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ARTICLE

Mutant WT1 is associated with DNA hypermethylation of PRC2 targets in AML and responds to EZH2
inhibition. Blood, 2015, 125, 316-326.

An LSC epigenetic signature is largely mutation independent and implicates the HOXA cluster in AML
pathogenesis. Nature Communications, 2015, 6, 8489.

A comparison of non-integrating reprogramming methods. Nature Biotechnology, 2015, 33, 58-63.

Mutation in Wilms' Tumor 1 Induces DNA Hypermethylation of PRC2 Targets, Blocks Myelomonocytic
Differentiation, and Defines a Novel Subtype of AML Responsive to EZH2 Inhibition. Blood, 2014, 124,
780-780.

Epi%enetic Signature of Leukemia Stem Cells Defines Subgroups Associated with Clinical Outcome and
of Origin in AML. Blood, 2014, 124, 2147-2147.
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