
Ryan K C Yuen

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy1088038yryanvkvcvyuenvpublicationsvbyvyearxpdf

Version:h2024v04v10h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

70
papers

7,768
citations

34
h-index

88
g-index

92
ext. papers

10,369
ext. citations

11.7
avg, IF

5.21
L-index



k Paper IF Citations
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NetworkiOpenbO2020bOibOehfgngfo 10.4 13
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56 SynapticOzysfunctionOinOHumanONeuronsOWithOwutismcwssociatedOzeletionsOinOPTyHzgcwSdO
BiologicaliPsychiatrybO2020bOnmbOgiocgjo 7.9 32

55 wOframeworkOforOanOevidencecbasedOgeneOlistOrelevantOtoOautismOspectrumOdisorderdONatureiReviewsi
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53 LengthOofOUninterruptedOywGbOIndependentOofOPolyglutamineOSizebOResultsOinOIncreasedOSomaticO
InstabilitybOHasteningOOnsetOofOHuntingtonOziseasedOAmericaniJournaliofiHumaniGeneticsbO2019bOgfjbOggglcgghl11 67
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GenomiciMedicinebO2019bOjbOhl 6.2 54
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spectrumOdisordersdONatureiCommunicationsbO2019bOgfbOkkgo 17.4 13
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throughORhowOsignalingdOMoleculariPsychiatrybO2019bOhjbOgihocgikf 15.1 70

45 TheOPersonalOGenomeOProjectOyanadapOfindingsOfromOwholeOgenomeOsequencesOofOtheOinauguralOklO
participantsdOCmajbO2018bOgofbOEghlcEgil 3.5 37

44 wOyomprehensiveOWorkflowOforOReadOzepthcxasedOIdentificationOofOyopycNumberOVariationOfromO
WholecGenomeOSequenceOzatadOAmericaniJournaliofiHumaniGeneticsbO2018bOgfhbOgjhcgkk 11 97

43 wOgenomecwideOlinkageOstudyOofOautismOspectrumOdisorderOandOtheObroadOautismOphenotypeOinO
extendedOpedigreesdOJournaliofiNeurodevelopmentaliDisordersbO2018bOgfbOhf 4.6 10

42 yompleteOzisruptionOofOwutismcSusceptibilityOGenesObyOGeneOEditingOPredominantlyOReducesO
FunctionalOyonnectivityOofOIsogenicOHumanONeuronsdOStemiCelliReportsbO2018bOggbOghggcghhk 8 58

41 yNTNlOmutationsOareOriskOfactorsOforOabnormalOauditoryOsensoryOperceptionOinOautismOspectrumO
disordersdOMoleculariPsychiatrybO2017bOhhbOlhkclii 15.1 40

40 GenomeOandOTranscriptomeOwssemblyOofOtheOyanadianOxeaverOXYdOG3:iGenesviGenomesviGeneticsbO
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39 WholeOgenomeOsequencingOresourceOidentifiesOgnOnewOcandidateOgenesOforOautismOspectrumO
disorderdONatureiNeurosciencebO2017bOhfbOlfhclgg 25.5 427

38 VariableOphenotypeOexpressionOinOaOfamilyOsegregatingOmicrodeletionsOofOtheOandOautismOspectrumO
disorderOsusceptibilityOgenesdONpjiGenomiciMedicinebO2017bOhbO 6.2 17

37 MutationsOinOinOindividualsOwithOintellectualOdisabilitybOautismOspectrumOdisorderbOandOmacrocephalydO
MoleculariAutismbO2017bOnbOko 6.5 22
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35 zIXzygOPhosphorylationOandOyontrolOofOzendriticOMorphologyOwreOImpairedObyORareOGeneticO
VariantsdOCelliReportsbO2016bOgmbOgnohcgofj 10.6 21

34 GenomecwideOcharacteristicsOofOmutationsOinOautismdONpjiGenomiciMedicinebO2016bOgbOglfhmgcglfhmgf 6.2 126

33 IndexingOEffectsOofOyopyONumberOVariationOonOGenesOInvolvedOinOzevelopmentalOzelaydOScientifici
ReportsbO2016bOlbOhnlli 4.9 26

32 WholeOGenomeOSequencingOExpandsOziagnosticOUtilityOandOImprovesOylinicalOManagementOinO
PediatricOMedicinedONpjiGenomiciMedicinebO2016bOgbO 6.2 208

31
GenomecwideOzNwOmethylationOidentifiesOtrophoblastOinvasioncrelatedOgenespOylaudincjOandO
FucosyltransferaseOIVOcontrolOmobilityOviaOalteringOmatrixOmetalloproteinaseOactivitydOMoleculari
HumaniReproductionbO2015bOhgbOjkhclk
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30 yompoundOheterozygousOmutationsOinOtheOnoncodingORNUjwTwyOcauseORoifmanOSyndromeObyO
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yhildrenOWithOwutismOSpectrumOzisorderdOJAMAiwiJournaliofitheiAmericaniMedicaliAssociationbO2015bO
igjbOnokcofi
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28 ISzNhfgj_fhkipOHighOresolutionOgenomicOanalysesOofOaOclinicallyOdefinedOautismOspectrumOdisorderO
cohortdOInternationaliJournaliofiDevelopmentaliNeurosciencebO2015bOjmbOmlcml 2.7 1

27 UsingOextendedOpedigreesOtoOidentifyOnovelOautismOspectrumOdisorderOXwSzYOcandidateOgenesdO
HumaniGeneticsbO2015bOgijbOgogchfg 6.3 16

26 RNwOsplicingdOTheOhumanOsplicingOcodeOrevealsOnewOinsightsOintoOtheOgeneticOdeterminantsOofO
diseasedOSciencebO2015bOijmbOghkjnfl 33.3 748

25 WholecgenomeOsequencingOofOquartetOfamiliesOwithOautismOspectrumOdisorderdONatureiMedicinebO
2015bOhgbOgnkcog 50.5 353

24 xraincexpressedOexonsOunderOpurifyingOselectionOareOenrichedOforOdeOnovoOmutationsOinOautismO
spectrumOdisorderdONatureiGeneticsbO2014bOjlbOmjhcm 36.3 121

23 TheOzatabaseOofOGenomicOVariantspOaOcuratedOcollectionOofOstructuralOvariationOinOtheOhumanO
genomedONucleiciAcidsiResearchbO2014bOjhbOzonlcoh 20.1 764

22 zisruptionOofOtheOwSTNheTRIMihOlocusOatOoqiidgOisOaOriskOfactorOinOmalesOforOautismOspectrumO
disordersbOwzHzOandOotherOneurodevelopmentalOphenotypesdOHumaniMoleculariGeneticsbO2014bOhibOhmkhcln5.6 104

21 SynapticbOtranscriptionalOandOchromatinOgenesOdisruptedOinOautismdONaturebO2014bOkgkbOhfocgk 50.4 1581

20 zevelopmentOofOaOhighcresolutionOYcchromosomeOmicroarrayOforOimprovedOmaleOinfertilityO
diagnosisdOFertilityiandiSterilitybO2014bOgfgbOgfmocgfnkdei 4.8 24

19 PerformanceOofOhighcthroughputOsequencingOforOtheOdiscoveryOofOgeneticOvariationOacrossOtheO
completeOsizeOspectrumdOG3:iGenesviGenomesviGeneticsbO2014bOjbOlick 3.2 26

18 zetectionOofOclinicallyOrelevantOgeneticOvariantsOinOautismOspectrumOdisorderObyOwholecgenomeO
sequencingdOAmericaniJournaliofiHumaniGeneticsbO2013bOoibOhjocli 11 345
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17 HypoxiaOaltersOtheOepigeneticOprofileOinOculturedOhumanOplacentalOtrophoblastsdOEpigeneticsbO2013bOnbOgohchfh5.7 69

16 WidespreadOzNwOhypomethylationOatOgeneOenhancerOregionsOinOplacentasOassociatedOwithO
earlyconsetOprececlampsiadOMoleculariHumaniReproductionbO2013bOgobOlomcmfn 4.4 150

15 GenomecWideOMappingO2013bOmgcgfo

14 TheOautismOsequencingOconsortiumpOlargecscalebOhighcthroughputOsequencingOinOautismOspectrumO
disordersdONeuronbO2012bOmlbOgfkhcl 13.9 124

13 PPflkdOdNKOandOdNKcyMOmediatedOalterationsOofOzNwOmethylationOinOextravillousOcytotrophoblastsO
XEVTSYdOPregnancyiHypertensionbO2012bOhbOhmm 2.6 0

12 PatternsOofOplacentalOdevelopmentOevaluatedObyOXOchromosomeOinactivationOprofilingOprovideOaO
basisOtoOevaluateOtheOoriginOofOepigeneticOvariationdOHumaniReproductionbO2012bOhmbOgmjkcki 5.7 34

11 TheOutilityOofOquantitativeOmethylationOassaysOatOimprintedOgenesOforOtheOdiagnosisOofOfetalOandO
placentalOdisordersdOClinicaliGeneticsbO2011bOmobOglocmk 4 30

10 ReviewpOwOhighOcapacityOofOtheOhumanOplacentaOforOgeneticOandOepigeneticOvariationpOimplicationsOforO
assessingOpregnancyOoutcomedOPlacentabO2011bOihOSupplOhbOSgilcjg 3.4 37

9 GenomecwideOmappingOofOimprintedOdifferentiallyOmethylatedOregionsObyOzNwOmethylationO
profilingOofOhumanOplacentasOfromOtriploidiesdOEpigeneticsiandiChromatinbO2011bOjbOgf 5.8 62

8 ExtensiveOepigeneticOreprogrammingOinOhumanOsomaticOtissuesObetweenOfetusOandOadultdO
EpigeneticsiandiChromatinbO2011bOjbOm 5.8 51

7 EvidenceOforOwidespreadOchangesOinOpromoterOmethylationOprofileOinOhumanOplacentaOinOresponseOtoO
increasingOgestationalOageOandOenvironmentalestochasticOfactorsdOBMCiGenomicsbO2011bOghbOkho 4.5 142

6 zNwOmethylationOprofilingOofOhumanOplacentasOrevealsOpromoterOhypomethylationOofOmultipleO
genesOinOearlyconsetOpreeclampsiadOEuropeaniJournaliofiHumaniGeneticsbO2010bOgnbOgfflcgh 5.3 164

5 EvaluatingOzNwOmethylationOandOgeneOexpressionOvariabilityOinOtheOhumanOtermOplacentadOPlacentabO
2010bOigbOgfmfcm 3.4 68

4 HumanOplacentalcspecificOepipolymorphismOandOitsOassociationOwithOadverseOpregnancyOoutcomesdO
PLoSiONEbO2009bOjbOemino 3.7 54

3 HypermethylationOofORwSSFgwOinOhumanOandOrhesusOplacentasdOAmericaniJournaliofiPathologybO2007bO
gmfbOojgckf 5.8 118

2 LargecscaleOexomeOsequencingOstudyOimplicatesObothOdevelopmentalOandOfunctionalOchangesOinOtheO
neurobiologyOofOautism 21

1 LengthOofOuninterruptedOywGOrepeatsbOindependentOofOpolyglutamineOsizebOresultsOinOincreasedO
somaticOinstabilityOandOhastenedOageOofOonsetOinOHuntingtonOdisease 4
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