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Reduced lipolysis in lipoma phenocopies lipid accumulation in obesity. International Journal of

Obesity, 2021, 45, 565-576.

Dendritic Cells Regulate GPR34 through Mitogenic Signals and Undergo Apoptosis in Its Absence. 0.8 20
Journal of Immunology, 2016, 196, 2504-2513. :

Co-expression analysis identifies long noncoding RNA <i>SNHG1</i> as a novel predictor for event-free
survival in neuroblastoma. Oncotarget, 2016, 7, 58022-58037.

Regulation rewiring analysis reveals mutual regulation between STAT1 and miR-155-5p in tumor

immunosurveillance in seven major cancers. Scientific Reports, 2015, 5, 12063. 3.3 19

Concordant dysregulation of miR-5p and miR-3p arms of the same precursor microRNA may be a
mechanism in inducing cell proliferation and tumorigenesis: a lung cancer study. Rna, 2015, 21,
1055-1065.

A cross-cancer differential co-expression network reveals microRNA-regulated oncogenic functional 9.9 9
modules. Molecular BioSystems, 2015, 11, 3244-3252. :

A Gene Gravity Model for the Evolution of Cancer Genomes: A Study of 3,000 Cancer Genomes across 9
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Functional consequences of somatic mutations in cancer using protein pocket-based prioritization

approach. Genome Medicine, 2014, 6, 81. 8.2 31

Mirin: identifying microRNA regulatory modules in proteind€“protein interaction networks.
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Crosstalk between transcription factors and microRNAs in human protein interaction network. BMC
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