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l Paper IF Citations

183 ÇnZgelMdigestionMforMmassMspectrometricMcharacterizationMofMproteinsMandMproteomesaMNaturem
ProtocolsYM2006YMdYMekhiZic 18.8 3440

182 tndromedamMaMpeptideMsearchMengineMintegratedMintoMtheMαaxκuantMenvironmentaMJournalmofm
ProteomemResearchYM2011YMdcYMdjlgZkch 5.6 3402

181 LysineMacetylationMtargetsMproteinMcomplexesMandMcoZregulatesMmajorMcellularMfunctionsaMScienceYM
2009YMfehYMkfgZgc 33.3 3316

180 zlobalYMinMvivoYMandMsiteZspecificMphosphorylationMdynamicsMinMsignalingMnetworksaMCellYM2006YMdejYMifhZgk 56.2 2797

179 δartsMperMmillionMmassMaccuracyMonManMγrbitrapMmassMspectrometerMviaMlockMmassMinjectionMintoMaM
vZtrapaMMolecularmandmCellularmProteomicsYM2005YMgYMecdcZed 7.6 1233

178 κuantitativeMphosphoproteomicsMrevealsMwidespreadMfullMphosphorylationMsiteMoccupancyMduringM
mitosisaMSciencemSignalingYM2010YMfYMraf 8.8 1106

177 TrypsinMcleavesMexclusivelyMvZterminalMtoMarginineMandMlysineMresiduesaMMolecularmandmCellularm
ProteomicsYM2004YMfYMickZdg 7.6 804

176 vomprehensiveMmassZspectrometryZbasedMproteomeMquantificationMofMhaploidMversusMdiploidMyeastaM
NatureYM2008YMghhYMdehdZg 50.4 745

175 ÇntegratedManalysisMofMproteinMcompositionYMtissueMdiversityYMandMgeneMregulationMinMmouseM
mitochondriaaMCellYM2003YMddhYMielZgc 56.2 742

174 HigherZenergyMvZtrapMdissociationMforMpeptideMmodificationManalysisaMNaturemMethodsYM2007YMgYMjclZde 21.6 727

173 κuantitativeMphosphoproteomicsMappliedMtoMtheMyeastMpheromoneMsignalingMpathwayaMMolecularmandm
CellularmProteomicsYM2005YMgYMfdcZej 7.6 665

172 tMpracticalMguideMtoMtheMαaxκuantMcomputationalMplatformMforMSÇLtvZbasedMquantitativeM
proteomicsaMNaturemProtocolsYM2009YMgYMilkZjch 18.8 637

171 κuantitativeMinteractionMproteomicsMandMgenomeZwideMprofilingMofMepigeneticMhistoneMmarksMandM
theirMreadersaMCellYM2010YMdgeYMlijZkc 56.2 579

170 RecalibratingMxquusMevolutionMusingMtheMgenomeMsequenceMofManMearlyMαiddleMδleistoceneMhorseaM
NatureYM2013YMgllYMjgZk 50.4 563

169 TheMhumanMurinaryMproteomeMcontainsMmoreMthanMdhccMproteinsYMincludingMaMlargeMproportionMofM
membraneMproteinsaMGenomemBiologyYM2006YMjYMRkc 18.3 514

168 üinaseZselectiveMenrichmentMenablesMquantitativeMphosphoproteomicsMofMtheMkinomeMacrossMtheMcellM
cycleaMMolecularmCellYM2008YMfdYMgfkZgk 17.6 495

167 StatusMofMlargeZscaleManalysisMofMpostZtranslationalMmodificationsMbyMmassMspectrometryaMMolecularm
andmCellularmProteomicsYM2013YMdeYMfgggZhe 7.6 406
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166 δroteomicManalysisMofMlysineMacetylationMsitesMinMratMtissuesMrevealsMorganMspecificityMandMsubcellularM
patternsaMCellmReportsYM2012YMeYMgdlZfd 10.6 405

165 tMdualMpressureMlinearMionMtrapMγrbitrapMinstrumentMwithMveryMhighMsequencingMspeedaMMolecularmandm
CellularmProteomicsYM2009YMkYMejhlZil 7.6 379

164 δHγSÇwtMUphosphorylationMsiteMdatabaseVmMmanagementYMstructuralMandMevolutionaryMinvestigationYM
andMpredictionMofMphosphositesaMGenomemBiologyYM2007YMkYMRehc 18.3 376

163 δathogensMandMhostMimmunityMinMtheMancientMhumanMoralMcavityaMNaturemGeneticsYM2014YMgiYMffiZgg 36.3 353

162 zlobalMandMsiteZspecificMquantitativeMphosphoproteomicsmMprinciplesMandMapplicationsaMAnnualm
ReviewmofmPharmacologymandmToxicologyYM2009YMglYMdllZeed 17.9 350

161 SystemZwideMtemporalMcharacterizationMofMtheMproteomeMandMphosphoproteomeMofMhumanM
embryonicMstemMcellMdifferentiationaMSciencemSignalingYM2011YMgYMrsf 8.8 347

160 δhosphoproteomeManalysisMofMxaMcoliMrevealsMevolutionaryMconservationMofMbacterialMSerbThrbTyrM
phosphorylationaMMolecularmandmCellularmProteomicsYM2008YMjYMellZfcj 7.6 334

159 xlectronMcaptureMdissociationMofMsinglyMandMmultiplyMphosphorylatedMpeptidesaMRapidm
CommunicationsminmMassmSpectrometryYM2000YMdgYMdjlfZkcc 2.2 325

158 TheMserinebthreoninebtyrosineMphosphoproteomeMofMtheMmodelMbacteriumMuacillusMsubtilisaM
MolecularmandmCellularmProteomicsYM2007YMiYMiljZjcj 7.6 309

157
ÇmprovedMpeptideMidentificationMinMproteomicsMbyMtwoMconsecutiveMstagesMofMmassMspectrometricM
fragmentationaMProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYM
2004YMdcdYMdfgdjZee

11.5 288

156 tnMγptimizedMShotgunMStrategyMforMtheMRapidMzenerationMofMvomprehensiveMHumanMδroteomesaM
CellmSystemsYM2017YMgYMhkjZhllaeg 10.6 255

155 κuantitativeMmapsMofMproteinMphosphorylationMsitesMacrossMdgMdifferentMratMorgansMandMtissuesaM
NaturemCommunicationsYM2012YMfYMkji 17.4 248

154 αislocalizedMactivationMofMoncogenicMRTüsMswitchesMdownstreamMsignalingMoutcomesaMMolecularmCellYM
2009YMfiYMfeiZfl 17.6 245

153 δroteomicMinvestigationsMrevealMaMroleMforMRβtMprocessingMfactorMTHRtδfMinMtheMwβtMdamageM
responseaMMolecularmCellYM2012YMgiYMedeZeh 17.6 239

152 LargeZscaleMproteomicsManalysisMofMtheMhumanMkinomeaMMolecularmandmCellularmProteomicsYM2009YMkYMdjhdZig7.6 236

151 tMmajorMlineageMofMenteroendocrineMcellsMcoexpressMvvüYMsecretinYMzÇδYMzLδZdYMδYYYMandMneurotensinM
butMnotMsomatostatinaMEndocrinologyYM2012YMdhfYMhjkeZlh 4.8 231

150 αSκuantYManMopenMsourceMplatformMforMmassMspectrometryZbasedMquantitativeMproteomicsaMJournalm
ofmProteomemResearchYM2010YMlYMflfZgcf 5.6 225

149 StatusMofMcompleteMproteomeManalysisMbyMmassMspectrometrymMSÇLtvMlabeledMyeastMasMaMmodelM
systemaMGenomemBiologyYM2006YMjYMRhc 18.3 224

(2006-2012)

3



148 γptimizedMfastMandMsensitiveMacquisitionMmethodsMforMshotgunMproteomicsMonMaMquadrupoleMorbitrapM
massMspectrometeraMJournalmofmProteomemResearchYM2012YMddYMfgkjZlj 5.6 221

147 ÇdentificationMofMheartMrateZassociatedMlociMandMtheirMeffectsMonMcardiacMconductionMandMrhythmM
disordersaMNaturemGeneticsYM2013YMghYMiedZfd 36.3 219

146 δroteomicManalysesMrevealMdivergentMubiquitylationMsiteMpatternsMinMmurineMtissuesaMMolecularmandm
CellularmProteomicsYM2012YMddYMdhjkZkh 7.6 214

145 tncientMproteinsMresolveMtheMevolutionaryMhistoryMofMwarwinTsMSouthMtmericanMungulatesaMNatureYM
2015YMheeYMkdZg 50.4 210

144 δroteomeZwideMmappingMofMtheMwrosophilaMacetylomeMdemonstratesMaMhighMdegreeMofMconservationM
ofMlysineMacetylationaMSciencemSignalingYM2011YMgYMragk 8.8 204

143 zeneticMassociationMstudyMofMκTMintervalMhighlightsMroleMforMcalciumMsignalingMpathwaysMinM
myocardialMrepolarizationaMNaturemGeneticsYM2014YMgiYMkeiZfi 36.3 199

142 γffZlineMhighZpHMreversedZphaseMfractionationMforMinZdepthMphosphoproteomicsaMJournalmofm
ProteomemResearchYM2014YMdfYMidjiZki 5.6 194

141 ÇmmatureMtruncatedMγZglycophenotypeMofMcancerMdirectlyMinducesMoncogenicMfeaturesaMProceedingsm
ofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYM2014YMdddYMxgciiZjh 11.5 185

140 UbiSiteMapproachMforMcomprehensiveMmappingMofMlysineMandMβZterminalMubiquitinationMsitesaMNaturem
StructuralmandmMolecularmBiologyYM2018YMehYMifdZigc 17.6 178

139 UbclMsumoylationMregulatesMSUαγMtargetMdiscriminationaMMolecularmCellYM2008YMfdYMfjdZke 17.6 169

138 zlobalMeffectsMofMkinaseMinhibitorsMonMsignalingMnetworksMrevealedMbyMquantitativeM
phosphoproteomicsaMMolecularmandmCellularmProteomicsYM2009YMkYMejliZkck 7.6 165

137 TopZdownMproteinMsequencingMandMαSfMonMaMhybridMlinearMquadrupoleMionMtrapZorbitrapMmassM
spectrometeraMMolecularmandmCellularmProteomicsYM2006YMhYMlglZhk 7.6 163

136 δroteomicManalysisMofMtheMacidZsolubleMorganicMmatrixMofMtheMchickenMcalcifiedMeggshellMlayeraM
ProteomicsYM2006YMiYMfkcdZdc 4.8 162

135 βoncovalentMinteractionMbetweenMUbclMandMSUαγMpromotesMSUαγMchainMformationaMEMBOmJournal
YM2007YMeiYMejljZkcj 13 160

134 δerformanceMxvaluationMofMtheMκMxxactiveMHyZXMforMShotgunMδroteomicsaMJournalmofmProteomem
ResearchYM2018YMdjYMjejZjfk 5.6 160

133 δroteomicManalysisMofMaMpleistoceneMmammothMfemurMrevealsMmoreMthanMoneMhundredMancientMboneM
proteinsaMJournalmofmProteomemResearchYM2012YMddYMldjZei 5.6 150

132 uenchmarkingMcommonMquantificationMstrategiesMforMlargeZscaleMphosphoproteomicsaMNaturem
CommunicationsYM2018YMlYMdcgh 17.4 146

131 δroteomicMmappingMofMbrainMplasmaMmembraneMproteinsaMMolecularmandmCellularmProteomicsYM2005YMgYMgceZk7.6 141
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130 yeasibilityMofMlargeZscaleMphosphoproteomicsMwithMhigherMenergyMcollisionalMdissociationM
fragmentationaMJournalmofmProteomemResearchYM2010YMlYMijkiZlg 5.6 139

129 RapidMandMdeepMproteomesMbyMfasterMsequencingMonMaMbenchtopMquadrupoleMultraZhighZfieldM
γrbitrapMmassMspectrometeraMJournalmofmProteomemResearchYM2014YMdfYMidkjZlh 5.6 134

128 tMβovelMLvMSystemMxmbedsMtnalytesMinMδreZformedMzradientsMforMRapidYMUltraZrobustMδroteomicsaM
MolecularmandmCellularmProteomicsYM2018YMdjYMeekgZeeli 7.6 133

127 UncoveringMSUαγylationMdynamicsMduringMcellZcycleMprogressionMrevealsMyoxαdMasMaMkeyMmitoticM
SUαγMtargetMproteinaMMolecularmCellYM2014YMhfYMdchfZii 17.6 132

126 ÇnMvivoMphosphoproteomicsManalysisMrevealsMtheMcardiacMtargetsMofM˛†ZadrenergicMreceptorMsignalingaM
SciencemSignalingYM2013YMiYMrsdd 8.8 129

125 δreZvlovisMmastodonMhuntingMdfYkccMyearsMagoMatMtheMαanisMsiteYMWashingtonaMScienceYM2011YMffgYMfhdZf 33.3 129

124 δroteomicsMstrategyMforMquantitativeMproteinMinteractionMprofilingMinMcellMextractsaMNaturemMethodsYM
2009YMiYMjgdZg 21.6 121

123 δroteinMsequencesMboundMtoMmineralMsurfacesMpersistMintoMdeepMtimeaMELifeYM2016YMhYM 8.9 118

122 κuantitativeMphosphoproteomicsMdissectionMofMsevenZtransmembraneMreceptorMsignalingMusingMfullM
andMbiasedMagonistsaMMolecularmandmCellularmProteomicsYM2010YMlYMdhgcZhf 7.6 115

121 TheMphosphoproteomeMofMtollZlikeMreceptorZactivatedMmacrophagesaMMolecularmSystemsmBiologyYM
2010YMiYMfjd 12.2 113

120 tMvompactMκuadrupoleZγrbitrapMαassMSpectrometerMwithMytÇαSMÇnterfaceMÇmprovesMδroteomeM
voverageMinMShortMLvMzradientsaMMolecularmandmCellularmProteomicsYM2020YMdlYMjdiZjel 7.6 112

119 RapidMandMsiteZspecificMdeepMphosphoproteomeMprofilingMbyMdataZindependentMacquisitionMwithoutM
theMneedMforMspectralMlibrariesaMNaturemCommunicationsYM2020YMddYMjkj 17.4 108

118 zlobalManalysisMofMtheMyeastMosmoticMstressMresponseMbyMquantitativeMproteomicsaMMolecularm
BioSystemsYM2009YMhYMdffjZgi 108

117 yunctionalMproteomicsMdefinesMtheMmolecularMswitchMunderlyingMyzyMreceptorMtraffickingMandM
cellularMoutputsaMMolecularmCellYM2013YMhdYMjcjZee 17.6 105

116 HighZaccuracyMidentificationMandMbioinformaticManalysisMofMinMvivoMproteinMphosphorylationMsitesMinM
yeastaMProteomicsYM2009YMlYMgigeZhe 4.8 103

115 κuantitativeMproteomicMassessmentMofMveryMearlyMcellularMsignalingMeventsaMNaturemBiotechnologyYM
2007YMehYMhiiZk 44.5 103

114 tdvantagesMofMexternalMaccumulationMforMelectronMcaptureMdissociationMinMyourierMtransformMmassM
spectrometryaMAnalyticalmChemistryYM2001YMjfYMellkZfcch 7.8 101

113 StructuresMofMwownMsyndromeMkinasesYMwYRüsYMrevealMmechanismsMofMkinaseMactivationMandM
substrateMrecognitionaMStructureYM2013YMedYMlkiZli 5.2 99

(2013-2010)
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112 δhosphoproteinsMofMtheMchickenMeggshellMcalcifiedMlayeraMProteomicsYM2007YMjYMdciZdh 4.8 95

111 ÇnvestigationMofMproteinZtyrosineMphosphataseMduMfunctionMbyMquantitativeMproteomicsaMMolecularm
andmCellularmProteomicsYM2008YMjYMdjifZjj 7.6 91

110 SUαγZeMγrchestratesMvhromatinMαodifiersMinMResponseMtoMwβtMwamageaMCellmReportsYM2015YMdcYMdjjkZdjld10.6 90

109 TheMSHeMdomainMinteractionMlandscapeaMCellmReportsYM2013YMfYMdelfZfch 10.6 89

108 κuantitativeMphosphoproteomeManalysisMofMaMmouseMliverMcellMlineMrevealsMspecificityMofMphosphataseM
inhibitorsaMProteomicsYM2008YMkYMghfgZgi 4.8 89

107 δhosphorylationMofMhistoneMHfMThrZghMisMlinkedMtoMapoptosisaMJournalmofmBiologicalmChemistryYM2009YM
ekgYMdihjhZdihkf 5.4 85

106 TyrosineMphosphoproteomicsMofMfibroblastMgrowthMfactorMsignalingmMaMroleMforMinsulinMreceptorM
substrateZgaMJournalmofmBiologicalmChemistryYM2004YMejlYMgigfkZgj 5.4 84

105 HysTagZZaMnovelMproteomicMquantificationMtoolMappliedMtoMdifferentialMdisplayManalysisMofMmembraneM
proteinsMfromMdistinctMareasMofMmouseMbrainaMMolecularmandmCellularmProteomicsYM2004YMfYMkeZle 7.6 79

104 ˛–g˛†˛·MztutUtVMreceptorsMareMhighZaffinityMtargetsMforM˛‡ZhydroxybutyricMacidMUzHuVaMProceedingsmofm
themNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYM2012YMdclYMdfgcgZl 11.5 72

103 xarlyMδleistoceneMenamelMproteomeMfromMwmanisiMresolvesMStephanorhinusMphylogenyaMNatureYM
2019YMhjgYMdcfZdcj 50.4 70

102 δroteinMtggregationMvaptureMonMαicroparticlesMxnablesMαultipurposeMδroteomicsMSampleM
δreparationaMMolecularmandmCellularmProteomicsYM2019YMdkYMdcejZdcfh 7.6 70

101 δrofilingMtheMphosphoZstatusMofMtheMuüvaMchannelMalphaMsubunitMinMratMbrainMrevealsMunexpectedM
patternsMandMcomplexityaMMolecularmandmCellularmProteomicsYM2008YMjYMedkkZlk 7.6 70

100 SignalingMinitiatedMbyMoverexpressionMofMtheMfibroblastMgrowthMfactorMreceptorZdMinvestigatedMbyM
massMspectrometryaMMolecularmandmCellularmProteomicsYM2003YMeYMelZfi 7.6 67

99 tnalyticMframeworkMforMpeptidomicsMappliedMtoMlargeZscaleMneuropeptideMidentificationaMNaturem
CommunicationsYM2016YMjYMddgfi 17.4 66

98 αultilayeredMproteomicsMrevealsMmolecularMswitchesMdictatingMligandZdependentMxzyRMtraffickingaM
NaturemStructuralmandmMolecularmBiologyYM2016YMefYMickZdk 17.6 66

97 tncientMproteinsMfromMceramicMvesselsMatMˆ�atalhˆ¶yˆ…kMWestMrevealMtheMhiddenMcuisineMofMearlyM
farmersaMNaturemCommunicationsYM2018YMlYMgcig 17.4 64

96 RecentMfindingsMandMtechnologicalMadvancesMinMphosphoproteomicsMforMcellsMandMtissuesaMExpertm
ReviewmofmProteomicsYM2015YMdeYMgilZkj 4.2 63

95 TheMlowMmolecularMweightMproteomeMofMHalobacteriumMsalinarumaMJournalmofmProteomemResearchYM
2007YMiYMdhdcZk 5.6 60
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94 δhosphoproteomicsMofMδrimaryMvellsMRevealsMwruggableMüinaseMSignaturesMinMγvarianMvanceraMCellm
ReportsYM2017YMdkYMfegeZfehi 10.6 59

93
SystemZwideMtnalysisMofMSUαγylationMwynamicsMinMResponseMtoMReplicationMStressMRevealsMβovelM
SmallMUbiquitinZlikeMαodifiedMTargetMδroteinsMandMtcceptorMLysinesMRelevantMforMzenomeMStabilityaM
MolecularmandmCellularmProteomicsYM2015YMdgYMdgdlZfg

7.6 59

92 tMmassMspectrometryZfriendlyMdatabaseMforMcSβδMidentificationaMNaturemMethodsYM2007YMgYMgihZi 21.6 57

91 αtδUmMαaxZδlanckMUnifiedMdatabaseMofMorganellarYMcellularYMtissueMandMbodyMfluidMproteomesaM
NucleicmAcidsmResearchYM2007YMfhYMwjjdZl 20.1 56

90 TemporalMproteomicsMofMβzyZTrktMsignalingMidentifiesManMinhibitoryMroleMforMtheMxfMligaseMvblZbMinM
neuroblastomaMcellMdifferentiationaMSciencemSignalingYM2015YMkYMragc 8.8 52

89 TheMβdckcMinternalMloopMisMrequiredMforMrecruitmentMofMtheMSkaMcomplexMtoMestablishMendZonM
microtubuleMattachmentMtoMkinetochoresaMJournalmofmCellmScienceYM2012YMdehYMfegfZhf 5.3 52

88 tnnotationMofMlociMfromMgenomeZwideMassociationMstudiesMusingMtissueZspecificMquantitativeM
interactionMproteomicsaMNaturemMethodsYM2014YMddYMkikZjg 21.6 50

87 δroteomicMprofilingMofMarchaeologicalMhumanMboneaMRoyalmSocietymOpenmScienceYM2017YMgYMdidccg 3.3 50

86 zlobalMphosphoproteomeMprofilingMrevealsMunanticipatedMnetworksMresponsiveMtoMcisplatinM
treatmentMofMembryonicMstemMcellsaMMolecularmandmCellularmBiologyYM2011YMfdYMgligZjj 4.8 49

85 SpeciesMidentificationMofMarchaeologicalMskinMobjectsMfromMwanishMbogsmMcomparisonMbetweenMmassM
spectrometryZbasedMpeptideMsequencingMandMmicroscopyZbasedMmethodsaMPLoSmONEYM2014YMlYMedcikjh 3.7 49

84 δalaeoproteomicsMresolvesMslothMrelationshipsaMNaturemEcologymandmEvolutionYM2019YMfYMddedZddfc 12.3 47

83 TheMdentalMproteomeMofMHomoMantecessoraMNatureYM2020YMhkcYMefhZefk 50.4 47

82 αetaproteomicsMofMsalivaMidentifiesMhumanMproteinMmarkersMspecificMforMindividualsMwithM
periodontitisMandMdentalMcariesMcomparedMtoMorallyMhealthyMcontrolsaMPeerJYM2016YMgYMeegff 3.1 44

81 HighMaccuracyMmassMspectrometryMinMlargeZscaleManalysisMofMproteinMphosphorylationaMMethodsminm
MolecularmBiologyYM2009YMgleYMdfdZge 1.4 43

80 δalaeoproteomicMδrofilingMofMvonservationMLayersMonMaMdgthMventuryMÇtalianMWallMδaintingaM
AngewandtemChemiem-mInternationalmEditionYM2018YMhjYMjfilZjfjg 16.4 41

79 xnamelMproteomeMshowsMthatMzigantopithecusMwasManMearlyMdivergingMpongineaMNatureYM2019YMhjiYMeieZeih50.4 41

78 TheMdualMmethyltransferaseMαxTTLdfMtargetsMβMterminusMandMLyshhMofMexydtMandMmodulatesM
codonZspecificMtranslationMratesaMNaturemCommunicationsYM2018YMlYMfgdd 17.4 40

77
κuantitativeMproteomicMprofilingMofMmembraneMproteinsMfromMtheMmouseMbrainMcortexYM
hippocampusYMandMcerebellumMusingMtheMHysTagMreagentmMmappingMofMneurotransmitterMreceptorsM
andMionMchannelsaMBrainmResearchYM2007YMddfgYMlhZdci

3.7 39

(2007-2017)
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76 δhosphorylationMofMtheMyeastM˛‡ZtubulinMTubgMregulatesMmicrotubuleMfunctionaMPLoSmONEYM2011YMiYMedljcc 3.7 38

75 TheMhumanMmethyltransferaseMZvvHvgMcatalysesMβiZmethyladenosineMmodificationMofMekSM
ribosomalMRβtaMNucleicmAcidsmResearchYM2020YMgkYMkfcZkgi 20.1 38

74 vanMrelativeMcleavageMfrequenciesMinMpeptidesMprovideMadditionalMsequenceMinformationraM
InternationalmJournalmofmMassmSpectrometryYM2002YMedlYMekfZelg 1.9 37

73 κuantitativeMmetaproteomicsMofMmedievalMdentalMcalculusMrevealsMindividualMoralMhealthMstatusaM
NaturemCommunicationsYM2018YMlYMgjgg 17.4 36

72 tMcomprehensiveMplatformMforMtheManalysisMofMubiquitinZlikeMproteinMmodificationsMusingMinMvivoM
biotinylationaMScientificmReportsYM2017YMjYMgcjhi 4.9 34

71 LargeZScaleMδhosphoproteomicsMRevealsMShpZeMδhosphataseZwependentMRegulatorsMofMδdgfM
ReceptorMSignalingaMCellmReportsYM2018YMeeYMejkgZejli 10.6 34

70 γncogenicMαutationsMRewireMSignalingMδathwaysMbyMSwitchingMδroteinMRecruitmentMtoM
δhosphotyrosineMSitesaMCellYM2019YMdjlYMhgfZhicaeei 56.2 31

69 zeLvαSMforMinZdepthMproteinMcharacterizationMandMadvancedManalysisMofMproteomesaMMethodsminm
MolecularmBiologyYM2011YMjhfYMdgfZhh 1.4 31

68 vomparisonMofMelectronMcaptureMdissociationMandMcollisionallyMactivatedMdissociationMofMpolycationsM
ofMpeptideMnucleicMacidsaMRapidmCommunicationsminmMassmSpectrometryYM2001YMdhYMlilZjg 2.2 30

67 γfflineMHighMpHMReversedZδhaseMδeptideMyractionationMforMweepMδhosphoproteomeMvoverageaM
MethodsminmMolecularmBiologyYM2016YMdfhhYMdjlZle 1.4 30

66 wynamicMlineageMprimingMisMdrivenMviaMdirectMenhancerMregulationMbyMxRüaMNatureYM2019YMhjhYMfhhZfic 50.4 29

65 tMdirectMroleMofMαaddMinMtheMspindleMassemblyMcheckpointMbeyondMαadeMkinetochoreMrecruitmentaM
EMBOmReportsYM2014YMdhYMekeZlc 6.5 29

64 wisulfideMLinkageMvharacterizationMofMwisulfideMuondZvontainingMδroteinsMandMδeptidesMbyMReducingM
xlectrochemistryMandMαassMSpectrometryaMAnalyticalmChemistryYM2016YMkkYMdhkhZle 7.8 28

63 SimpleMandMReproducibleMSampleMδreparationMforMSingleZShotMδhosphoproteomicsMwithMHighM
SensitivityaMMethodsminmMolecularmBiologyYM2016YMdfhhYMehdZic 1.4 28

62 TÇαδZdMincreasesMexpressionMandMphosphorylationMofMproteinsMassociatedMwithMdrugMresistanceMinM
breastMcancerMcellsaMJournalmofmProteomemResearchYM2013YMdeYMgdfiZhd 5.6 26

61 vompleteMαappingMofMvomplexMwisulfideMδatternsMwithMvloselyZSpacedMvysteinesMbyMÇnZSourceM
ReductionMandMwataZwependentMαassMSpectrometryaMAnalyticalmChemistryYM2017YMklYMhlglZhlhj 7.8 25

60 TheMubiquitinMligaseMvullinhMregulatesMβwRdbSTüfkMstabilityMandMβyZ˛”uMtransactivationaMScientificm
ReportsYM2017YMjYMgekcc 4.9 25

59 αultiZspectraMpeptideMsequencingMandMitsMapplicationsMtoMmultistageMmassMspectrometryaM
BioinformaticsYM2008YMegYMigdiZef 7.2 25
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58 ResolutionMofMtheMtypeMmaterialMofMtheMtsianMelephantYMxlephasMmaximusMLinnaeusYMdjhkM
UδroboscideaYMxlephantidaeVaMZoologicalmJournalmofmthemLinneanmSocietyYM2014YMdjcYMeeeZefe 2.4 24

57 δinpointingMphosphorylationMsitesmMκuantitativeMfilteringMandMaMnovelMsiteZspecificMxZionMfragmentaM
JournalmofmProteomemResearchYM2011YMdcYMelfjZgk 5.6 24

56
UbiquitinZspecificMδroteaseMddMUUSδddVMweubiquitinatesMHybridMSmallMUbiquitinZlikeMαodifierM
USUαγVZUbiquitinMvhainsMtoMvounteractMRÇβzMyingerMδroteinMgMURβygVaMJournalmofmBiologicalm
ChemistryYM2015YMelcYMdhheiZdhhfj

5.4 22

55 tnalysisMofMchangesMinMSUαγZebfMmodificationMduringMbreastMcancerMprogressionMandMmetastasisaM
JournalmofmProteomemResearchYM2014YMdfYMflchZdk 5.6 22

54 SystemsMbiologyMapproachMidentifiesMtheMkinaseMvsnkdadMasMaMregulatorMofMtheMwβtMdamageM
responseMinMembryonicMstemMcellsaMSciencemSignalingYM2013YMiYMrah 8.8 22

53 αolecularMevidenceMofMuseMofMhideMglueMinMgthMmillenniumMuvMxuropeaMJournalmofmArchaeologicalm
ScienceYM2015YMifYMihZjd 2.9 21

52 vausalMintegrationMofMmultiZomicsMdataMwithMpriorMknowledgeMtoMgenerateMmechanisticMhypothesesaM
MolecularmSystemsmBiologyYM2021YMdjYMeljfc 12.2 20

51 ResolutionMofMtheMtypeMmaterialMofMtheMtsianMelephantYMxlephasMmaximusMLinnaeusYMdjhkM
UδroboscideaYMxlephantidaeVaMZoologicalmJournalmofmthemLinneanmSocietyYM2014YMdjcYMeeeZefe 2.4 18

50 vomprehensiveMidentificationMofMSUαγebfMtargetsMandMtheirMdynamicsMduringMmitosisaMPLoSmONEYM
2014YMlYMedccile 3.7 17

49 TheMmethyltransferaseMαxTTLlMmediatesMpervasiveMdZmethylhistidineMmodificationMinMmammalianM
proteomesaMNaturemCommunicationsYM2021YMdeYMkld 17.4 17

48 LimitsMforMResolvingMÇsobaricMTandemMαassMTagMReporterMÇonsMUsingMδhaseZvonstrainedMSpectrumM
weconvolutionaMJournalmofmProteomemResearchYM2018YMdjYMgcckZgcdi 5.6 17

47 tnalyticalMutilityMofMmassMspectralMbinningMinMproteomicMexperimentsMbyMSδectralMÇmmoniumMÇonM
wetectionMUSδÇÇwVaMMolecularmandmCellularmProteomicsYM2014YMdfYMdldgZeg 7.6 15

46 yromMδhosphositesMtoMüinasesaMMethodsminmMolecularmBiologyYM2016YMdfhhYMfcjZed 1.4 15

45 ÇntegratedMproximalMproteomicsMrevealsMÇRSeMasMaMdeterminantMofMcellMsurvivalMinMtLüZdrivenM
neuroblastomaaMSciencemSignalingYM2018YMddYM 8.8 15

44
αassZSpectrometryMuasedMδroteomeMvomparisonMofMxxtracellularMVesicleMÇsolationMαethodsmM
vomparisonMofMαxZkitYMSizeZxxclusionMvhromatographyYMandMHighZSpeedMventrifugationaM
BiomedicinesYM2020YMkYM

4.8 14

43 αolecularMbasisMofMTousledZLikeMüinaseMeMactivationaMNaturemCommunicationsYM2018YMlYMehfh 17.4 14

42
zenericMWorkflowMforMαappingMofMvomplexMwisulfideMuondsMUsingMÇnZSourceMReductionMandM
xxtractedMÇonMvhromatogramsMfromMwataZwependentMαassMSpectrometryaMAnalyticalmChemistryYM
2018YMlcYMkeceZkedc

7.8 13

41 vombinatorialMwrugMScreeningMÇdentifiesMxwingMSarcomaZspecificMSensitivitiesaMMolecularmCancerm
TherapeuticsYM2017YMdiYMkkZdcd 6.1 13

(2017-2014)
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40 xffectiveMrepresentationMandMstorageMofMmassMspectrometryZbasedMproteomicMdataMsetsMforMtheM
scientificMcommunityaMSciencemSignalingYM2011YMgYMpej 8.8 13

39 αultiZomicMdetectionMofMinMarchaeologicalMhumanMdentalMcalculusaMPhilosophicalmTransactionsmofmthem
RoyalmSocietymB:mBiologicalmSciencesYM2020YMfjhYMecdlchkg 5.8 13

38 δroteomeMandMδhosphoproteomeMvhangesMtssociatedMwithMδrognosisMinMtcuteMαyeloidMLeukemiaaM
CancersYM2020YMdeYM 6.6 12

37 HumanMαxTTLdkMisMaMhistidineZspecificMmethyltransferaseMthatMtargetsMRδLfMandMaffectsMribosomeM
biogenesisMandMfunctionaMNucleicmAcidsmResearchYM2021YMglYMfdkhZfecf 20.1 12

36 üÇTMÇnducesMSRvZαediatedMTyrosineMδhosphorylationMofMαÇTyMandMtlteredMTranscriptionMδrogramMinM
αelanomaaMMolecularmCancermResearchYM2017YMdhYMdeihZdejg 6.6 11

35
vylindromatosisMTumorMSuppressorMδroteinMUvYLwVMweubiquitinaseMisMβecessaryMforMδroperM
UbiquitinationMandMwegradationMofMtheMxpidermalMzrowthMyactorMReceptoraMMolecularmandmCellularm
ProteomicsYM2017YMdiYMdgffZdggi

7.6 11

34 δroteomicMcharacterizationMofMchromosomalMcommonMfragileMsiteMUvySVZassociatedMproteinsM
uncoversMtTRXMasMaMregulatorMofMvySMstabilityaMNucleicmAcidsmResearchYM2019YMgjYMkccgZkcdk 20.1 11

33 δroteomicsMinsightsMintoMwβtMdamageMresponseMandMtranslatingMthisMknowledgeMtoMclinicalM
strategiesaMProteomicsYM2017YMdjYMdicccdk 4.8 10

32 vorrectionMtoMyeasibilityMofMLargeZScaleMδhosphoproteomicsMwithMHigherMxnergyMvollisionalM
wissociationMyragmentationaMJournalmofmProteomemResearchYM2012YMddYMfhciZfhck 5.6 10

31 SÇLtvZbasedMtemporalMphosphoproteomicsaMMethodsminmMolecularmBiologyYM2014YMddkkYMdehZgk 1.4 9

30 vonformationZspecificMantiZαadeMmonoclonalMantibodiesMforMtheMdissectionMofMcheckpointMsignalingaM
MAbsYM2016YMkYMiklZlj 6.6 8

29 YeastMexpressionMproteomicsMbyMhighZresolutionMmassMspectrometryaMMethodsminmEnzymologyYM2010YM
gjcYMehlZkc 1.7 8

28
βanoelectrosprayMpeptideMmappingMrevisitedmMvompositeMsurveyMspectraMallowMhighMdynamicMrangeM
proteinMcharacterizationMwithoutMLvαSMonManMorbitrapMmassMspectrometeraMInternationalmJournalmofm
MassmSpectrometryYM2007YMeikYMdhkZdij

1.9 8

27 zHuManalogsMconferMneuroprotectionMthroughMspecificMinteractionMwithMtheMvaαüÇÇ˛–MhubMdomainaM
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYM2021YMddkYM 11.5 8

26 δalaeoproteomicMidentificationMofMbreastMmilkMproteinMresiduesMfromMtheMarchaeologicalMskeletalM
remainsMofMaMneonatalMdogaMScientificmReportsYM2019YMlYMdekgd 4.9 7

25 δredictingMkinaseMactivityMinMangiotensinMreceptorMphosphoproteomesMbasedMonMsequenceZmotifsM
andMinteractionsaMPLoSmONEYM2014YMlYMelgije 3.7 7

24 δrotlanaseMisManMxffectiveMtlternativeMtoMTrypsinMforMδroteomicsMtpplicationsMandMwisulfideMuondM
αappingaMMolecularmandmCellularmProteomicsYM2020YMdlYMedflZedhj 7.6 7

23 κuantitativeMproteomeMcomparisonMofMhumanMheartsMwithMthoseMofMmodelMorganismsaMPLoSmBiologyYM
2021YMdlYMefccddgg 9.7 7

Jesper V Olsen
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22 HumanMwwüMrescuesMstalledMforksMandMcounteractsMcheckpointMinhibitionMatMunfiredMoriginsMtoM
completeMwβtMreplicationaMMolecularmCellYM2021YMkdYMgeiZggdaek 17.6 7

21 vontrolMofMendothelialMcellMtubeMformationMbyMβotchMligandMintracellularMdomainMinteractionsMwithM
activatorMproteinMdMUtδZdVaMJournalmofmBiologicalmChemistryYM2018YMelfYMdeelZdege 5.4 6

20 δroteomicsMofMresistanceMtoMβotchdMinhibitionMinMacuteMlymphoblasticMleukemiaMrevealsMtargetableM
kinaseMsignaturesaMNaturemCommunicationsYM2021YMdeYMehcj 17.4 6

19 δroteinMkinaseMtMstimulatesMüvjadMsurfaceMexpressionMbyMregulatingMβeddgZeZdependentMendocyticM
traffickingaMAmericanmJournalmofmPhysiologym-mCellmPhysiologyYM2015YMfclYMvilfZjci 5.4 5

18 xarlyMδleistoceneMenamelMproteomeMsequencesMfromMwmanisiMresolveMStephanorhinusMphylogeny 5

17 SpatialZproteomicsMrevealsMphosphoZsignalingMdynamicsMatMsubcellularMresolutionaMNaturem
CommunicationsYM2021YMdeYMjddf 17.4 5

16 κuantitativeMphosphoproteomicsMtoMunravelMtheMcellularMresponseMtoMchemicalMstressorsMwithM
differentMmodesMofMactionaMArchivesmofmToxicologyYM2020YMlgYMdihhZdijd 5.8 4

15 wecipheringMtheMhumanMphosphoproteomeaMNaturemBiotechnologyYM2020YMfkYMekhZeki 44.5 3

14 RapidMandMsiteZspecificMdeepMphosphoproteomeMprofilingMbyMdataZindependentMacquisitionMUwÇtVM
withoutMtheMneedMforMspectralMlibraries 3

13 αultiZproteaseManalysisMofMδleistoceneMboneMproteomesaMJournalmofmProteomicsYM2020YMeekYMdcfkkl 3.9 3

12 δroteomicMinvestigationMofMvblMandMvblZbMinMneuroblastomaMcellMdifferentiationMhighlightsMrolesMforM
SHδZeMandMvwüdiaMIScienceYM2021YMegYMdcefed 6.1 3

11 tMαiddleMδleistoceneMwenisovanMmolarMfromMtheMtnnamiteMvhainMofMnorthernMLaosaaMNaturem
CommunicationsYM2022YMdfYMehhj 17.4 3

10 tMnovelMLvMsystemMembedsManalytesMinMpreZformedMgradientsMforMrapidYMultraZrobustMproteomics 2

9 tMvompactMκuadrupoleZγrbitrapMαassMSpectrometerMwithMytÇαSMÇnterfaceMÇmprovesMδroteomeM
voverageMinMShortMLvMzradients 2

8 αolecularMuasisMofMtheMαechanismsMvontrollingMαtSTLaMMolecularmandmCellularmProteomicsYM2020YMdlYMfeiZfgf7.6 2

7 tMdeeperMlookMatMcarrierMproteomeMeffectsMforMsingleZcellMproteomicsaaMCommunicationsmBiologyYM2022
YMhYMdhc 6.7 2

6 δhosphorylationMofMSHδeMatMTyrieMenablesMacquiredMresistanceMtoMSHδeMallostericMinhibitorsMinM
yLTfZÇTwZdrivenMtαLaaMCancermResearchYM2022YM 10.1 2

5 δalaeoproteomicMδrofilingMofMvonservationMLayersMonMaMdgthMventuryMÇtalianMWallMδaintingaM
AngewandtemChemieYM2018YMdfcYMjgldZjgli 3.6 1

(2018-2021)
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4 LimitsMforMresolvingMtandemMmassMtagMreporterMionsMwithMidenticalMintegerMmassMusingMphaseM
constrainedMspectrumMdeconvolution 1

3 TemporalMwynamicsMofMxzyMReceptorMSignalingMbyMκuantitativeMδroteomicsM2008YMdlcZdlk 1

2 δroteinMaggregationMcaptureMonMmicroparticlesMenablesMmultiZpurposeMproteomicsMsampleMpreparation 1

1 yaecalMproteomicsMasMaMnovelMmethodMtoMstudyMmammalianMbehaviourMandMphysiologyaMMolecularm
EcologymResourcesYM2021YMedYMdkckZdkdl 8.4 1

Jesper V Olsen
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