterlyeRevieweofeBiologyZL
1980ZLiiZLgjmamg 5.4 17

29 InvestigationLofLsecondaryLstructuresLandLmacromolecularLinteractionsLinLbacteriophageLpffLbyL
laserLRamanLspectroscopybLBiophysicaleJournalZL1980ZLgfZLfghak 2.9 5

28 TemperatureasensitiveLmutantsLblockedLinLtheLfoldingLorLsubunitLassemblyLofLtheLbacteriophageL
PffLtailaspikeLproteinbLIbLzineastructureLmappingbLGeneticsZL1980ZLmjZLggeaif 4 58

27 RegulationLofLStructuralLProteinLInteractionsLasLRevealedLinLPhageLMorphogenesisL1980ZLedeaegf 18

26 StructuralLstudiesLofLbacteriophageLlambdaLheadsLandLproheadsLbyLsmallLangleLXarayLdiffractionbL
JournaleofeMoleculareBiologyZL1979ZLeghZLikiamh 6.5 31

25 βeneticLwontrolLofLwomplexLvacteriophageLussemblyL1979ZLileajgg 11

24 wontrolLofLtheLsynthesisLofLphageLPffLscaffoldingLproteinLisLcoupledLtoLcapsidLassemblybLCellZL1978ZL
eiZLiieajd 56.2 49

23 StructureLofLphageLPffLcoatLproteinLaggregatesLformedLinLtheLabsenceLofLtheLscaffoldingLproteinbL
JournaleofeMoleculareBiologyZL1978ZLefjZLkfeahk 6.5 101

22 TheLsizeLofLtheLbacteriophageLThLheadLinLsolutionLwithLcommentsLaboutLtheLdimensionLofLvirusL
particlesLasLvisualizedLbyLelectronLmicroscopybLJournaleofeMoleculareBiologyZL1978ZLeffZLfhkaig 6.5 25

21 IsolationLandLcharacterizationLofLprecursorsLinLThLbaseplateLassemblybLTheLcomplexLofLgeneLedLandL
geneLeeLproductsbLJournaleofeMoleculareBiologyZL1978ZLefhZLhjmalj 6.5 19
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20 untigenicLgeneLproductsLofLbacteriophageLThLbaseplatesbLVirologyZL1978ZLljZLgefafl 3.6 9

19 MolecularLreorganizationLinLtheLhexagonLtoLstarLtransitionLofLtheLbaseplateLofLbacteriophageLThbL
JournaleofeMoleculareBiologyZL1977ZLeejZLhlmaifg 6.5 94

18 zunctionsLofLtwoLnewLgenesLinLSalmonellaLphageLPffLassemblybLVirologyZL1977ZLkjZLkfiagm 3.6 75

17 ussemblyLofLtheLtailLofLbacteriophageLThbLJournaleofeSupramoleculareStructureZL1975ZLgZLfhagl 15

16 γarvardLXYYLstudybLScienceZL1975ZLelkZLfmlam 33.3 7

15 βeneticLcontrolLofLbacteriophageLThLbaseplateLmorphogenesisbLIbLSequentialLassemblyLofLtheLmajorL
precursorZLinLvivoLandLinLvitrobLJournaleofeMoleculareBiologyZL1975ZLmmZLjhiakf 6.5 99

14 βeneticLcontrolLofLbacteriophageLThLbaseplateLmorphogenesisbLIIbLMutantsLunableLtoLformLtheL
centralLpartLofLtheLbaseplatebLJournaleofeMoleculareBiologyZL1975ZLmmZLjkgamh 6.5 78

13 βeneticLcontrolLofLbacteriophageLThLbaseplateLmorphogenesisbLIIIbLzormationLofLtheLcentralLplugL
andLoverallLassemblyLpathwaybLJournaleofeMoleculareBiologyZL1975ZLmmZLjmiakej 6.5 114

12 IntracellularLvisualizationLofLprecursorLcapsidsLinLphageLPffLmutantLinfectedLcellsbLVirologyZL1975ZL
jlZLelfamm 3.6 67

11 PffLmorphogenesisbLInLwatalyticLscaffoldingLproteinLinLcapsidLassemblybLJournaleofeSupramoleculare
StructureZL1974ZLfZLfdfafh 146

10 watalyticLheadLassemblingLproteinLinLvirusLmorphogenesisbLNatureZL1974ZLfieZLeefam 50.4 182

9 vacteriophageLThLtailLassemblynLstructuralLproteinsLandLtheirLgeneticLidentificationbLJournaleofe
MoleculareBiologyZL1973ZLkiZLgeiagk 6.5 82

8 vacteriophageLThLtailLassemblynLproteinsLofLtheLsheathZLcoreLandLbaseplatebLJournaleofeMoleculare
BiologyZL1973ZLkiZLggmail 6.5 82

7 MechanismLofLheadLassemblyLandLxNuLencapsulationLinLSalmonellaLphageLpffbLIbLβenesZLproteinsZL
structuresLandLxNuLmaturationbLJournaleofeMoleculareBiologyZL1973ZLldZLjjmami 6.5 253

6 MechanismLofLheadLassemblyLandLxNuLencapsulationLinLSalmonellaLphageLPffbLIIbLMorphogeneticL
pathwaybLJournaleofeMoleculareBiologyZL1973ZLldZLjmkakge 6.5 203

5 βeneticLIdentificationLofLuminoLucidLSequencesLInfluencingLProteinLzoldingL1973ZLfkiafme

4 PolypeptidesLofLtheLtailLfibresLofLbacteriophageLThbLJournaleofeMoleculareBiologyZL1971ZLjfZLhjiakk 6.5 872

3 vacteriophageLThLtailLassemblynLfourLstepsLinLcoreLformationbLJournaleofeMoleculareBiologyZL1971ZLilZLjmgakdm6.5 80

(1971-1978)
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2 ussemblyLofLbacteriophageLThLtailLfibersnLtheLsequenceLofLgeneLproductLinteractionbLJournaleofe
MoleculareBiologyZL1969ZLgmZLilgajde 6.5 72

1 ussemblyLofLtheLtailLofLbacteriophageLThbLJournaleofeMoleculareBiologyZL1968ZLgfZLfgeajf 6.5 227

Jonathan King
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