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Plant Science, 2017, 262, 127-140.

Molecular modeling and simulation of three important components of Plant Pathogen Interaction
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Bamboo Flowering from the Perspective of Comparative Genomics and Transcriptomics. Frontiers in 3.6 39
Plant Science, 2016, 7, 1900. :
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Use for Proteomic Analysis of Vigna mungo Leaves. Plant Molecular Biology Reporter, 2013, 31, 47-54. 18 6

Quassinoids: Chemistry and Novel Detection Techniques. , 2013, , 3345-3366.

Identification and characterization of elite inbred lines with MYMIV-resistance in Vigna mungo. Field 51 16
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Quassin alters the immunological patterns of murine macrophages through generation of nitric
oxide to exert antileishmanial activity. Journal of Antimicrobial Chemotherapy, 2008, 63, 317-324.

Three-dimensional Models of NB-ARC Domains of Disease Resistance Proteins in Tomato, Arabidopsis,

and Flax. Journal of Biomolecular Structure and Dynamics, 2008, 25, 357-371. 35 13

In Vitro Regeneration of Stevia rebaudiana (Bert) from the Nodal Explant. Journal of Plant
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