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ARTICLE

Long-read sequencing reveals intra-species tolerance of substantial structural variations and new
subtelomere formation in <i>C. elegans</i>. Genome Research, 2019, 29, 1023-1035.

Web-based design and analysis tools for CRISPR base editing. BMC Bioinformatics, 2018, 19, 542.
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Genome-wide target specificities of CRISPR-Cas9 nucleases revealed by multiplex Digenome-seq. Genome
Research, 2016, 26, 406-415.
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